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Nicotinamide (NAM) plays essential roles in physiology 

through facilitating NAD
+
 redox homeostasis. Importantly, at 

high doses, it protects cells under oxidative stresses, and has 

shown therapeutic effectiveness in a variety of disease condi-

tions. In our previous studies, NAM lowered reactive oxygen 

species (ROS) levels and extended cellular life span in primary 

human cells. In the treated cells, levels of NAD
+
/NADH and 

SIRT1 activity increased, while mitochondrial content de-

creased through autophagy activation. The remaining mito-

chondria were marked with low superoxide levels and high 

membrane potentials (ψm); we posited that the treatment of 

NAM induced an activation of mitophagy that is selective for 

depolarized mitochondria, which produce high levels of ROS. 

However, evidence for the selective mitophagy that is medi-

ated by SIRT1 has never been provided. This study sought to 

explain the mechanisms by which NAM lowers ROS levels and 

increases ψm. Our results showed that NAM and SIRT1 acti-

vation exert quite different effects on mitochondrial physiolo-

gy. Furthermore, the changes in ROS and ψm were not found 

to be mediated through autophagy or SIRT activation. Rather, 

NAM suppressed superoxide generation via a direct reduction 

of electron transport, and increased ψm via suppression of 

mitochondrial permeability transition pore formation. Our 

results dissected the effects of cellular NAD
+
 redox modula-

tion, and emphasized the importance of the NAD
+
/NADH  

ratio in the mitochondria as well as the cytosol in maintaining 

mitochondrial quality. 
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INTRODUCTION 
 

Nicotinamide (NAM), as a precursor of nicotinamide adenine 

dinucleotide (NAD
+
), is a vitamin B3. However, high dose 

NAM is therapeutically effective in a variety of diseases or 

conditions. Oral or other routes administration of NAM has 

been shown potent in animals or in clinical trials against skin 

disorders (Oblong, 2014), diabetes mellitus (Stevens et al., 

2007), cancer metastasis (Santidrian et al., 2014), cerebral 

ischemia (Ayoub and Maynard, 2002; Lee et al., 2006; Sa-

kakibara et al., 2000), multiple sclerosis (Kaneko et al., 2006), 

Alzheimer disease (Bayrakdar et al., 2014), viral and microbi-

al infections (Murray, 2003), and inflammatory diseases 

(Maiese et la., 2009). It also protects neurons and vascular 

cells from ischemic reperfusion and other oxidative stresses 

(Chong et al., 2002; Crowley et al., 2000; Kiuchi et al., 

2002). Currently, NAM is available in high dose forms on the 

market, and therefore, actively used for subclinical purposes  
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as well. To develop further application and to ensure safety 

and optimal therapeutic strategies, the mechanisms underly-

ing NAM’s positive and side effects should be cleared. 

Studies indicate that at least some of NAM’s effects are de-

rived from its conversion to NAD
+
 and subsequent increase 

of NAD
+ 

level and its
 
redox, i.e., NAD

+
/NADH ratio. NAD

+
 

and NAD
+
 redox are important in energy metabolism and 

mitochondrial function (Li et al., 2004). High NAD
+
 redox 

also plays critical roles by activating SIRT1 and other sirtuin 

family proteins, which play important roles in cellular health 

and longevity by modulating metabolism as well as mito-

chondria function and quality (Yao et al., 2014). Mitochon-

drial quality is believed to be maintained through the com-

bined processes of biogenesis and clearance. And, clearance 

of depolarized mitochondria occurs through autophagy 

(mitophagy) (Dengjel and Abeliovich, 2016; Narendra et al., 

2008; Twig et at., 2008). The best known for mitophagy, 

specifically relating to depolarized ones, may be the pathway 

mediated through the PTEN-induced putative kinase 1 

(PINK1) and Parkin proteins (Lee et al, 2008; Narendra et al., 

2008). However, the mechanism by which Parkin promotes 

mitophagy is not clearly understood. It is also not known 

whether mitophagy via the PINK1-Parkin pathway actively 

participates in the basal level mitochondrial turnover. Re-

cently, SIRT1, an NAD
+
-dependent protein deacetylase, has 

emerged as a key molecule for basal level autophagy. It acti-

vates autophagosome formation through deacetylating key 

autophagy-related (Atg) molecules (Lee et al, 2008) and 

facilitates cytosolic localization of microtubule-associated 

protein 1A/1B light chain 3A (LC3) (Huang et al., 2008). 

SIRT1 activity declines during senescence progression and 

cellular aging (Sasaki et al., 2006; Saunders et al., 2010; 

Thompson et al., 2014), and this change in SIRT1 activity 

may be responsible for the similar decline of mitophagy dur-

ing senescence progression and aging. Although it is con-

ceivable that SIRT1 activation enhances mitophagy, whether 

SIRT1 is actively involved in mitophagy that is selective for 

depolarized ones is not known. 

Our previous studies on the cell-beneficial effects of NAM 

showed that NAM decreases mitochondrial superoxide levels 

in both short-term cultures as well as lifespan-long cultures 

of human cells and the treatment resulted in substantial 

extensions of proliferative potential in normal fibroblasts, 

keratinocytes, and immune cells (Choi et al., 2015; Kang and 

Hwang, 2009; Kang et al., 2006). In the treated cells, mito-

chondria content decreased through autophagy activation. 

We posited that mitochondrial autophagy was mediated by 

SIRT1 activation, driven by the NAM-induced increases in the 

NAD
+
/NADH ratio (Jang et al., 2012). Importantly, the mito-

chondria in the NAM-treated cells were marked with high 

membrane potentials (ψm). These suggested that NAM 

treatment may cause SIRT1-mediated activation of mitopha-

gy that is selective for mitochondria that suffer from low ψm 

and high levels of ROS generation. This also suggested that 

NAM treatment could be used as a strategy to enhance mi-

tochondrial quality through activation of selective mitophagy 

in normally proliferating cells. However, direct evidence that 

shows the occurrence of selective mitophagy has not been 

demonstrated and explanations for the mechanisms by 

which levels of mitochondrial superoxide and ψm change 

upon NAM-treatment have also not been found. Peculiarly, 

treatment using SIRT1 activators did not induce increases in 

ψm, although it did cause substantial decreases in cellular 

mitochondrial content (Jang et al., 2012). This may suggest 

separate mechanisms for the alterations of mitophagy and 

ψm that are induced by NAM. These studies propose that 

elucidating the mechanisms of NAM action is important not 

only for the cell-beneficial effects of NAM in various patho-

logical conditions (Maiese, 2009), but also for possible ex-

tension of its usefulness to the aspects of cellular longevity 

and anti-aging. Also, it would help identifying the roles of 

SIRT1 in mitochondria quality maintenance. 

In this study, for these reasons, the mechanisms by which 

NAM lowers cellular ROS levels while increasing ψm were 

sought. Unexpectedly, our results clearly ruled out the in-

volvement of autophagy, the PINK1-parkin pathway, and 

SIRT1 in causing these changes. Rather, it appears that NAM 

suppresses superoxide generation via reduction of electron 

transport and increases ψm via downregulation of mito-

chondrial permeability transition pore (MPTP) formation. 

 

MATERIALS AND METHODS 
 

Cell culture and chemicals  
Normal human fibroblasts from newborn foreskin were pro-

vided by Dr. JH Chung (Seoul National University, Korea). 

Cells at an early passage were cultured in Dulbecco’s modi-

fied Eagle’s medium containing 10% fetal bovine serum (S-

FBS-US-015; Serana, Australia), with or without 5 mM NAM 

(N0636; Sigma-Aldrich, USA). To knock down the expres-

sion of SIRT1 or Parkin, cells were transfected with siRNA 

using Lipofectamine RNAiMAX (13778-150; Invitrogen, 

USA) according to the manufacturer’s protocol. All chemicals 

were purchased from Sigma-Aldrich unless stated otherwise. 

 

Analysis of the contents of mitochondria, ROS, and ψm  
Cells were stained with 50 nM 10-N-nonyl acridine orange 

(NAO) or 2 M dihydroethidium (DHE) (both from Ther-

moFisher, USA) to measure levels of mitochondrial content 

or superoxide. After washing in PBS, cells underwent flow 

cytometry using a FACS Canto II (BD Biosciences, USA). To 

measure ψm, cells were incubated with 0.3 g/ml 5,5,6,6-
tetrachloro-1,1,3,3-tetraethylbenzimidalohylcarbocyanine 

iodide (“JC-1 dye”, Cat. #T3168, ThermoFisher) for 30 min 

and subjected to flow cytometry. After excitation at 488 nm, 

emissions at 530 nm (FL-1) and 585 nm (FL-2) were meas-

ured for fluorescence from monomeric JC-1 and JC-1 aggre-

gates, respectively. FL-1–FL-2 and FL-2–FL-1 compensations 

were 4% and 44%, respectively. To normalize variations of 

single-component fluorescence signals due to differences in 

mitochondrial density, the FL2⁄FL1 ratio in individual cells 

was calculated using the WEASEL software package 

(http://www.frankbattye.com.au/Weasel/index.html). 

 

Confocal microscopy  
Cells grown on coverslips were fixed in 3.7% paraformalde-

hyde in PBS for 20 min, permeabilized with 0.1% Triton X-

100 for 15 min, blocked with 10% FBS for 2 h, and incubat-
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ed with antibodies overnight at 4℃. Mitochondria were de-

tected using the OXPHOS complex monoclonal antibody 

cocktail (Cat.#45-7999; ThermoFisher) or anti-Tom20 anti-

body (sc-11415; Santa Cruz Biotechnology, USA). LC3 pro-

teins were detected using anti-LC3 antibody (2775; Cell 

Signaling Technology, USA). After washing, cells were incu-

bated with antibodies conjugated to either Alexa Fluor 405, 

Alexa Fluor 488, or Alexa Fluor 546 (all from ThermoFisher), 

and were visualized under a confocal microscope (LSM 510; 

Carl Zeiss, USA). For detection of mitochondrial membrane 

potential, cells were stained with 3 g/ml JC-1 for 30 min. A 

488-nm laser and a 543-nm laser were used to excite fluo-

rescence of the monomeric form of JC-1 and aggregates of 

JC-1, respectively. The number of LC3 puncta and mito-

chondrial length were determined using ImageJ analysis 

software (NIH, USA). To visualize ubiquitination status, cells 

were transfected with pBabe-UBC (kindly provided by Dr. KR 

Ryu, University of Seoul), which encodes the human UBC 

gene tagged with GFP. 

 

Western blot analysis 
Proteins were extracted with RIPA buffer (50 mM Tris-HCL 

[pH 7.5], 150 mM NaCl, 1% Nonidet P-40, 0.5% sodium 

deoxycholate, 0.1% SDS) supplemented with NaF, NaVO4, 

and Protease Inhibitor Cocktail (Cat.#P2714). Proteins were 

then separated in SDS-PAGE and were transferred to a ni-

trocellulose membrane, which was blotted with antibodies 

against Parkin (Cat.#2132), LC3 (Cat.#.2775), acetylated 

lysine (Cat#.9441) (all from Cell Signaling), cyclophyllin D 

(CypD, sc-137216; Santa Cruz), or Erk (SC-93; Santa Cruz). 

Protein bands were visualized using horseradish peroxidase-

conjugated secondary antibodies and Supersignal West 

Femto Maximum Sensitivity Substrate (Cat.#34095; Ther-

moFisher). To determine acetylation levels of CypD, equal 

amounts of cell lysates were incubated with anti-CypD anti-

body overnight at 4℃, and were further incubated with pro-

tein A/G plus-agarose beads (sc-2003; Santa Cruz) for 2 h at 

4℃. After washing, beads were precipitated, and proteins 

were processed for western blot analysis using anti-

acetylated-lysine antibody (Cat.#9441; Cell Signaling). To 

visualize levels of CypD in the blot, the filter was stripped off 

the anti-acetylated-lysine antibody using Restore Plus 

stripping buffer (Cat.#46430; Thermo Scientific), and was 

then probed with anti-CypD antibody. 

 

Determination of cellular and mitochondrial NAD+/NADH 
ratio  
Amounts of NAD

+
 and NADH were determined using the 

NAD/NADH quantification kit (Cat.#MAK037, ThermoFish-

er) according to the manufacturer’s protocol. Mitochondrial 

levels of NAD
+
 and NADH were determined using mito-

chondria that were isolated using the Mitochondria Isolation 

Kit (Cat.#89874, ThermoFisher). 

 

Measurement of cellular oxygen consumption rate (OCR) 
The cellular OCR was estimated to evaluate mitochondrial 

respiratory capacity, using the Seahorse XF24 analyzer (Sea-

horse Bioscience, Inc., USA), following the manufacturer’s 

instructions. Briefly, fibroblasts (with doubling time of 36 h) 

were seeded onto the XF24 culture plate at a density of 

8,000 cells per well. The next day, cells were pre-incubated 

for 1 h in XF base medium (Cat.#102353-100; Seahorse 

Bioscience) containing 5.5 mM glucose (Cat.#G7021), 1 

mM sodium pyruvate (Cat.#S8636), 4 mM glutamax 

(Cat.#35050-061) (all from GIBCO), 25 mM HEPES (4-[2-

hydroxyethyl]-1-piperazine-1-ethanesulfonic acid, pH 7.9) 

(Cat.#H3375; Sigma Aldrich), and 10 % FBS, at 37℃ (with-

out CO2). Cells were then exposed to 5 mM NAM, and OCR 

was measured. All the experiments were performed at least 

four times independently, and OCR was expressed as a per-

centage of the values obtained from untreated control cells. 

 

Analysis of mitochondrial permeability transition pore 
(MPTP) opening 
MPTP opening was assessed using the calcein-cobalt assay 

(Petronilli et al., 1998). Briefly, cultured cells were stained 

with 1 M calcein AM (Cat.#C1430; ThermoFisher) at 37℃ 

in the dark. After 30 min, 1 mM CoCl2 (Cat.#232696; Ther-

moFisher) was added, and the cells were incubated for an 

additional 10 min to quench cytosolic calcein fluorescence. 

After washing with PBS, fluorescence signals from mito-

chondrially trapped calcein were measured via flow cytome-

try. 

 

Measurement of cellular ATP content 
Equal numbers of cells (typically in the range of 1-3 × 10

5
) 

were lysed to determine total cellular ATP using an ATP de-

tection kit (LT07-221; ViaLight Plus kit, Lonza, Basel, Switzer-

land) according to the manufacturer’s protocol. Chemilumi-

nescence was read in an FLx800 microplate fluorescence 

reader (Biotek, USA). ATP production independent of oxida-

tive phosphorylation was determined using cells treated with 

1 M rotenone (R8875) and 1 M antimycin A (A8674) for 

1 h before collection. ATP production by oxidative phos-

phorylation was estimated by subtracting [ATP produced in 

cells treated with rotenone and antimycin A] from [total 

cellular ATP]. 

 

Statistical analysis  
All quantitative measurements were done at least three 

times, and mean values ± SEM were presented. Compari-

sons of the mean values between different groups were 

performed via ANOVA with a Dunnett post hoc test.  
 

RESULTS 
 
NAM treatment causes immediate changes in 
mitochondrial ROS levels and membrane potential 
Treatment of 5 mM NAM has been shown to cause decreas-

es in ROS levels in actively proliferating fibroblasts (Jang et al., 

2012; Kang and Hwang, 2009). These effects of NAM treat-

ment were also seen in late passage fibroblasts (p28), which—

as expected for cells approaching senescence—otherwise 

exhibited elevated levels of superoxide (Hwang et al., 2009; 

Jendrach et al., 2005; Lee et al., 2002) (Fig. 1A). In the early 

(p17) and the late passage cells, NAM treatment caused a 

similar decrease in mitochondria content, with observed 

reductions typically of 20–25% by day 3 (Supplementary Fig. 
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Fig. 1. Effect of NAM on ROS, ψm, and mitochondria content.

(A) Human fibroblasts at passage 17 (p17) or passage 28

(p28) were cultivated in medium containing 5 mM NAM for

1, 2, or 3 days, were stained DHE (A), and subjected to flow

cytometric quantitation of superoxide levels. By day 3, super-

oxide levels decreased by 19.6% and 25.5% in p17 and p28

cells, respectively. This fibroblast line stopped cell division at

p30 (SB Song, unpublished data) (B) At days 1, 3, and 7 of

NAM treatment, p17 cells were stained with JC-1 and were

subjected to flow cytometry. Means of the FL2⁄ FL1 ratios

were plotted as ψ. (C) Fibroblasts untreated (Day 0) and

treated with NAM for 3 days (Day 3) were stained with JC-1,

and photographed via confocal microscopy to visualize ψm of

individual mitochondria. In Day 0 cells, most mitochondria

appeared as orange-colored needles, while they appeared

with a distinct red color in Day 3 cells. (D) p17 cells were

stained with DHE at 0.5, 1, 3, and 6 h of treatment with 5 or

10 mM NAM, and mitochondrial superoxide levels were de-

termined through flow cytometry. The effects of 5 or 10 mM

n-acetyl cysteine (NAC) were also determined in parallel. (E)

At 1, 2, 3, 6, 12, or 24 h of NAM treatment, fibroblasts were

stained with NAO and were subjected to flow cytometry.

Note that the scale of the Y-axis is the same as that in (D). In

all measurements, three independent biological samples

were analyzed, and averages normalized by those of untreat-

ed cells were plotted. *P < 0.05, **P < 0.01 (compared to

Day 0 or Hour 0 control, one-way ANOVA). 
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1A, and also shown in Jang et al., 2012). Upon further incu-

bation in the presence of NAM, mitochondria content and 

ROS levels were maintained near 80% and 70%, respective-

ly (Jang et al., 2012). This sustained maintenance of low 

ROS level was in parallel with observed decreases in the se-

verity of oxidative modification of proteins in mitochondria 

(Supplementary Fig. 1B). Another important change caused 

by NAM treatment is an increase of mitochondrial mem-

brane potential (ψm) (Figs. 1B and 1C, and also shown in 

Jang et al., 2012). Confocal images of mitochondria in fi-

broblasts stained with JC-1 showed sharp contrasts between 

control and NAM-treated cells (Fig. 1C). Control cells exhib-

ited green cytosolic fluorescence with an appearance of 

orange-colored threads of mitochondria; by contrast, NAM-

treated cells exhibited distinctly red-colored threads of mito-

chondria, demonstrating mitochondria with higher ψm val-

ues. 

The changes in levels of ROS and ψm may be a result of 

mitophagy, which might be selective for mitochondria with 

high levels of ROS production and low ψm. However, this 

possibility has not been demonstrated. To address the plau-

sibility of this selective mitophagy hypothesis, we first exam-

ined the kinetics of the changes in levels of ROS. A time-

course study, conducted at the immediate early point of 

NAM treatment, showed unexpectedly rapid decreases in 

superoxide levels (Fig. 1D). Levels dropped in full within 30 

min of the treatment of NAM at either 5 and 10 mM. The 

kinetics of this response are faster and more extensive than 

that of cells treated with N-acetylcysteine, a potent radical 

scavenger (Schneider, 2005). This change is a substantial 

contrast to the marginal decreases of mitochondria content 

(Fig. 1E). Together, these results suggest that the decreases 

in mitochondria content may not be responsible for the low-

er ROS levels. The expression levels of superoxide dismutase 

(MnSOD) and thioredoxin (Trx1), which function as antioxi-

dants by converting superoxides into hydrogen peroxides 

and by facilitating cysteine thiol-disulfide exchange, respec-

tively, were not altered by NAM treatment ruling out the 

involvement of ROS scavenging enzymes (Supplementary Fig. 

1C).  

 

PINK1-Parkin mitophagy pathway is not involved in the 
NAM-induced changes in mitochondria content and ROS 
levels 
In normal cells, depolarized mitochondria (those with low 

ψm) are selectively removed through mitophagy that is me-

diated by the PINK1/Parkin pathway (Matsuda et al., 2010; 

Narendra et al., 2008). The results above do not rule out the 

involvement of a form of mitophagy that acts acutely and is 

selective against mitochondria with low ψm and high ROS 

levels. However, possible involvement of the PINK1/Parkin 

pathway was ruled out by the results of the following two 

experiments. First, knocking down Parkin expression 

through siRNA transfection did not affect the NAM-induced 

changes in superoxide levels and mitochondria content; 

regardless of Parkin expression, similar decreases in mito-

chondria content and ROS levels occurred upon NAM 

treatment (Figs. 2A and 2B). Furthermore, the PINK1/Parkin 
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Fig. 2. PINK1/Parkin-independent changes in ROS levels by

NAM treatment. Levels of mitochondria content (A) and su-

peroxide (B) were determined using NAO or DHE at Day 1 or

2 of NAM treatment, and the effects were compared be-

tween normal fibroblasts and those whose Parkin expression

was knocked down by siRNA (siParkin). The image of the

protein blot (top) shows diminished Parkin protein levels in

cells treated with siParkin RNA. Three independent biological

samples (different transfections) were analyzed, and the

averages normalized by those of untreated cells (wt) were

plotted. *P < 0.1, **P < 0.05 (compared to wt control, one-

way ANOVA). (C) Ubiquitin puncta formation was compared

between cells treated with 10 M CCCP for 4 h, or 5 mM

NAM for 12 h. Fibroblasts were transfected with GFP-tagged

human UBC gene 24 h earlier, and were treated with either

CCCP or NAM, fixed, and then probed with OXPHOS anti-

bodies to visualize mitochondria (blue). Cells positive for

green fluorescence from ubiquitin-tagged GFP were photo-

graphed. 
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pathway itself does not appear to be activated by NAM 

treatment. When this pathway is activated, mitochondrial 

proteins are ubiquitinated by activated Parkin (a ubiquitin 

ligase), and then mitochondria are targeted to the autopha-

gosome (Eiyama and Okamoto, 2015). This occurred in cells 

treated with carbonyl cyanide m-chlorophenyl hydrazone 

(CCCP)—a compound that causes mitochondrial depolariza-

tion, thereby activating the PINK1/Parkin pathway (Fig. 2C). 

Ubiquitins were present as puncta that largely co-localized 

with mitochondrial signals. However, in cells treated with 

NAM for 12 h, ubiquitin signals appeared smeary in the cy-

tosol; this demonstrated that the specific localization of 

ubiquitin to mitochondria did not occur. By contrast, super-

oxide levels had already decreased by this time, strongly 

suggesting that ROS levels decreased via a mechanism dis-

tinct from the PINK1/Parkin pathway. 

 

SIRT1 activation itself does not induce changes in ROS 
levels and ψm  
It is tempting to consider the involvement of SIRT1, consider-

ing that SIRT1 plays an essential role in autophagy (Huang, 

2010; Lee et al., 2008); it may also play a role in the direct 

reduction of ROS through FOXO3a-mediated upregulation 

of antioxidant gene expression (Olmos et al., 2013). To de-

termine the level of involvement of SIRT1 activation, we 

checked the effects of treating cells with resveratrol or 

SRT172, activators of SIRT1, at doses frequently cited in the 

literature. As has been reported previously (Jang et al., 2012), 

treatment of these chemicals caused decreases in mitochon-

dria content (Figs. 3A and 3B). In fact, they induced large 

decreases in mitochondrial content, causing nearly 40% 

reductions; this possibly suggests that it activates SIRT1-

mediated mitophagy to levels that are higher than those 

achieved by NAM. However, these were unable to induce 

comparable changes in ROS levels (Figs. 3A and 3B) (How-

ever, SRT1720 treatment did induce smaller but significant 

decreases in ROS levels). Furthermore, knocking down SIRT1 

expression using siRNA did not attenuate the decreases in 

ROS levels induced by NAM (Fig. 3C). Together, these results 

suggest that superoxide downregulation by NAM occurs 

independent of mitophagy induction or SIRT1 activation. In 

addition, neither resveratrol nor SRT1720 induced notable 

increases in ψm at doses that also caused decreases in mito-

chondria content (Figs. 3A and 3B). Knocking down SIRT1 

expression did not attenuate the NAM-induced increase of 

ψm (Fig. 3D). Therefore, SIRT1 activation is not involved in 

the NAM-induced increase of ψm either. 

 

NAM treatment, but not SIRT1 activation, reduces 
mitochondrial ROS generation by decreasing electron 
transport 
The flow of electrons in the electron transport chain (ETC) 

limits oxygen consumption and ROS production. Complexes 

I and III of the ETC are known as the sites where ROS are 

predominantly produced (Stowe and Camara, 2009). 

Meanwhile, the ratio of NAD(P)H/NAD(P)
+
 has been pro-

posed to be an important physiological factor that influences 

superoxide production at Complex I (Ghosh et al., 2012; 

Kushnareva et al., 2002; Starkov and Fiskum, 2003). In fact, 

an increase in the mitochondrial NAD
+
/NADH ratio lowers 

ROS production and O2 consumption (Murphy, 2009). We 

checked whether NAM treatment affects mitochondrial 

NAD(P)H redox and causes a change in cellular O2 consump-

tion. It is known that NAD
+
 is unable to diffuse across mem-

branes (Todisco et al., 2006), and that cells maintain cyto-

solic and mitochondrial NAD
+
 pools independently (Yang et 

al., 2007). However, the NAD
+
/NADH ratio in mitochondria 

was increased by NAM treatment. The extent of this increase 

was even higher than that observed in the cytosol (Fig. 4A). 

Additionally, the cellular O2 consumption rate (OCR) ap-

peared to decrease. Its change was acute, dropping by 20% 

within 1 h of the treatment; thereafter, it decreased at a 

slower pace, approaching 60% of the control cells' level 

within 24 h (Fig. 4B). This pattern was reminiscent of the 

changes in mitochondrial superoxide levels that was ob-

served in NAM-treated cells (Fig. 1D). Considering the fact 
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Fig. 3. SIRT1-independent changes in ROS levels and ψm by NAM treatment. Fibroblasts were treated with either resveratrol at 5 or 10 

M (A), or SRT1720 at 0.08 or 0.16 M (B), for 1 or 2 days, and were subjected to flow cytometry after staining with NAO, DHE, or JC-

1. Cells treated with 5 mM NAM alone were analyzed in parallel. (C and D) Fibroblasts were transfected either with random RNA or 

with siRNA to SIRT1, for 12 h; fibroblasts were then further incubated in the absence (light bar) or the presence (dark bar) of 5 mM 

NAM. After 1 or 2 d, cells were collected, treated with DHE (for C) or JC-1 (for D), and subjected to flow cytometry for quantitative 

comparison of the levels of superoxide (C) and ψm(D). ). *P < 0.05, **P < 0.01 (compared to Day 0 control, one-way ANOVA. 

 

 

 

that mitochondria content decreases rather slowly (Fig. 1E), 

the slow decrease in OCR at the later phase of NAM treat-

ment might have been caused, at least to some extent, by 

the decrease in mitochondria content. By contrast, the acute 

drop in the OCR observed at the early phase might reflect 

the acute effects of NAM treatment. NAD
+
 treatment result-

ed in similar changes in OCR, suggesting that this change 

indeed caused by increasing the NAD
+
 level (or, decreasing 

the NADH/NAD
+
 ratio). SRT1720 treatment caused a rather 

acute increase in O2 consumption (Fig. 4B), demonstrating 

that NAM treatment and SIRT1 activation affect mitochon-

drial physiology differently. A further difference was found in 

the effects on mitochondrial ATP production levels, which 

were estimated by calculating the differences in ATP level 

between control cells (Total) and cells treated with rotenone 

and antimycin A, inhibitors of Complexes I and III, respective-

ly ((R+A))(This represents ATP produced by glycolysis). Upon 

NAM treatment, both total cellular ATP level and mitochon-

drial ATP production decreased by nearly 40% within 3 days 

(Fig. 4C). Concurrently, glycolytic ATP production increased 

by 30%. Importantly, this pattern was inverted in cells treat-

ed with SRT1720: both the total cellular ATP level and mito-

chondrial ATP production increased, while glycolytic ATP 

production decreased (Fig. 4D). Considering the decrease in 

mitochondria quantity caused by SRT1720 treatment, this 

increase in mitochondrial ATP production is surprisingly high. 

This, along with the increase in O2 consumption, may reflect 

the SIRT1-mediated mitochondrial quality improvement 

(Menzies and Hood, 2012). In summary, the changes in 

mitochondrial activity and status that were induced by NAM 

treatment might be caused by reduced levels of electron 

transport, while the corresponding changes induced by 

SRT1720 treatment might be caused by increased mito-

chondrial turnover. 

Finally, the decrease in total ATP levels became greater 

when treatments of higher doses of NAM were used, in 

inverse proportion to the levels of NAD
+
/NADH (Fig. 4E), 

supporting a direct relationship between ATP production 

and NADH/NAD
+
 levels. Overall, these results demonstrated 

that NAM treatment caused a reduction in oxidative phos-

phorylation, likely through reducing electron flow to ETC 

Complex I, which would also lead to reduced superoxide 

production. 

 

NAM increases ψm by modulating mitochondrial 
permeability transition pore 
Decreases in electron transport and in respiration would 

result in decreased ψm. However, NAM-induced changes 

were accompanied by increases in ψm, as was demonstrated 

above. Therefore, the increase in ψm appears to be uncou-

pled to electron transport. And, so far, observations indicate 

that the NAM-induced ψm increase was not caused by the 

mitophagic removal of mitochondria possessing low ψm, 

nor were they mediated by SIRT1 activation.
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Fig. 4. Different effects of NAM and SRT1720 on mitochondrial activities. (A) Fibroblasts were incubated for 1 or 2 d in the presence of 5 

mM NAM, collected, and fractionated for cytosol (light bar) and mitochondria (dark bar). Each group was then analyzed for 

NAD
+
/NADH ratio, using an assay kit. (B) Fibroblasts were incubated on an XF24 culture plate, in the presence of 5 mM NAM, 5 mM 

NAD
+
, or [0.08 or 0.16] M SRT1720; at the indicated time points, cells were subjected to analysis for O2 consumption rates in an XF24 

analyzer. For each treatment, measurements of four different biological samples were taken, and the means were plotted. All changes 

in samples treated with chemicals, as compared to the Hour 0 control group, were with P < 0.05 (except for the later time points of 

SRT1720 treatments). (C and D) Fibroblasts incubated in the presence of 5 mM NAM (C) or 0.16 M SRT1720 (D) were collected at the 

indicated time points. The same number of cells were lysed, and ATP contents were determined using an assay kit. To estimate mito-

chondrial ATP production, the amount of total ATP was subtracted by that in cells treated with 1 M rotenone and 1 M antimycin A 

for 1 h before cell collection (R+A). The resulting difference was presented as mitochondrial ATP production (Total - [R+A]). For each 

time point, six independent biological samples were analyzed, and the averages normalized by those of untreated cells (C) were plotted. 

*P < 0.1, **P < 0.05 (compared to Day 0 control, one-way ANOVA). (E) Cells were treated with 5, 10, or 20 mM NAM for 48 h; cells 

were then divided into two groups, and each was subjected to a determination of either total cellular ATP levels or the NAD
+
/NADH 

ratio. In experiments (A) and (E), three independent biological samples were analyzed, and the averages normalized by those of un-

treated cells were plotted. *P < 0.05, **P < 0.01 (compared with Day 0 control, one-way ANOVA). 

 

 

 

ψm appeared to increase immediately upon NAM treat-

ment, peaking at 8 h, and was maintained at high levels 

thereafter (Fig. 5A). Furthermore, to a certain degree, NAM 

treatment attenuated the decrease in ψm that was induced 

by treatment with rotenone, which lowers electron flow by 

inhibiting complex I (Fig. 5B; compare Rot and Rot+NAM). 

This suggests a mechanism that is independent of electron 

flow through the transport chain. Blockage of the mito-

chondrial permeability transition pore (MPTP), an important 

route for the loss of ψm, may be one such mechanism 

(Cheng et al., 2011). Indeed, NAM has been proposed to 

prevent mitochondrial depolarization and cytochrome C 

release from mitochondria (Zhang et al., 2003), which is 

known to occur through MPTP (Machida and Osada, 2003). 

Treatment of 5-aminolevulinic acid (ALA), a strong oxidant 

that has been shown to reduce ψm by increasing membrane 

permeability (Bernardi et al., 1992; Leung and Halestrap, 

2008; Vercesi et al., 1994), caused ψm to decrease by ap-

proximately 25% (Fig. 5C). This decrease was readily pre-

vented with the co-treatment of NAM (ALA vs. A+N). More 

importantly, NAM treatment caused an accumulation of 

fluorescent calsein in the CoCl2-calcein fluorescence-

quenching assay (Petronilli et al., 1998), which allows for the 

estimation (Fig. 5D) and visualization of mitochondria with 

closed MPTP (Fig. 5E; note the higher intensity of mitochon-

drial fluorescence in NAM-treated cells (NAM)). These results 

strongly support the possibility that NAM either inhibits 

MPTP formation or induces its closure. 

 

Cyclophyllin D acetylation is reduced in the mitochondria 
of NAM-treated cells 
Cyclophyllin D (CypD) positively modulates MPTP formation 

(Leung and Halestrap, 2008). And, a mitochondrial sirtuin, 

SIRT3, deacetylates CypD and blocks its interaction with Arnt 
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Fig. 5. ψm increase and mPTP closure by NAM treatment. (A) Fibroblasts incubated in the presence of 5 mM NAM were collected at the 

indicated time points, stained with JC-1, and ψm was determined. Values relative to those of untreated cells (0 h) were plotted. (B) Fi-

broblasts were incubated in the presence or absence of 5 mM NAM for 24 h. To these cell cultures, 1 M rotenone (Rot, Rot+NAM) 

were added for 1 h before cells were collected for the determination of ψm. (C) Fibroblasts were incubated for 24 h in the presence of 5 

mM NAM, 1 mM ALA, or both NAM and ALA (A+N) (ALA was treated during the final 4 h before collection), and then subjected to ψm 

determination. (D) and (E) Cells were incubated in the presence of 5 mM NAM for 1, 2, and 3 days, and stained with 1 M calcein AM 

for 30 min. After further incubation in the presence of 1 mM CoCl2 for 10 min, cells were subjected to flow cytometry to measure calce-

in fluorescence. For confocal microscopy of cellular calcein (E), cells were incubated in the absence or presence of NAM on a coverslip, 

and were then examined in confocal microscope after 24 h. Note: green puncta are larger and more abundant in NAM-treated cells. 

Without CoCl2, a large amount of calcein fluorescence was found in smear in cytosol. In all experiments, three independent biological 

samples were analyzed, and the averages normalized by those of untreated cells were plotted. *P < 0.05, **P < 0.01 (compared with 

Day 0 control, one-way ANOVA). 
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Fig. 6. Deacetylation of mitochondrial proteins and CypD by NAM treatment. Acetylation levels of total mitochondrial proteins and CypD 

were determined. (A) Mitochondrial fractions were obtained from either fibroblasts or H460 cells, cultured in the presence of NAM for 

1, 2, or 3 days, and equal amounts of protein were applied for Western blot analyses with antibodies against acetylated-lysine (Ace-K), 

CypD, or Tom20. Arrows in Ace-K blots point to the band that migrated to the same position as the CypD band in the CypD blots. The 

intensities of the bands pointed by the arrow, relative to the intensities of CypD bands of the same time points, were determined 

through densitometry and were noted under the panels of the Ace-K blot. (B) Total cell lysates were probed with anti-CypD antibody 

overnight at 4℃, and were further incubated with protein A/G plus-agarose beads. Precipitated proteins were analyzed by Western 

blotting with anti-acetylated-lysine antibody. The filter was then stripped and reprobed with anti-CypD to show levels of total CypD. 

 

 

 

(the aryl hydrocarbon receptor Ahr nuclear translocator), a 

key component of MPTP, and thereby prevents MPTP for-

mation (Hafner et al., 2010). NAM may activate SIRT3 

through an increase of mitochondrial NAD
+
/NADH, leading 

to CypD deacetylation. The acetylation levels of proteins 

from isolated mitochondria were indeed found to be low-

ered by NAM treatment to fibroblasts and H460 cells (Fig. 

6A). Deacetylation of CypD was also confirmed by checking 

the acetylation levels of immunoprecipitated CypD protein 

(Fig. 6B). By contrast, treating cells with SRT1720, which is 

known to be an inefficient activator of SIRT3 (Villalba and 

Alcain, 2012), did not cause similar decreases in the acetyla-

tion levels of mitochondrial proteins (SB Song, data not 

shown). This may provide a possible explanation for the low 

stimulatory effects of resveratrol and SRT1720 on ψm. 

Together, these results support the possibility that NAM 
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Fig. 7. Hypothetical mechanism underlying the effects of NAM, based on increases in the NAD
+
/NADH ratio in cytosol and mitochondria. A 

hypothesis to explain the difference between the effects of NAM and SRT1720 is proposed. (Left) SRT1720 added to cells activates 

SIRT1 in cytosol and nucleus. This causes upregulation of mitophagy and mitochondrial turnover. This also induces glycolysis downregu-

lation. Although SRT1720 does not directly exert an effect inside mitochondria, the expected increase in mitochondrial quality would 

result in an increase in mitochondrial ATP production. (Right) NAM added to cells causes an increase in the NAD
+
/NADH ratio in cytosol, 

which, as in SRT1720-treated cells, activates SIRT1, and would cause subsequent cytosolic changes. However, the increase in NAD
+ 

availability would lead to an enhancement of glycolysis, and this may override the SIRT1-induced downregulation of glycolysis. NAM 

treatment also induces an increase in the NAD
+
/NADH ratio (which is also a decrease in the NADH/NAD

+
 ratio) in mitochondria, which 

would lead to decreased electron transfer to Complex I and, concomitantly, would lower superoxide generation. The decreased electron 

transport then leads to a decline in OCR, ATP production, and ψm. However, low ROS levels would attenuate MPTP formation. In addi-

tion, high mitochondrial NAD
+
/NADH ratios would activate SIRT3, which would deacetylate CypD, leading to MPTP closure. Together, 

these effects increase ψm. Overall, these changes in mitochondria would function to improve mitochondrial integrity. Decreases in ATP 

levels did not affect cell division rates, although the cells became marginally smaller in size (SB Song, unpublished data). 

 

 

 

increases ψm by closing MPTP, partially via the suppression 

of ROS generation, and partially via the activation of SIRT3. 

 

DISCUSSION 
 

In this study, the effects of NAM on mitochondria were dis-

sected. NAM treatment causes mitophagy and also induces 

a decrease in mitochondrial ROS levels and an increase of 

ψm. These outcomes were hypothesized to occur through a 

single mechanism, i.e., a SIRT1-mediated activation of mi-

tophagy that was selective against mitochondria suffering 

from low ψm and producing high level ROS (Jang et al., 

2012). However, the results of this study demonstrate that 

these changes were not brought on by selective mitophagy. 

Specifically, the decreases in ROS levels were likely to be 

caused by reduced electron transport; the increases in ψm 

were likely to be caused by MPTP closure, which might be 

caused by lower ROS levels, SIRT3-induced CypD deacetyla-

tion, or both. 

NAM-induced changes in mitochondria and cells have 

been thought to occur through SIRT1 activation via NAD
+
 

upregulation. For example, treatment with NAM induced 

SIRT1-dependent mitophagy, as indicated by the fact that 

NAM-induced increases in LC3 autophagosomes as well as 

mitochondria fragmentation were abolished by SIRT1 inacti-

vation (Supplementary Figs. 2B and 2C, NAM+EX527). 

However, in this study, NAM treatment and SIRT1 activation 

also showed substantial differences. SRT1720 caused an 

increase in both mitochondrial respiration and in ATP pro-

duction; concomitantly, glycolytic ATP production was de-

creased. SRT1720’s effect of increasing mitochondrial activi-

ties points to the enhanced mitochondrial efficiency that 

occurs upon SIRT1 activation. SRT1720 treatment induced 

smaller but significant decreases in ROS levels (Fig. 3B) and 

an increase of ψm to levels comparable to those induced by 

NAM when treated at a higher dose (1 M) (SB Song, data 

not shown) possibly through SIRT1-mediated mitochondria 

turnover. However, NAM treatment worked in the opposite 

direction (Fig. 4C). Importantly, SRT1720 may exert an effect 

only in the cytosol, i.e., SIRT1 activation (at least at the doses 

used in this study); by contrast, NAM exerts its effects both 

in the cytosol and in mitochondria. SRT1720 is known to be 

far less potent as an activator of SIRT3 than SIRT1 (Feldman 

et al., 2015; Milne et al., 2007). (EC50 reported by Milne et al. 

(2007) was 1.16 M and >300 M for SIRT1 and SIRT3, 

respectively.) This might be a key reason that explains the 

differences between the effects of NAM and SRT1720. In 

summary, we hypothesize that NAM becomes NAD
+
 when is 

added to cells, rapidly driving an increase in the NAD
+
/NADH 

ratio, which then activates SIRT1 and, subsequently, mitoph-

agy. Furthermore, the enhanced NAD
+
 pool would increase 

the extent of glycolysis. Additionally, NAM treatment also 

increases the NAD
+
/NADH ratio in the mitochondria, and the 

oxidized mitochondrial NAD
+
 redox causes lower levels of 

electron transport, which leads to decreased ROS generation. 

However, MPTP closure that is brought on by low ROS levels 

and by SIRT3 activation-mediated CypD deacetylation, caus-

es ψm to increase to higher than basal levels. 
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The decrease in ROS levels could be caused by mecha-

nisms other than the reduced levels of electron transport to 

the ETC. For example, MPTP closure, by itself, can lower ROS 

generation. The formation of MPTP is known to uncouple 

oxidative phosphorylation and causes an increase in ROS 

generation (Zorov et al., 2014). Therefore, it is possible that 

NAM-induced changes in ROS as well as ψm are caused 

solely by MPTP closure. However, in this situation, the OCR 

and ATP production would not necessarily be low. Because 

this is not the case in NAM-treated cells, the decreases in 

ROS levels are likely to be independent of MPTP closure. 

Additionally, NAM has been proposed to decrease ROS lev-

els in neurons by regenerating gluthathione (GSH) through 

increased levels of NADPH-dependent gluthathione reduc-

tase, thereby driving the oxidized state to a reduced state 

(Ghosh et al., 2012). This study, and some other studies, 

have hypothesized that NAM administration provides a larg-

er pool of pyridine nucleotides (Klaidman et al., 2001). The 

NAD(P)H pool may eventually get larger via the supply of 

NAD
+
. However, in our study settings in vitro, NAM treat-

ment did not elevate NADH/NAD
+
 levels, and cellular redox 

would certainly not be favorable for GSH regeneration.  

NAM has been shown to have therapeutic effects in many 

diseases, including neurological disorders (Rennie et al., 

2015). However, the underlying mechanisms of the effects 

of NAM are largely unknown. Cell death due to apoptosis, 

high levels of oxidative damage by ROS generation, and loss 

of Ca
++

 homeostasis are common hallmarks of adult onset 

neurodegenerative diseases; all are known to be associated 

with MPTP formation (Rao et al., 2014). Moreover, in aging 

and cellular senescence, mitochondrial degeneration occurs; 

this can be attributed to the increased formation of and 

vulnerability to MPTPs (Du and Yan, 2010; Jendrach et al., 

2005; Kim et al, 2007). Key mitochondrial activities—such as 

the TCA cycle, amino acid and fat catabolism, and the urea 

cycle—and cellular bioenergetics could be promoted by high 

ψm. NAM-induced MPTP closure and ψm upregulation 

would therefore not only assist in the maintenance of cellu-

lar integrity, but also promote cell viability. Indeed, NAM 

treatment caused a substantial extension of cell lifespan in 

human fibroblasts and keratinocytes (Kang et al., 2006). In 

short, the longevity of fibroblasts, and the protection of neu-

rons from age-related degeneration, attributable to NAM 

treatment, may be caused, at least in part, by MPTP closure. 

Finally, it is noteworthy that NAM is a product of the 

deacetylase reaction of the sirtuin family of proteins (which 

includes SIRT1 and SIRT3); for this reason, it has been re-

garded and utilized as an inhibitor of SIRT1. However, SIRT1 

activation, instead of inhibition, through an increase in the 

cellular NAD
+
/NADH ratio in treated cells, has been demon-

strated previously and in this study (Jang et al., 2012; Lee et 

al., 2008). Furthermore, NAM treatment was also demon-

strated here to increase the mitochondrial NAD
+
/NADH ratio, 

and thereby, cause an activation of mitochondrial sirtuin(s). 

Upon addition to cells, NAM is rapidly converted into NAD
+
, 

thereby exerting a stimulatory effect in vivo most of the time 

(Hwang and Song, 2017). This double-sidedness of effects is 

a property unique to NAM. Treating cells with nicotinamide 

mononucleotide (NMN) and nicotinamide riboside (NR), 

which are derivatives of NAM but that lack the sirtuin-

inhibitory effect of NAM, were recently shown to increase 

mitochondrial NAD
+
 and conferred resistance against H2O2 

toxicity in astrocytes (Harlan et al., 2016). 

Our findings on the effects of NAM, such as the fact that 

its effects are separate from those induced by SIRT1 activa-

tion, certainly extend the understanding of the mechanisms 

that underlie the therapeutic effects of NAM and promote 

its safe utilization. Further, they also can promote develop-

ment of better strategies of SIRT1 modulation towards cellu-

lar longevity. 

 

Note: Supplementary information is available on the Mole-
cules and Cells website (www.molcells.org). 
 

ACKNOWLEDGMENTS 
This work was supported by the 2015 Research Fund of the 

University of Seoul. The authors declare that they have no 

conflicts of interest with the contents of this article, and their 

experiments complied with the current laws of the Republic 

of Korea, inclusive of ethics approval. 

 

REFERENCES 
 
Ayoub, I.A., and Maynard, K.I. (2002). Therapeutic window for 

nicotinamide following transient focal cerebral ischemia. Neuroreport 

13, 213-216. 

Bayrakdar, E.T., Armagan, G., Uyanikgil, Y., Kanit, L., Koylu, E., and 

Yalcin, A. (2014). Ex vivo protective effects of nicotinamide and 3-

aminobenzamide on rat synaptosomes treated with Abeta(1-42). 

Cell Biochem. Funct. 32, 557-564. 

Bernardi, P., Vassanelli, S., Veronese, P., Colonna, R., Szabo, I., and 

Zoratti, M. (1992). Modulation of the mitochondrial permeability 

transition pore. Effect of protons and divalent cations. J. Biol. Chem. 

267, 2934-2939. 

Cheng, Y., Gulbins, E., and Siemen, D. (2011). Activation of the 

permeability transition pore by Bax via inhibition of the mitochondrial 

BK channel. Cell Physiol. Biochem. 27, 191-200. 

Choi, H.J., Jang, S.Y., and Hwang, E.S. (2015). High-dose 

nicotinamide suppresses ROS generation and augments population 

expansion during CD8(+) T cell activation. Mol. Cells 38, 918-924. 

Chong, Z.Z., Lin, S.H., and Maiese, K. (2002). Nicotinamide 

modulates mitochondrial membrane potential and cysteine protease 

activity during cerebral vascular endothelial cell injury. J. Vasc. Res. 39, 

131–147. 

Crowley, C.L., Payne, C.M., Bernstein, H., Bernstein, C., and Roe, D. 

(2000). The NAD+ precursors, nicotinic acid and nicotinamide 

protect cells against apoptosis induced by a multiple stress inducer, 

deoxycholate. Cell Death Differ. 7, 314-326. 

Dengjel, J., and Abeliovich, H. (2017). Roles of mitophagy in cellular 

physiology and development. Cell Tissue Res. 367, 95-109. 

Du, H., and Yan, S.S. (2010). Mitochondrial permeability transition 

pore in Alzheimer's disease: cyclophilin D and amyloid beta. Biochim. 

Biophys. Acta. 1802, 198-204. 

Eiyama, A., and Okamoto, K. (2015). PINK1/Parkin-mediated 

mitophagy in mammalian cells. Curr. Opin. Cell Biol. 33, 95-101. 

Feldman, J.L., Dittenhafer-Reed, K.E., Kudo, N., Thelen, J.N., Ito, A., 

Yoshida, M., and Denu, J.M. (2015). Kinetic and structural basis for 

acyl-group selectivity and NAD(+) dependence in sirtuin-catalyzed 

deacylation. Biochemistry 54, 3037-3050. 



SIRT1-Independent Changes in ROS and ψm by Nicotinamide 
Seon Beom Song et al. 

 
 

Mol. Cells 2017; 40(7): 503-514  513 

 
 

Ghosh, D., LeVault, K.R., Barnett, A.J., and Brewer, G.J. (2012). A 

reversible early oxidized redox state that precedes macromolecular 

ROS damage in aging nontransgenic and 3xTg-AD mouse neurons. J 

Neurosci. 32, 5821-5832. 

Hafner, A.V., Dai, J., Gomes, A.P., Xiao, C.Y., Palmeira, C.M., 

Rosenzweig, A., and Sinclair, D.A. (2010). Regulation of the mPTP by 

SIRT3-mediated deacetylation of CypD at lysine 166 suppresses age-

related cardiac hypertrophy. Aging (Albany NY). 2, 914-923. 

Harlan, B.A., Pehar, M., Sharma, D.R., Beeson, G., Beeson, C.C., and 

Vargas, M.R. (2016). Enhancing NAD+ salvage pathway reverts the 

toxicity of primary astrocytes expressing amyotrophic lateral sclerosis-

linked mutant superoxide dismutase 1 (SOD1). J. Biol. Chem. 291, 

10836-10846. 

Huang, J., Gan, Q., Han, L., Li, J., Zhang, H., Sun, Y., Zhang, Z., and 

Tong, T. (2008). SIRT1 overexpression antagonizes cellular 

senescence with activated ERK/S6k1 signaling in human diploid 

fibroblasts. PLoS One 3, e1710. 

Huang, J.Y., Hirschey, M.D., Shimazu, T., Ho, L., and Verdin, E. 

(2010). Mitochondrial sirtuins. Biochim. Biophys. Acta. 1804, 1645-

1651. 

Hwang, E.S. and Song, S.B. (2017). Nicotinamide is an inhibitor of 

SIRT1 in vitro, but can be a stimulator in cells. Cell Mol. Life Sci. DOI 

10.1007/s00018-017-2527-8. 

Hwang, E.S., Yoon, G., and Kang, H.T. (2009). A comparative 

analysis of the cell biology of senescence and aging. Cell Mol Life Sci. 

66, 2503-2524. 

Jang, S.Y., Kang, H.T., and Hwang, E.S. (2012). Nicotinamide-

induced mitophagy: event mediated by high NAD+/NADH ratio and 

SIRT1 protein activation. J. Biol. Chem. 287, 19304-19314. 

Jendrach, M., Pohl, S., Voth, M., Kowald, A., Hammerstein, P., and 

Bereiter-Hahn, J. (2005). Morpho-dynamic changes of mitochondria 

during ageing of human endothelial cells. Mech. Ageing Dev. 126, 

813-821. 

Kaneko S., Wang J., Kaneko M., Yiu G., Hurrell J.M., Chitnis T., 

Khoury S.J., and He Z. (2006). Protecting axonal degeneration by 

increasing nicotinamide adenine dinucleotide levels in experimental 

autoimmune encephalomyelitis models. J. Neurosci. 26, 9794-9804. 

Kang, H.T., and Hwang, E.S. (2009). Nicotinamide enhances 

mitochondria quality through autophagy activation in human cells. 

Aging Cell 8, 426-438. 

Kang, H.T., Lee, H.I., and Hwang, E.S. (2006). Nicotinamide extends 

replicative lifespan of human cells. Aging Cell 5, 423-436. 

Kim, I., Rodriguez-Enriquez, S., and Lemasters, J.J. (2007). Selective 

degradation of mitochondria by mitophagy. Arch. Biochem. Biophys. 

462, 245-253. 

Kiuchi, K., Yoshizawa, K., Shikata, N., Matsumura, M., Tsubura, A. 

(2002). Nicotinamide prevents N-methyl-N-nitrosourea-induced 

photoreceptor cell apoptosis in Sprague-Dawley rats and C57BL mice. 

Exp. Eye Res. 74, 383–392. 

Klaidman, L.K., Mukherjee, S.K., and Adams, J.D., Jr. (2001). 

Oxidative changes in brain pyridine nucleotides and neuroprotection 

using nicotinamide. Biochim. Biophys. Acta. 1525, 136-148. 

Kushnareva, Y., Murphy, A. N., and Andreyev, A. (2002). Complex I-

mediated reactive oxygen species generation: modulation by 

cytochrome c and NAD(P).+ oxidation-reduction state. Biochem. J. 

368, 545-553. 

Lee, H.C., Yin, P.H., Chi, C.W., and Wei, Y.H. (2002). Increase in 

mitochondrial mass in human fibroblasts under oxidative stress and 

during replicative cell senescence. J. Biomed. Sci. 9, 517-526. 

Lee, E.J., Wu, T.S., Chang, G.L., Li, C.Y., Chen, T.Y., Lee, M.Y., Chen, 

H.Y., and Maynard, K.I. (2006). Delayed treatment with nicotinamide 

inhibits brain energy depletion, improves cerebral microperfusion, 

reduces brain infarct volume, but does not alter neurobehavioral 

outcome following permanent focal cerebral ischemia in Sprague 

Dawley rats. Curr. Neurovasc. Res. 3, 203-213. 

Lee, H.I., Jang, S.Y., Kang, H.T., and Hwang, E.S. (2008). p53-, 

SIRT1-, and PARP-1-independent downregulation of p21WAF1 

expression in nicotinamide-treated cells. Biochem. Biophys. Res. 

Commun. 368, 298-304. 

Lee, I.H., Cao, L., Mostoslavsky, R., Lombard, D.B., Liu, J., Bruns, N.E., 

Tsokos, M., Alt, F.W., and Finkel, T. (2008). A role for the NAD-

dependent deacetylase Sirt1 in the regulation of autophagy. Proc. 

Natl. Acad. Sci. USA 105, 3374-3379. 

Leung, A.W., and Halestrap, A.P. (2008). Recent progress in 

elucidating the molecular mechanism of the mitochondrial 

permeability transition pore. Biochim. Biophys. Acta 1777, 946-952. 

Li, F., Chong, Z.Z., and Maiese, K. (2004). Navigating novel 

mechanisms of cellular plasticity with the NAD+ precursor and 

nutrient nicotinamide. Front. Biosci. 9, 2500-2520. 

Machida, K. and Osada, H. (2003). Molecular interaction between 

cyclophilin D and adenine nucleotide translocase in cytochrome c 

release: does it determine whether cytochrome c release is 

dependent on permeability transition or not? Ann. N Y Acad. Sci. 

1010, 182-185 

Maiese, K., Chong, Z.Z., Hou, J., Shang, Y.C. (2009). The vitamin 

nicotinamide: translating nutrition into clinical care. Molecules 14, 

3446-3485.  

Matsuda, N., Sato, S., Shiba, K., Okatsu, K., Saisho, K., Gautier, C.A., 

Sou, Y.S., Saiki, S., Kawajiri, S., Sato, F., et al. (2010). PINK1 stabilized 

by mitochondrial depolarization recruits Parkin to damaged 

mitochondria and activates latent Parkin for mitophagy. J. Cell Biol. 

189, 211-221. 

Menzies, K.J., and Hood, D.A. (2012). The role of SirT1 in muscle 

mitochondrial turnover. Mitochondrion 12, 5-13. 

Milne, J.C., Lambert, P.D., Schenk, S., Carney, D.P., Smith, J.J., Gagne, 

D.J., Jin, L., Boss, O., Perni, R.B., Vu, C.B., et al. (2007). Small 

molecule activators of SIRT1 as therapeutics for the treatment of type 

2 diabetes. Nature 450, 712-716. 

Murphy, M.P. (2009). How mitochondria produce reactive oxygen 

species. Biochem. J. 417, 1-13. 

Murray, M.F. (2003). Nicotinamide: an oral antimicrobial agent with 

activity against both Mycobacterium tuberculosis and human 

immunodeficiency virus. Clin. Infect Dis. 36, 453-460.  

Narendra, D., Tanaka, A., Suen, D.F., and Youle, R.J. (2008). Parkin is 

recruited selectively to impaired mitochondria and promotes their 

autophagy. J. Cell Biol. 183, 795-803. 

Oblong, J.E. (2014). The evolving role of the NAD+/nicotinamide 

metabolome in skin homeostasis, cellular bioenergetics, and aging. 

DNA Repair (Amst). 23, 59-63.  

Olmos, Y., Sanchez-Gomez, F.J., Wild, B., Garcia-Quintans, N., 

Cabezudo, S., Lamas, S., and Monsalve, M. (2013). SirT1 regulation 

of antioxidant genes is dependent on the formation of a 

FoxO3a/PGC 1alpha complex. Antioxid Redox Signa. 19, 1507-1521. 

Petronilli, V., Miotto, G., Canton, M., Colonna, R., Bernardi, P., and 

Di Lisa, F. (1998). Imaging the mitochondrial permeability transition 

pore in intact cells. Biofactors 8, 263-272. 

Rao, V.K., Carlson, E.A., and Yan, S.S. (2014). Mitochondrial 

permeability transition pore is a potential drug target for 

neurodegeneration. Biochim. Biophys. Acta. 1842, 1267-1272. 

Rennie, G., Chen, A.C., Dhillon, H., Vardy, J., and Damian, D.L. 

(2015). Nicotinamide and neurocognitive function. Nutr. Neurosci. 

18, 193-200. 



SIRT1-Independent Changes in ROS and ψm by Nicotinamide 
Seon Beom Song et al. 
 
 

514  Mol. Cells 2017; 40(7): 503-514 

 
 

Sakakibara, Y., Mitha, A.P., Ogilvy, C.S., Maynard, K.I. (2000). Post-

treatment with nicotinamide (vitamin B(3)) reduces the infarct 

volume following permanent focal cerebral ischemia in female 

Sprague-Dawley and wistar rats. Neurosci Lett. 281,111-114. 

Santidrian, A.F., LeBoeuf, S.E., Wold, E.D., Ritland, M., Forsyth, J.S., 

Felding, B.H. (2014). Nicotinamide phosphoribosyltransferase can 

affect metastatic activity and cell adhesive functions by regulating 

integrins in breast cancer. DNA Repair (Amst) 23, 79-87. 

Sasaki, T., Maier, B., Bartke, A., and Scrable, H. (2006). Progressive 

loss of SIRT1 with cell cycle withdrawal. Aging Cell 5, 413-422. 

Saunders, L.R., Sharma, A.D., Tawney, J., Nakagawa, M., Okita, K., 

Yamanaka, S., Willenbring, H., and Verdin, E. (2010). miRNAs regulate 

SIRT1 expression during mouse embryonic stem cell differentiation 

and in adult mouse tissues. Aging (Albany NY) 2, 415-431. 

Schneider, M.P., Delles, C., Schmidt, B.M., Oehmer, S., Schwarz, T.K., 

Schmieder, R.E., and John, S. (2005). Superoxide scavenging effects 

of N-acetylcysteine and vitamin C in subjects with essential 

hypertension. Am. J. Hypertens. 18, 1111-1117. 

Starkov, A.A., and Fiskum, G. (2003). Regulation of brain 

mitochondrial H2O2 production by membrane potential and 

NAD(P).H redox state. J. Neurochem. 86, 1101-1107. 

Stevens, M.J., Li, F., Drel, V.R., Abatan, O.I., Kim, H., Burnett, D., 

Larkin, D., and Obrosova, I.G. (2007). Nicotinamide reverses 

neurological and neurovascular deficits in streptozotocin diabetic rats. 

J. Pharmacol. Exp. Ther. 320, 458-464.  

Stowe, D.F., and Camara, A.K. (2009). Mitochondrial reactive oxygen 

species production in excitable cells: modulators of mitochondrial 

and cell function. Antioxid. Redox. Signal.11, 1373-1414. 

Thompson, A.M., Wagner, R., and Rzucidlo, E.M. (2014). Age-

related loss of SirT1 expression results in dysregulated human 

vascular smooth muscle cell function. Am. J. Physiol. Heart Circ. 

Physiol. 307, H533-541. 

Todisco, S., Agrimi, G., Castegna, A., and Palmieri, F. (2006). 

Identification of the mitochondrial NAD+ transporter in 

Saccharomyces cerevisiae. J. Biol. Chem. 281, 1524-1531. 

Twig, G., Elorza, A., Molina, A.J., Mohamed, H., Wikstrom, J.D., 

Walzer, G., Stiles, L., Haigh, S.E., Katz, S., Las, G., et al. (2008). 

Fission and selective fusion govern mitochondrial segregation and 

elimination by autophagy. EMBO J. 27, 433-446. 

Vercesi, A.E., Castilho, R.F., Meinicke, A.R., Valle, V.G., Hermes-Lima, 

M., and Bechara, E.J. (1994). Oxidative damage of mitochondria 

induced by 5-aminolevulinic acid: role of Ca
2+

 and membrane protein 

thiols. Biochim. Biophys. Acta 1188, 86-92. 

Villalba, J M., and Alcain, F.J. (2012). Sirtuin activators and inhibitors. 

Biofactors 38, 349-359. 

Yang, H., Yang, T., Baur, J. A., Perez, E., Matsui, T., Carmona, J.J., 

Lamming, D.W., Souza-Pinto, N.C., Bohr, V.A., Rosenzweig, A., et al. 

(2007). Nutrient-sensitive mitochondrial NAD+ levels dictate cell 

survival. Cell 130, 1095-1107. 

Yao, Y., Yang, Y., and Zhu, W.G. (2014). Sirtuins: nodes connecting 

aging, metabolism and tumorigenesis. Curr. Pharm. Des. 20, 1614-

1624.  

Zhang, J., Fitsanakis, V.A., Gu, G., Jing, D., Ao, M., Amarnath, V., 

and Montine, T.J. (2003). Manganese ethylene-bis-dithiocarbamate 

and selective dopaminergic neurodegeneration in rat: a link through 

mitochondrial dysfunction. J. Neurochem. 84, 336-346. 

Zorov, D.B., Juhaszova, M., and Sollott, S.J. (2014). Mitochondrial 

reactive oxygen species (ROS) and ROS-induced ROS release. Physiol. 

Rev. 94, 909-950.

 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /2008SeoulHangangL
    /2008SeoulHangangM
    /2008SeoulNamsanB
    /2008SeoulNamsanEB
    /2008SeoulNamsanL
    /ACaslonPro-Bold
    /ACaslonPro-BoldItalic
    /ACaslonPro-Italic
    /ACaslonPro-Regular
    /ACaslonPro-Semibold
    /ACaslonPro-SemiboldItalic
    /AdobeArabic-Bold
    /AdobeArabic-BoldItalic
    /AdobeArabic-Italic
    /AdobeArabic-Regular
    /AdobeDevanagari-Bold
    /AdobeDevanagari-BoldItalic
    /AdobeDevanagari-Italic
    /AdobeDevanagari-Regular
    /AdobeFangsongStd-Regular
    /AdobeFanHeitiStd-Bold
    /AdobeGothicStd-Bold
    /AdobeHebrew-Bold
    /AdobeHebrew-BoldItalic
    /AdobeHebrew-Italic
    /AdobeHebrew-Regular
    /AdobeHeitiStd-Regular
    /AdobeKaitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobeNaskh-Medium
    /AdobeSongStd-Light
    /AGaramondPro-Bold
    /AGaramondPro-BoldItalic
    /AGaramondPro-Italic
    /AGaramondPro-Regular
    /AgencyFB-Bold
    /AgencyFB-Reg
    /Aharoni-Bold
    /ahn2006-B
    /ahn2006-L
    /ahn2006-M
    /Algerian
    /AmiR-HM
    /Andalus
    /AngsanaNew
    /AngsanaNew-Bold
    /AngsanaNew-BoldItalic
    /AngsanaNew-Italic
    /AngsanaUPC
    /AngsanaUPC-Bold
    /AngsanaUPC-BoldItalic
    /AngsanaUPC-Italic
    /Aparajita
    /Aparajita-Bold
    /Aparajita-BoldItalic
    /Aparajita-Italic
    /Apple-Chancery
    /ArabicTypesetting
    /Arial-Black
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeMS
    /ArnoPro-Bold
    /ArnoPro-BoldCaption
    /ArnoPro-BoldDisplay
    /ArnoPro-BoldItalic
    /ArnoPro-BoldItalicCaption
    /ArnoPro-BoldItalicDisplay
    /ArnoPro-BoldItalicSmText
    /ArnoPro-BoldItalicSubhead
    /ArnoPro-BoldSmText
    /ArnoPro-BoldSubhead
    /ArnoPro-Caption
    /ArnoPro-Display
    /ArnoPro-Italic
    /ArnoPro-ItalicCaption
    /ArnoPro-ItalicDisplay
    /ArnoPro-ItalicSmText
    /ArnoPro-ItalicSubhead
    /ArnoPro-LightDisplay
    /ArnoPro-LightItalicDisplay
    /ArnoPro-Regular
    /ArnoPro-Smbd
    /ArnoPro-SmbdCaption
    /ArnoPro-SmbdDisplay
    /ArnoPro-SmbdItalic
    /ArnoPro-SmbdItalicCaption
    /ArnoPro-SmbdItalicDisplay
    /ArnoPro-SmbdItalicSmText
    /ArnoPro-SmbdItalicSubhead
    /ArnoPro-SmbdSmText
    /ArnoPro-SmbdSubhead
    /ArnoPro-SmText
    /ArnoPro-Subhead
    /AuctionGothicBold
    /AuctionGothicLight
    /AuctionGothicMedium
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-Medium
    /BaskOldFace
    /Batang
    /BatangChe
    /Bauhaus93
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BickhamScriptPro-Bold
    /BickhamScriptPro-Regular
    /BickhamScriptPro-Semibold
    /BirchStd
    /BlackadderITC-Regular
    /BlackoakStd
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BodoniMTPosterCompressed
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolSeven
    /BradleyHandITC
    /BritannicBold
    /Broadway
    /BrowalliaNew
    /BrowalliaNew-Bold
    /BrowalliaNew-BoldItalic
    /BrowalliaNew-Italic
    /BrowalliaUPC
    /BrowalliaUPC-Bold
    /BrowalliaUPC-BoldItalic
    /BrowalliaUPC-Italic
    /BrushScriptMT
    /BrushScriptStd
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Castellar
    /Centaur
    /Century
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbook-Italic
    /ChaparralPro-Bold
    /ChaparralPro-BoldIt
    /ChaparralPro-Italic
    /ChaparralPro-LightIt
    /ChaparralPro-Regular
    /CharlemagneStd-Bold
    /Chiller-Regular
    /ColonnaMT
    /ComicSansMS
    /ComicSansMS-Bold
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /CooperBlack
    /CooperBlackStd
    /CooperBlackStd-Italic
    /CopperplateGothic-Bold
    /CopperplateGothic-Light
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /CordiaNew
    /CordiaNew-Bold
    /CordiaNew-BoldItalic
    /CordiaNew-Italic
    /CordiaUPC
    /CordiaUPC-Bold
    /CordiaUPC-BoldItalic
    /CordiaUPC-Italic
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /Crayon
    /CreGoB
    /CreGoL
    /CreGoM
    /CreMjoB
    /CreMjoL
    /CurlzMT
    /Daum_Regular
    /Daum_SemiBold
    /DaunPenh
    /David
    /David-Bold
    /DFKaiShu-SB-Estd-BF
    /DilleniaUPC
    /DilleniaUPCBold
    /DilleniaUPCBoldItalic
    /DilleniaUPCItalic
    /Dinbla
    /DIN-Black
    /Dinbol
    /DINBold
    /DIN-Bold
    /Dinlig
    /DIN-Light
    /Dinmed
    /DIN-Medium
    /DokChampa
    /Dotum
    /DotumChe
    /DungunR
    /Ebrima
    /Ebrima-Bold
    /EccentricStd
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /EngraversMT
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /EstrangeloEdessa
    /EucrosiaUPC
    /EucrosiaUPCBold
    /EucrosiaUPCBoldItalic
    /EucrosiaUPCItalic
    /EuphemiaCAS
    /ExpoM-HM
    /FangSong
    /FelixTitlingMT
    /FootlightMTLight
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrankRuehl
    /Freehand521BT-RegularC
    /FreesiaUPC
    /FreesiaUPCBold
    /FreesiaUPCBoldItalic
    /FreesiaUPCItalic
    /FreestyleScript-Regular
    /FrenchScriptMT
    /Fritz
    /FuturaBT-Bold
    /FuturaBT-Medium
    /FZSY--SURROGATE-0
    /Gabriola
    /Gaeul
    /Garamond
    /Garamond-Bold
    /Garamond-Italic
    /GaramondPremrPro
    /GaramondPremrPro-It
    /GaramondPremrPro-Smbd
    /GaramondPremrPro-SmbdIt
    /Gautami
    /Gautami-Bold
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GiddyupStd
    /Gigi-Regular
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /Gisha
    /Gisha-Bold
    /GloucesterMT-ExtraCondensed
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /H2gprM
    /H2gsrB
    /H2gtrE
    /H2gtrM
    /H2hdrM
    /H2mjrE
    /H2mjsM
    /H2mkpB
    /H2porL
    /H2porM
    /H2sa1M
    /HaanBaekjeB
    /HaanBaekjeM
    /HaanCjaB
    /HaanCjaL
    /HaanCjaM
    /HaanSaleB
    /HaanSaleM
    /HaansoftBatang
    /HaansoftDotum
    /HaanSollipB
    /HaanSollipM
    /HaanSomangB
    /HaanSomangM
    /HaanYGodic23
    /HaanYGodic24
    /HaanYGodic25
    /HaanYHeadB
    /HaanYHeadL
    /HaanYHeadM
    /Haettenschweiler
    /HarlowSolid
    /Harrington
    /HCRBatang
    /HCRBatang-Bold
    /HCRBatangExt
    /HCRDotum
    /HCRDotum-Bold
    /HCRDotumExt
    /HeadlineR-HM
    /HighTowerText-Italic
    /HighTowerText-Reg
    /HMKBP
    /HMKBS
    /HoboStd
    /HUSun162
    /HYbdaL
    /HYbdaM
    /HYbsrB
    /HYcysM
    /HYdnkB
    /HYdnkM
    /HYgprM
    /HYgsrB
    /HYgtrE
    /HYhaeseo
    /HyhwpEQ
    /HYkanB
    /HYkanM
    /HYmjrE
    /HYmprL
    /HYnamB
    /HYnamL
    /HYnamM
    /HYporM
    /HYsanB
    /HYsnrL
    /HYsupB
    /HYsupM
    /HYtbrB
    /HYwulB
    /HYwulM
    /Impact
    /ImprintMT-Shadow
    /InformalRoman-Regular
    /InterGTB
    /InterGTL
    /InterGTM
    /IrisUPC
    /IrisUPCBold
    /IrisUPCBoldItalic
    /IrisUPCItalic
    /IskoolaPota
    /IskoolaPota-Bold
    /JasmineUPC
    /JasmineUPCBold
    /JasmineUPCBoldItalic
    /JasmineUPCItalic
    /Jokerman-Regular
    /JuiceITC-Regular
    /Jumja-1
    /KachbalL
    /KaiTi
    /Kalinga
    /Kalinga-Bold
    /Kartika
    /Kartika-Bold
    /KhmerUI
    /KhmerUI-Bold
    /KodchiangUPC
    /KodchiangUPCBold
    /KodchiangUPCBoldItalic
    /KodchiangUPCItalic
    /Kokila
    /Kokila-Bold
    /Kokila-BoldItalic
    /Kokila-Italic
    /KoPubBatangBold
    /KoPubBatangLight
    /KoPubBatangMedium
    /KoPubDotumBold
    /KoPubDotumLight
    /KoPubDotumMedium
    /KoreanDREAM1-R
    /KoreanDREAM2-R
    /KoreanDREAM3-R
    /KoreanDREAM4-R
    /KoreanDREAM5-R
    /KoreanDREAM6-R
    /KoreanDREAM7-R
    /KozGoPr6N-Bold
    /KozGoPr6N-ExtraLight
    /KozGoPr6N-Heavy
    /KozGoPr6N-Light
    /KozGoPr6N-Medium
    /KozGoPr6N-Regular
    /KozGoPro-Bold
    /KozGoPro-ExtraLight
    /KozGoPro-Heavy
    /KozGoPro-Light
    /KozGoPro-Medium
    /KozGoPro-Regular
    /KozMinPr6N-Bold
    /KozMinPr6N-ExtraLight
    /KozMinPr6N-Heavy
    /KozMinPr6N-Light
    /KozMinPr6N-Medium
    /KozMinPr6N-Regular
    /KozMinPro-Bold
    /KozMinPro-ExtraLight
    /KozMinPro-Heavy
    /KozMinPro-Light
    /KozMinPro-Medium
    /KozMinPro-Regular
    /KristenITC-Regular
    /KunstlerScript
    /LaoUI
    /LaoUI-Bold
    /Latha
    /Latha-Bold
    /LatinWide
    /Leelawadee
    /Leelawadee-Bold
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LevenimMT
    /LevenimMT-Bold
    /LifeBT-Italic
    /LifeBT-Roman
    /LilyUPC
    /LilyUPCBold
    /LilyUPCBoldItalic
    /LilyUPCItalic
    /LithosPro-Black
    /LithosPro-Regular
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /MagicR-HM
    /Magneto-Bold
    /MaiandraGD-Regular
    /MalgunGothic
    /MalgunGothicBold
    /MalgunGothicRegular
    /Mangal
    /Mangal-Bold
    /Marlett
    /MaturaMTScriptCapitals
    /MDAlong
    /MDArt
    /MDEasop
    /MDGaesung
    /MDSol
    /Meiryo
    /Meiryo-Bold
    /Meiryo-BoldItalic
    /Meiryo-Italic
    /MeiryoUI
    /MeiryoUI-Bold
    /MeiryoUI-BoldItalic
    /MeiryoUI-Italic
    /MesquiteStd
    /MHunmin
    /MicrosoftHimalaya
    /MicrosoftJhengHeiBold
    /MicrosoftJhengHeiRegular
    /MicrosoftNewTaiLue
    /MicrosoftNewTaiLue-Bold
    /MicrosoftPhagsPa
    /MicrosoftPhagsPa-Bold
    /MicrosoftSansSerif
    /MicrosoftTaiLe
    /MicrosoftTaiLe-Bold
    /MicrosoftUighur
    /MicrosoftYaHei
    /MicrosoftYaHei-Bold
    /Microsoft-Yi-Baiti
    /MingLiU
    /MingLiU-ExtB
    /Ming-Lt-HKSCS-ExtB
    /Ming-Lt-HKSCS-UNI-H
    /MinionPro-Bold
    /MinionPro-BoldCn
    /MinionPro-BoldCnIt
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Medium
    /MinionPro-MediumIt
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /Miriam
    /MiriamFixed
    /Mistral
    /Modern-Regular
    /Moebius
    /Moebius-Bold
    /MoebiusKorea-Bold
    /MoebiusKorea-Regular
    /MoeumTR-HM
    /MogfilM
    /MongolianBaiti
    /MonotypeCorsiva
    /MoolBoran
    /MS-Gothic
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReferenceSansSerif
    /MSReferenceSpecialty
    /MS-UIGothic
    /MVBoli
    /MyriadArabic-Bold
    /MyriadArabic-BoldIt
    /MyriadArabic-It
    /MyriadArabic-Regular
    /MyriadHebrew-Bold
    /MyriadHebrew-BoldIt
    /MyriadHebrew-It
    /MyriadHebrew-Regular
    /MyriadPro-Bold
    /MyriadPro-BoldCond
    /MyriadPro-BoldCondIt
    /MyriadPro-BoldIt
    /MyriadPro-Cond
    /MyriadPro-CondIt
    /MyriadPro-It
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /NanumGothic
    /NanumGothicBold
    /NanumGothicCoding
    /NanumGothicCoding-Bold
    /NanumGothicExtraBold
    /NanumMyeongjo
    /NanumMyeongjoBold
    /NanumMyeongjoExtraBold
    /Narkisim
    /NemoB
    /NemoL
    /NemoM
    /NemoXB
    /NewBaskervilleBold
    /NewBaskervilleBoldItalic
    /NewBaskervilleITCbyBT-Bold
    /NewBaskervilleITCbyBT-BoldItal
    /NewGulim
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NSimSun
    /NuevaStd-Bold
    /NuevaStd-BoldCond
    /NuevaStd-BoldCondItalic
    /NuevaStd-Cond
    /NuevaStd-CondItalic
    /NuevaStd-Italic
    /Nyala-Regular
    /OCRAbyBT-Regular
    /OCRAExtended
    /OCRAStd
    /OCRB10PitchBT-Regular
    /OldEnglishTextMT
    /Onyx
    /Optima
    /OptimaBold
    /OptimaBoldOblique
    /OptimaOblique
    /Optimer-Bold
    /Optimer-BoldOblique
    /Optimer-Oblique
    /Optimer-Regular
    /OrandaBT-Bold
    /OrandaBT-BoldCondensed
    /OrandaBT-BoldItalic
    /OratorStd
    /OratorStd-Slanted
    /PalaceScriptMT
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Papyrus-Regular
    /Parchment-Regular
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PlantagenetCherokee
    /Playbill
    /PMingLiU
    /PMingLiU-ExtB
    /PoorRichard-Regular
    /PoplarStd
    /PrestigeEliteStd-Bd
    /Pristina-Regular
    /PyunjiR-HM
    /Raavi
    /RageItalic
    /Ravie
    /RixAfricaM
    /RixBGB
    /RixBGEB
    /RixBGL
    /RixBGM
    /RixCoffeeM
    /RixDictationM
    /RixDokdo
    /RixErasergB
    /RixErasergL
    /RixErasergM
    /RixErasermB
    /RixErasermL
    /RixErasermM
    /RixFreshmanM
    /RixGoB
    /RixGoEB
    /RixGoL
    /RixGoM
    /RixHeadB
    /RixHeadEB
    /RixHeadL
    /RixHeadM
    /RixJGoB
    /RixJGoL
    /RixJGoM
    /RixJJanguM
    /RixLoveAngelM
    /RixMelangchollyM
    /RixMindureM
    /RixMjB
    /RixMjEB
    /RixMjL
    /RixMjM
    /RixPark03
    /RIXVKOREA
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /Rod
    /RosewoodStd-Regular
    /SakkalMajalla
    /SakkalMajallaBold
    /San60B
    /San60M
    /SanBgB
    /SanBgL
    /SanBgM
    /SanBkB
    /SanBkL
    /SanBoM
    /SanBsB
    /SanBsL
    /SanBsU
    /SanCnB
    /SanCnL
    /SanCnM
    /SanDaM
    /SandArB
    /SandAtM
    /SandEgB
    /SandEgCB
    /SanDfB
    /SanDfS
    /SanDfT
    /SandJg
    /SandKg
    /SandKm
    /SandMtB
    /SandMtL
    /SandMtM
    /SanDsB
    /SanDsL
    /SandSm
    /SanDsM
    /SandTg
    /SandTm
    /SanDungunB
    /SanDungunL
    /SanDungunM
    /SanDungunSB
    /SanEgL
    /SanEgM
    /SanHgB
    /SanHgL
    /SanHgM
    /SanIgM
    /SanJhB
    /SanJhR
    /SanJs
    /SanKbB
    /SanKbM
    /SanKsB
    /SanKsL
    /SanKsM
    /SanMogfilB
    /SanMuL
    /SanMuM
    /SanNsB
    /SanNsM
    /SanPiB
    /SanPiL
    /SanPiM
    /SanPuB
    /SanPuW
    /SanSg
    /SanSk
    /SanSrB
    /SanSrL
    /SanStM
    /SanWi
    /SanYb
    /ScriptMTBold
    /SD_SungkyongB
    /SD_SungkyongL
    /SD_SungkyongM
    /SegoePrint
    /SegoePrint-Bold
    /SegoeScript
    /SegoeScript-Bold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /SegoeUI-Light
    /SegoeUI-SemiBold
    /SegoeUISymbol
    /SeoulHangangM
    /SeoulNamsanEB
    /SeoulNamsanM
    /SeUtum
    /SHeadG
    /SHeadR
    /ShonarBangla
    /ShonarBangla-Bold
    /ShowcardGothic-Reg
    /Shruti
    /Shruti-Bold
    /SimHei
    /SimplifiedArabic
    /SimplifiedArabic-Bold
    /SimplifiedArabicFixed
    /SimSun
    /SimSun-ExtB
    /SimSun-PUA
    /SketchB
    /SketchL
    /SketchM
    /SnapITC-Regular
    /Stencil
    /StencilStd
    /Swiss721BT-Black
    /Swiss721BT-Bold
    /Swiss721BT-Heavy
    /Swiss721BT-Light
    /Swiss721BT-Roman
    /Sylfaen
    /SymbolMT
    /Tahoma
    /Tahoma-Bold
    /TektonPro-Bold
    /TektonPro-BoldCond
    /TektonPro-BoldExt
    /TektonPro-BoldObl
    /TempusSansITC
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /ToodamB
    /ToodamL
    /ToodamM
    /TraditionalArabic
    /TraditionalArabic-Bold
    /TrajanPro-Bold
    /TrajanPro-Regular
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /TSThpbd
    /TSThprg
    /TSTNamr
    /TSTPenC
    /Tunga
    /Tunga-Bold
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-Italic
    /TwCenMT-Regular
    /TypewriteB
    /TypewriteL
    /TypewriteM
    /Utsaah
    /Utsaah-Bold
    /Utsaah-BoldItalic
    /Utsaah-Italic
    /Vani
    /Vani-Bold
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /Vijaya
    /Vijaya-Bold
    /VinerHandITC
    /Vivaldii
    /VladimirScript
    /Vrinda
    /Vrinda-Bold
    /Webdings
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WP-ArabicScriptSihafa
    /WP-ArabicSihafa
    /WP-CyrillicA
    /WP-CyrillicB
    /WP-GreekCentury
    /WP-GreekCourier
    /WP-GreekHelve
    /WP-HebrewDavid
    /WP-MultinationalAHelve
    /WP-MultinationalARoman
    /WP-MultinationalBCourier
    /WP-MultinationalBHelve
    /WP-MultinationalBRoman
    /WP-MultinationalCourier
    /YDI2002
    /YDIBirdB
    /YDIBirdL
    /YDIBirdM
    /YDICstreL
    /YDICstreUL
    /YDIGurmM
    /YDIHSalB
    /YDIHSalL
    /YDIHSalM
    /YDIIrisB
    /YDIIrisL
    /YDIPinoB
    /YDIPinoM
    /YDIYGO110-KSCpc-EUC-H
    /YDIYGO140
    /YDIYGO150
    /YDIYGO160
    /YDIYGO310
    /YDIYGO320
    /YDIYGO330
    /YDIYGO340
    /YDIYGO350
    /YDIYGO360
    /YDIYheadB-KSCpc-EUC-H
    /YDIYheadL
    /YDIYheadUL
    /YDIYMjO130
    /YDIYMjO150
    /YDIYMjO220
    /YDIYMjO230
    /YDIYMjO240
    /YDIYMjO310
    /YDIYMjO320
    /YDIYMjO330
    /YDIYMjO340
    /YDIYMjO350
    /YDIYMjO360
    /YetR-HM
    /YGO115
    /YGO125
    /YGO135
    /YGO145
    /YGO155
    /YGO165
    /YGO520
    /YGO530
    /YGO540
    /YGO550
    /YjBACDOOBold
    /YJBELLAMedium
    /YJBLOCKMedium
    /YJBONMOKGAKMedium
    /YjBUTGOTLight
    /YjCHMSOOTBold
    /YjDOOLGIMedium
    /YjDWMMOOGJOMedium
    /YjGABIBold
    /YjGOTGAEMedium
    /YjINITIALPOSITIVEMedium
    /YJINJANGMedium
    /YjMAEHWASemiBold
    /YjNANCHOMedium
    /YjSHANALLMedium
    /YjSOSELSemiBold
    /YjTEUNTEUNBold
    /YjWADAGMedium
    /YMjO23
    /YMjO42
    /Ymjo420
    /Ymjo450
    /YMjO520
    /YMjO530
    /YMjO540
    /YMjO550
    /YonseiB
    /YonseiL
    /YSin
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


