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Corrigendum: The evolution of African great ape subtelomeric heterochromatin and the
fusion of human chromosome 2
Mario Ventura, Claudia R. Catacchio, Saba Sajjadian, Laura Vives, Peter H. Sudmant, Tomas Marques-Bonet,
Tina A. Graves, Richard K. Wilson, and Evan E. Eichler

The authors would like to correct the omission of Supplemental Figure and Table legends in the initial publi-
cation of this article. Please note that the complete Supplemental Material file has now been published online
in the revised Supplemental Material. The authors apologize for any confusion this may have caused.
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The authors would like to correct the order of affiliations. Please note the corrected list above. The affiliation
list has already been corrected online.
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