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ABSTRACT Induction of interferon and proinflammatory cytokines is a hallmark
of the infection of many different viruses. However, hepatitis B virus (HBV) does
not elicit a detectable cytokine response in infected hepatocytes. In order to in-
vestigate the molecular mechanism underlying the innate immune evasion, a
functional cyclic GMP-AMP (cGAMP) synthase (cGAS)-stimulator of interferon
genes (STING) pathway was reconstituted in a human hepatoma cell line sup-
porting tetracycline-inducible HBV replication. It was demonstrated that induction of
HBV replication neither activated nor inhibited this cytosolic DNA sensing pathway.
However, human hepatoma cells, as well as immortalized mouse hepatocytes, ex-
press low levels of STING, which upon activation by cGAMP, the natural ligand of
STING, led to induction of a proinflammatory cytokine response. Treatment of im-
mortalized mouse hepatocytes supporting HBV replication with either cGAMP or a
small molecule pharmacologic STING agonist significantly reduced viral DNA in a
STING- and Janus kinase 1-dependent manner. Moreover, cGAMP treatment was able
to induce inflammatory cytokine gene expression and inhibit the transcription of co-
valently closed circular DNA in HBV-infected human hepatoma cells expressing so-
dium taurocholate cotransporting polypeptide, an essential receptor for HBV infec-
tion of hepatocytes. The studies reported here and previously (F. Guo et al.,
Antimicrob Agents Chemother 59:1273–1281, 2015, https://doi.org/10.1128/AAC.04321
-14) thus support the notion that pharmacological activation of STING in macrophages
and hepatocytes induces host innate responses that can efficiently control HBV
replication. Hence, despite not playing a significant role in host innate immune
response to HBV infection of hepatocytes, STING is potentially a valuable target for
immunotherapy of chronic hepatitis B.
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Hepatitis B virus (HBV) chronically infects 240 million people worldwide (1) and
686,000 people die annually due to hepatitis B and its related cirrhosis and

hepatocellular carcinoma (2). HBV is one of the smallest DNA viruses and contains a
3.2-kb, partially double-stranded, relaxed circular DNA (rcDNA) genome. However,
unlike other DNA viruses, HBV replicates its genomic DNA via reverse transcription (RT)
of an RNA intermediate, the pregenomic RNA (pgRNA) (3). Briefly, binding to sodium
taurocholate cotransporting polypeptide (NTCP) on hepatocytes triggers HBV entry and
subsequent delivery of nucleocapsid into the cytoplasm (4, 5). The genomic rcDNA is
transported into the nucleus upon nucleocapsid uncoating at the nuclear pore complex
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and subsequently converted into covalently closed circular DNA (cccDNA) (6). The
cccDNA serves as the template for transcription of viral RNAs that specify seven viral
proteins. Viral DNA replication begins when the core protein dimers assemble the
pgRNA-viral DNA polymerase complex to form nucleocapsids where viral DNA poly-
merase converts pgRNA first to a single-stranded DNA (ssDNA) and then to rcDNA. The
rcDNA-containing nucleocapsids can either be enveloped and secreted as virions or
deliver rcDNA into the nucleus to amplify cccDNA pool.

Intriguingly, unlike many other viruses that are recognized upon infection by host
cellular pattern recognition receptors (PRRs) to induce interferon (IFN) and proinflam-
matory cytokines, HBV infection of hepatocytes does not induce a detectable cytokine
response in vivo and in cultures (7, 8). Because the early cytokine response not only
restricts viral replication but also plays an important role in induction of adaptive
immune responses essential for resolving viral infections, evasion of the innate immune
response by HBV has been considered to play a critical role in viral pathogenesis. In
search for the mechanism underlying the innate immune evasion, many studies have
suggested that expression of HBV core protein, polymerase, HBx, or envelope proteins
inhibits TLR3 (9, 10), TLR9 (11, 12), RIG-I (13, 14), and stimulator of interferon genes
(STING) (15) signal transduction pathways. Others have speculated that HBV escapes
the innate immune recognition owing to its unique replication strategy (8, 16). First,
HBV cccDNA exists as a minichromosome within the nucleus of infected hepatocyte
and is therefore camouflaged to escape the detection of cellular DNA sensing machin-
ery. Second, cccDNA transcribes polyadenylated viral RNAs that resemble the normal
cellular mRNA and thus cannot activate cellular RNA sensors. Finally, viral DNA synthesis
occurs within nucleocapsids in the cytoplasm and thus evades the detection of
cytoplasmic DNA sensors. Moreover, a recent study has suggested that hepatocytes
may lack an functional DNA sensing mechanism and thus favor the persistent infection
of HBV (17).

Cyclic GMP-AMP synthase (cGAS) has been demonstrated to play an important role
in restricting the infection of retroviruses and DNA viruses (18–21). Binding of DNA
activates cGAS to synthesize 2=3=-cyclic GMP-AMP (cGAMP) from GTP and ATP. cGAMP
subsequently binds to stimulator of interferon genes (STING) to induce its dimerization
and translocation from the endoplasmic reticulum membrane to perinuclear membra-
nous vesicles, where STING triggers signaling cascades leading to IRF3 phosphorylation,
nuclear translocation and activation of IFN gene expression (22, 23). Recently, several
reports suggested that cGAS-STING pathway may play a role in restriction of HBV
replication in hepatocytes (24–27). In order to rigorously determine the interaction
between HBV and the key cytoplasmic DNA sensing pathway, we reconstituted a
functional cGAS-STING pathway in human hepatoma cells supporting HBV replication
and demonstrated that HBV infection neither activates nor inhibits cGAS-STING path-
way. However, our studies showed that human hepatoma cells and immortalized
mouse hepatocytes express low levels of STING and have a functional STING signaling
pathway, which is not inhibited by HBV in the context of viral replication. Furthermore,
pharmacological activation of STING in those hepatocyte-derived cell lines induces a
cytokine-mediated immune response that efficiently suppresses HBV replication. To-
gether with our previous finding that activation of STING in macrophages induces
a robust cytokine response to inhibit HBV replication in hepatocytes (28), our work
suggests that STING is a valuable therapeutic target for pharmacological activation of
host immune responses, in both hepatocytes and immune modulating cells, to cure or
durably control chronic HBV infection.

RESULTS
Stable expression of cGAS and STING in HepAD38 cells reconstituted a func-

tional DNA-sensing pathway. Because human hepatoma cells do not produce pro-
inflammatory cytokines upon transfection of double-stranded DNA (dsDNA), probably
due to low expression of cGAS and STING, we intended to reconstitute a functional
cGAS-STING cytoplasmic DNA sensing pathway in HepAD38 cells, a HepG2-derived cell
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line in which viral pgRNA transcription and subsequent DNA replication are regulated
by a tetracycline (TET) inducible promoter (29). To this end, HepAD38-derived cell lines
constitutively expressing human cGAS and wild-type human STING or a truncated
STING with deletion of 39 amino acid (aa) residues from the carboxyl terminus
(STINGΔC) were established by recombinant retroviral transduction and selection with
antibiotics. The resulting cell lines are designated HepAD38/cGAS-STING and HepAD38/
cGAS-STINGΔC, respectively. Expression of cGAS and STING proteins in the cell lines was
confirmed by a Western blot assay (Fig. 1A). Because the C-terminal domain of STING
is essential for activation of IRF3 and subsequent induction of cytokines, the STINGΔC
serves as a negative control (30). Indeed, functional analyses demonstrated that
transfection of dsDNA90, a well-known cGAS ligand (31), only induced STING translo-
cation, nuclear import of IRF3 (Fig. 1B) and mRNA expression of IFN-�, interleukin-29
(IL-29 [or IFN-�1]), and CXCL10 (Fig. 1C to E) in HepAD38/cGAS-STING cells, but not in
HepAD38/cGAS-STINGΔC and parental HepAD38 cells. The results thus indicate that
ectopic expression of cGAS and STING can reconstitute a functional DNA sensing
pathway in HepAD38 cells. Consistent with previous reports in other cell culture
systems, ectopic expression of cGAS and/or STING increased the basal levels of cytokine
expression, such as IL-29 and CXCL10, in HepAD38/cGAS-STING cells (32, 33).

HBV replication in hepatocytes neither activates nor inhibits cGAS-STING sig-
naling pathway. In order to investigate whether cGAS is able to sense HBV DNA
replication in hepatocytes and mount a proinflammatory cytokine response, parental
HepAD38, HepAD38/cGAS-STING, and HepAD38/cGAS-STINGΔC cells were cultured in
the presence or absence of TET for 3 and 5 days. The removal of TET from the culture
medium induced the increase of HBV pgRNA (Fig. 2A), as well as core DNA (Fig. 2B and
C), in all the three cell lines in a time-dependent manner. However, the levels of HBV
pgRNA and core DNA in either HepAD38/cGAS-STING or HepAD38/cGAS-STINGΔC cells
did not significantly differ from that in parental HepAD38 cells, implying that the

FIG 1 Stable expression of cGAS and STING in HepAD38 cells successfully reconstitutes a functional DNA-induced cytokine response pathway. (A)
The expression of cGAS and STING in the indicated cells was detected by Western blotting assays with antibodies against cGAS and STING. �-Actin
served as a loading control. (B) The indicated cells were mock transfected or transfected with dsDNA90 and fixed 7 h posttransfection. STING and
IRF3 were visualized by indirect immunofluorescence staining (red). Cell nuclei were stained with DAPI (blue). (C to E) The indicated cells were
mock transfected (open bar) or transfected with dsDNA90 (filled bar) and harvested after 7 h of transfection. The levels of IFN-� (C), IL-29 (D), and
CXCL10 (E) mRNA were determined by qRT-PCR assays and normalized to �-actin mRNA and are presented as the fold induction over that in
mock-transfected parental HepAD38 cells. Means and standard deviations are presented (n � 3).
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presence of a functional cGAS-STING pathway does not affect HBV replication. As
anticipated, induction of HBV replication (TET-off) did not induce a detectable cytokine
response in parental HepAD38 and HepAD38/cGAS-STINGΔC cells. Interestingly, induc-
tion of HBV replication in HepAD38/cGAS-STING cells also did not significantly upregu-
late the expression of IFN-�, IL-29, and CXCL10 (Fig. 2D to F). The results thus imply that
HBV replication is unable to activate cGAS-STING pathway under the selected experi-
mental condition. To investigate whether this is due to HBV inhibition of cGAS-STING
pathway, we examined dsDNA90 induction of cytokine response in HepAD38/cGAS-
STING cells cultured in the presence or absence of TET for 5 days. As expected, culturing
of cells in the absence of TET for 5 days induced high levels of HBV replication (Fig. 2G);
however, HBV replication had no effect on the magnitude of dsDNA90-induced up-

FIG 2 HBV replication neither activates nor inhibits cGAS-STING signaling pathway. (A to F) Each of the indicated cell lines was cultured in the
presence or absence of TET for 3 and 5 days. The levels of HBV pgRNA (A), cytoplasmic HBV core DNA (B), IFN-� mRNA (D), IL-29 mRNA (E), and
CXCL10 mRNA (F) were determined by qPCR assays and are presented as the fold change compared to that in HepAD38 cells cultured in the
presence of TET. Means and standard deviations are shown (n � 4). Proper induction of HBV DNA replication upon TET removal was further
confirmed by Southern blotting hybridization with a [32P]UTP-labeled riboprobe specific for minus-strand of HBV DNA (C). Relaxed circular DNA
(rcDNA), single-stranded DNA (ssDNA), and 3.2- and 2.0-kb DNA size markers are indicated. (G to I) HepAD38/cGAS-STING cells were cultured in
the presence (open bar) or absence (filled bar) of TET for 5 days. The cells were then reseeded at a density of 5 � 105 cells per well of a 12-well
plate and mock transfected or transfected with dsDNA90 using Lipofectamine-3000 at 12 h after seeding. The levels of HBV core DNA in
pretransfected cells (G), as well as IL-29 mRNA (H) and CXCL10 mRNA (I), at 12 h posttransfection were determined by qPCR assays and are
presented as the fold change compared to that in HepAD38/cGAS-STING cells cultured in the presence of TET. Means and standard deviations
are shown (n � 6).
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regulation of IL-29 and CXCL10 (Fig. 2H and I). Taken together, our results support the
notion that HBV replication in hepatocytes neither activates nor inhibits cGAS-STING
signaling pathway.

Hepatocyte-derived cell lines express low levels of STING that can be activated
by cGAMP to induce a cytokine response. As an adaptor protein for various cyto-
plasmic and nuclear DNA sensors, STING plays a crucial role in antimicrobial defense
and the maintenance of tissue homeostasis. Consistent with previous reports (15), we
found that STING mRNA and protein levels were �10-fold higher in HepG2 and
HepAD38 cells than in Huh7 cells (Fig. 3A and B). Treatment of HepG2 cells with cGAMP
induced a type III IFN-dominant cytokine response and the cytokine mRNA levels
peaked at 2 to 4 h posttreatment (Fig. 3C to G).

In addition, immortalized mouse hepatocyte line AML12 has been used to investi-
gate the molecular mechanism underlying the immune control of HBV infection (27,
34). We have reported previously that STING agonist mediated activation of mouse
macrophages leads to secretion of cytokines that efficiently suppress HBV replication in
AML12 cells by reducing the amount of cytoplasmic viral nucleocapsids (28). To
determine the expression and functionality of STING in AML12 and its derived cell line
supporting TET-inducible HBV replication (AML12HBV10), the levels of STING mRNA and
protein were measured by quantitative RT-PCR (qRT-PCR) and Western blot assays,
respectively. AML12 cells transduced with retroviral vector expressing mouse STING
(AML12-mSTING) and mouse macrophage cell line RAW246.7 were used as positive
controls. As shown in Fig. 4A and B, both parental AML12 and AML12HBV10 cells
expressed low but detectable levels of STING compared to RAW246.7 cells. Treatment
of the cells with either cGAMP (Fig. 4C) or mouse STING agonist 5,6-dimethyl-
xanthenone-4-acetic acid (DMXAA) (Fig. 4D) dose dependently induced the expression

FIG 3 Expression and functionality of STING in human hepatoma cells. The relative levels of STING mRNA (A) and
protein (B) in the human hepatoma cells were determined by qRT-PCR and Western blot assays, respectively. The
amounts of STING mRNA detected in each of the cell lines were normalized to �-actin mRNA and are expressed
as relative levels to that in HepG2 cells. For the Western blot assay, a HepAD38-derived stable cell line expressing
human STING (HepAD38/hSTING) was used as a positive control. �-Actin served as a loading control. Compared to
other cells, one-tenth of the cell lysate from HepAD38/hSTING cells was loaded. (C to G) HepG2 cells were mock
treated or treated with cGAMP at 10 �g/ml for 30 min and then harvested 2, 4, 6, and 12 h posttreatment. The
levels of IFN-�, IL-29, IL-28A, IL-28B, and tumor necrosis factor alpha (TNF-�) mRNA were determined by qRT-PCR
assays and normalized to �-actin mRNA and are expressed as the fold of induction over that in mock-treated
controls. Means and standard deviations are presented (n � 2 to 4).
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of IFN-� mRNA. The potency of the STING agonists to induce IFN-� expression in all
three cell lines was positively correlated to their levels of STING expression.

HBV replication does not inhibit STING agonist induced cytokine response. It
was reported previously that HBV polymerase protein disrupts STING signaling by
physical association with STING and inhibition of STING K63-linked polyubiquitination
(15). However, such an effect was observed under the condition of polymerase protein
and STING overexpression in human hepatoma cells. To investigate whether HBV
inhibits STING signaling pathway in the context of HBV replication and at physio-
logical level of STING expression, we compared cGAMP-induced cytokine expres-
sion in HepAD38 cells cultured in the presence or absence of TET. As expected,
although the cells cultured in TET-containing medium do not have detectable amounts
of HBV core DNA, HepAD38 cells cultured in TET-free medium induced the accumu-
lation of HBV core DNA by 180-fold (Fig. 5A). However, the extent and kinetics of
cGAMP-induced cytokine mRNA expression did not significantly differ in HepAD38
(Fig. 5B to F) with (TET�) or without (TET�) active HBV replication. A similar obser-
vation was obtained in AML12HBV10 cells (data not shown). Our results thus demon-
strated that in the context of HBV replication and physiological level of STING expres-
sion, HBV does not interfere with STING signal transduction.

STING agonist treatment induces a Janus kinase 1 (JAK1)-dependent antiviral
response against HBV in immortalized mouse hepatocytes. In order to determine
whether activation of STING in hepatocytes inhibits HBV replication, we initially
compared the indirect and direct effects of STING agonists on HBV replication in
AML12HBV10 cells. As shown in Fig. 6A and B, in agreement with our previous report

FIG 4 Expression and functionality of STING in immortalized mouse hepatocytes. (A) The levels of STING
mRNA in parental AML12 and AML12HBV10 cells cultured in the presence or absence of TET were
determined by a qRT-PCR assay. RAW264.7 cells served as a positive control. The amounts of STING
mRNA detected in each of the cell lines were normalized to �-actin mRNA and are expressed as relative
levels to that in AML12 cells. (B) The levels of STING protein in the indicated cells were determined by
a Western blot assay. �-Actin served as a loading control. (C and D) RAW264.7, AML12, and AML12HBV10
cells were mock treated or treated with the indicated concentrations of cGAMP for 30 min (C) or else
treated with the indicated concentrations of DMXAA for 4 h (D). The levels of IFN-� mRNA were
determined by a qRT-PCR assay and normalized to �-actin mRNA and are expressed as the fold of
induction over that in mock-treated AML12 cells. Means and standard deviations from a representative
duplicate experiment are shown.
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(28), treatment of AML12HBV10 cells with conditioned media of cGAMP- or DMXAA
(5,6-dimethylxanthenone-4-acetic acid)-treated RAW246.7 cells efficiently inhibited HBV
DNA replication. Interestingly, direct treatment of AML12HBV10 cells with cGAMP,
but not DMXAA, reduced HBV DNA. Because DMXAA only induced IFN-� gene
expression in AML12HBV10 cells at concentrations higher than 30 �M (Fig. 4D), we
further examined its antiviral effects at higher concentrations and showed that direct
treatment of AML12HBV10 cells with 500, 165, and 55 �M DMXAA dose dependently
reduced HBV DNA (Fig. 6C and D).

We demonstrated previously that activation of MAVS and TRIF-mediated innate
immune response in human hepatoma cells induces cytokine-independent intra-
cellular antiviral response against HBV (35). Similarly, activation of STING not only
induces inflammatory cytokine response but also directly induces the expression of
some IFN-stimulated genes that may restrict HBV replication. In order to distinguish
whether STING agonist-induced antiviral effect in hepatocytes is mediated by
secretion of cytokines or via direct activation of intracellular antiviral pathways, we
investigated whether the antiviral response is dependent on the activity of JAK1, a key
enzyme for IFN-induced tyrosine phosphorylation of STAT1/2 and induction of antiviral
response. As expected, treatment of AML12HBV10 cells with either of the two JAK1
inhibitors completely abolished IFN-� suppression of HBV replication. Similarly, the two
JAK1 inhibitors also efficiently inhibited cGAMP- and DMXAA-induced HBV DNA reduc-
tion in the cells (Fig. 6C and D). Our results thus imply that STING agonists inhibit HBV
DNA replication in the immortalized mouse hepatocytes by induction of antiviral
cytokines, such as IFNs, but not through direct induction of intracellular antiviral
response.

DMXAA inhibition of HBV replication in mouse hepatocytes is STING depen-
dent. In order to ascertain that DMXAA-induced antiviral response is STING dependent
and not an off-target effect, we knocked out STING in AML12HBV10 cells using
CRISPR/Cas9 genome editing technology. As indicated by a Western blot assay, the

FIG 5 HBV replication in hepatocytes does not inhibit STING agonist activation of cytokine response.
HepAD38 cells were cultured in the presence (open bar) or absence (filled bar) of TET for 5 days. (A) HBV
cytoplasmic core DNA levels were detected by a qPCR assay. The cells were then treated with 10 �g/ml
cGAMP for 30 min and harvested at 2, 4, 6 and 12 h posttreatment. (B to F) The levels of IFN-� (B), IL-29
(C), IL-28A (D), IL-28B (E), and TNF-� (F) mRNA were determined by qRT-PCR assays and normalized to
�-actin mRNA and are expressed as the fold of induction over that in mock-treated cells. Means and
standard deviations are presented (n � 2 to 4).
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AML12HBV10/STING-KO cells did not express detectable STING (Fig. 7A). As antic-
ipated, treatment of the AML12HBV10/STING-KO cells with cGAMP or DMXAA did
not induce IFN-� mRNA expression (Fig. 7B). Moreover, although treatment of parental
AML12HBV10 cells with cGAMP or DMXAA suppressed HBV replication at the level of
reducing the cytoplasmic core-associated DNA replication intermediates, knocking out
STING completely abolished such an antiviral effect of cGAMP and DMXAA (Fig. 7C). The
results thus confirmed that both cGAMP and DMXAA inhibition of HBV DNA replication
in the mouse hepatocytes is STING dependent.

Activation of STING in human hepatoma cells inhibits HBV infection. C3A is a
clonal derivative of HepG2 that was selected for strong contact inhibition of growth
and high albumin production (36). Because its metabolic feature is more relevant to
normal hepatocytes than parental HepG2, C3A cells has been used for development of
bioartificial liver devices (37). Upon constitutive expression of human NTCP via retro-
viral transduction, the derived cell line C3AhNTCP supports de novo HBV infection. As
shown in Fig. 8A, infection of C3AhNTCP cells by HBV derived from HepAD38 cells at a
multiplicity of infection (MOI) of 500 genome equivalents successfully infected
C3AhNTCP cells, as indicated by immunostaining of HBcAg in the infected cells. Inter-

FIG 6 DMXAA inhibition of HBV replication in hepatocytes can be abolished by JAK inhibitors. (A and B) AML12HBV10 cells
were cultured in the absence of TET and treated with the indicated concentrations of DMXAA (A) or cGAMP (B) (direct
treatment) for 2 days. Alternatively, RAW264.7 cells were treated with the indicated concentrations of DMXAA (A) or cGAMP
(B) for 12 h. The culture medium from the treated cells was diluted with fresh medium at 1:1 and then applied to AML12HBV10
cells for 2 days (indirect treatment). The levels of intracellular HBV core DNA were quantified by a qPCR assay and are presented
as the percentages of that in untreated cells cultured in the absence of TET. (C) AML12HBV10 cells were cultured in the absence
of TET and treated with mouse IFN-� at 10 U/ml or serial concentrations of cGAMP (10, 3, and 1 �g/ml) or DMXAA (500, 165,
and 55 �M) in the absence or presence of the JAK inhibitor Ruxolitinib (20 �M) or JAK1-I (20 �M) for 2 days. Intracellular HBV
core DNA levels were quantified by a qPCR assay and are presented as the percentages of that in untreated cells cultured in the
absence of TET. Means and standard deviations are presented (n � 3). *, P � 0.01; **, P � 0.001. (D) AML12HBV10 cells were cultured
in the absence of TET and treated with mouse IFN-� at 10 U/ml or serial concentrations of cGAMP (10 and 1 �g/ml) or DMXAA (500
and 165 �M) in the absence or presence of JAK inhibitors Ruxolitinib (20 �M) for 2 days. Intracellular HBV core DNA were detected
by Southern blotting hybridization with a [32P]UTP-labeled riboprobe specific for minus-strand of HBV DNA.
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estingly, HBV replication in the infected cells can be inhibited by IFN-�, which reduced
viral RNA and core DNA, but not cccDNA (Fig. 8B to D). This finding is consistent with
our previous report that IFN-� suppresses cccDNA transcription (38). Moreover, as
observed in parental HepG2 cells, treatment of C3AhNTCP cells with cGAMP induced a
robust cytokine response (Fig. 8E). Interestingly, treatment of HBV-infected C3AhNTCP

starting at 48 h postinfection for 6 days did not apparently alter the amount of cccDNA
but significantly inhibited HBV replication, as suggested by the dose-dependent reduc-
tion of intracellular HBV mRNA, core DNA, and secreted HBsAg (Fig. 8F to L). The results
thus suggest that similar to IFN-�, the STING agonist-induced antiviral response in
hepatocytes may suppress cccDNA transcription.

DISCUSSION

Although there has been a report suggesting that HBV pgRNA activates RIG-I to
induce an IFN and proinflammatory cytokine response in hepatocytes (39), extensive
studies from many other laboratories during the last decades demonstrate that HBV
infection of hepatocytes, either in cultures or in vivo in humans and animals, fails to
activate a detectable IFN and proinflammatory cytokine response (7, 8). In order to
understand the mechanism underlying HBV evasion of PRR-mediated host innate
immune response, we first examined the role of the best-studied cytoplasmic DNA
sensor, cGAS, in response to HBV infection and demonstrated that HBV replication
neither activates nor inhibits the cGAS-STING signal transduction pathway in a
hepatocyte-derived cell line (Fig. 2). Due to tight control of the nucleocapsid uncoating
at the nuclear pore complex (40), lack of HBV DNA in the cytoplasm may be responsible
for the evasion of cGAS sensing. However, whether HBV DNA is capable of binding to
and activating cGAS or any other DNA sensors remains to be determined.

In addition to cGAS, several other PRRs have been reported to recognize viral

FIG 7 DMXAA inhibition of HBV replication in mouse hepatocytes is STING dependent. (A) Parental AML12HBV10 cells and
a cell clone selected after transfection of a plasmid expressing Cas9 and single guide RNA (sgRNA) specific to mouse STING
were cultured in the absence or presence of TET for 2 days, and the expression of STING was examined by a Western blot
assay. �-Actin served as a loading control. (B) Parental AML12HBV10 and derived STING knockout cell lines were mock
treated or treated with 500 �M DMXAA or 10 �g/ml cGAMP for 4 h. IFN-� mRNA levels were determined by a qRT-PCR
assay and are presented as the fold induction over that in untreated parental cells. Means and standard deviations are
shown (n � 3). (C) The indicated cell lines were cultured in the presence of TET (�) or absence of TET (�) and mock treated
or treated with 165 and 500 �M DMXAA or 3 and 10 �g/ml cGAMP. The cells were harvested 2 days after treatment. HBV
mRNA levels were determined by Northern blotting assay (upper panel). pgRNA, pregenomic RNA; envRNA, viral mRNAs
specifying envelope proteins. 28S and 18S rRNA served as loading controls. HBV core DNAs were determined by Southern
blotting hybridization (lower panel). rcDNA, relaxed circular DNA; ssDNA, single-stranded DNA.
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DNA in the cytoplasm and/or nucleus to mount a cytokine response. Besides serving
as a receptor for cGAMP, STING is a molecular hub for many other DNA sensors to
induce cytokine gene expression and thus a key player in host cellular response to
virus infection (41). STING is highly expressed in respiratory epithelial cells, lung macro-
phages, and a few other cell types, but at low levels in the liver and hepatocytes, as well
as in hepatoma cells (http://www.proteinatlas.org/ENSG00000184584-TMEM173/tissue). In
the present study, we show that the low-level expression of STING in hepatocyte-
derived cells is able to mediate a cytokine response upon activation by cGAMP and its
pharmacological agonist DMXAA (Fig. 3 and 4). In contrast to a previous report that
overexpression of HBV polymerase protein in hepatoma cells inhibits STING signal

FIG 8 cGAMP induces a robust cytokine response and inhibits viral replication in HBV-infected C3AhNTCP cells. (A) C3AhNTCP cells were infected with
HBV at an MOI of 500 genome equivalents. The infected cells were fixed at 3 and 7 days postinfection (dpi) and HBV core protein was detected
by indirect immunofluorescent staining (red). The cell nuclei were stained with DAPI (blue). (B to D) C3AhNTCP cells were infected with HBV at an
MOI of 500 genome equivalents and left untreated or treated with the indicated concentrations of IFN-� for 8 days. HBV cccDNA, pgRNA, and
core DNA levels were determined by qPCR assays. (E) C3AhNTCP cells were mock treated or treated with the indicated concentrations of cGAMP.
The cells were harvested at 6 h posttreatment. The cytokine mRNAs were quantified by qRT-PCR assays, and findings are presented as the fold
induction over mock-treated controls. (F to L) C3AhNTCP cells were infected with HBV at an MOI of 500 genome equivalents. The cells were mock
treated or treated with the indicated concentrations of cGAMP at days 2, 4, and 6 postinfection and harvested at day 8 postinfection. (F) For
detection of HBV cccDNA, Hirt DNA extracted from the cells was incubated at 88°C for 5 min to denature deproteinized (DP)-rcDNA into ssDNA,
followed by restriction with EcoRI to convert cccDNA into unit-length double-stranded linear DNA (dslDNA; labeled cccDNA/EcoRI) and detected
by Southern blotting hybridization. A 3.2-kb unit length and a 2.0-kb HBV linear DNA served as size markers. Hirt DNA extracted from HepAD38
cells cultured in the absence of TET for 10 days was used as a positive control. (G) HBV RNA levels, including pgRNA and viral mRNAs specifying
envelope proteins (envRNAs), were determined by Northern blotting hybridization. 28S and 18S rRNA served as loading controls. (H) HBV DNA
replication intermediates were determined by Southern blotting hybridization. rcDNA, relaxed circular DNA; ssDNA, single-stranded DNA. HBV
cccDNA (I), pgRNA (J), and core DNA (K) were quantified by qPCR assays. The levels of HBsAg in culture medium at day 8 postinfection were
measured by an ELISA (L). Means and standard deviations are shown (n � 4). *, P � 0.01.
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transduction (15), our studies in human hepatoma and immortalized mouse hepato-
cytes showed that HBV did not apparently inhibit STING agonist-induced cytokine
response in the context of HBV replication and physiologically relevant levels of STING
(Fig. 5 and data not shown). Furthermore, we showed in immortalized mouse hepato-
cytes and HBV-infected NTCP-expressing human hepatoma cells that activation of
STING induced a robust cytokine response that restricted HBV replication, most likely
by inhibition of cccDNA transcription (Fig. 6 and 8). Collectively, although STING is
expressed at a low level and fails to mediate an innate immune response to HBV
infection in hepatocytes, our studies suggest that STING is a potential therapeutic
target for pharmacological activation of host innate, and possibly also adaptive, im-
mune responses to cure or durably control chronic HBV infections.

Hepatocytes are the primary host cells of HBV. HBV is not a cytopathic virus and is
thus able to persistently replicate in hepatocytes. However, HBV infection acquired in
adult life is generally able to induce a functionally efficient, HBV-specific T-cell response
that resolves the infection within 6 months. Accumulating evidence suggests that both
cytopathic and noncytopathic antiviral mechanisms contribute to the clearance of HBV
during acute infection (42, 43). Cytokines released by HBV-specific T cells, especially
CD8� T cells, are believed to be the main cause of the early noncytolytic clearance of
HBV. Immunologically, HBV-infected hepatocytes are not only the target cells of host
immune responses but also essential players in the induction of host immune re-
sponses. In particular, activation of adaptive immune response relies on viral antigens
produced by HBV-infected hepatocytes. However, how and where the hepatocyte-
derived HBV antigens are presented to T lymphocytes remain to be determined. Recent
studies suggest that liver resident macrophages (Kupffer cells) and dendritic cells play
essential roles in the priming and activation of host adaptive immune response
against HBV by shaping intrahepatic lymphoid organization, antigen presentation,
expression of costimulating cell surface proteins, and secretion of inflammatory cyto-
kines (44–46).

Therapeutically, activation of STING in liver-resident immune regulatory cells and
hepatocytes induces a cytokine response that suppresses HBV replication. In addition,
the antiviral cytokine response may also reduce viral antigen load through elimination
or transcriptional suppression of cccDNA, which may attenuate the T cell exhaustion
and favor the restoration of the HBV-specific T cell response (47). Moreover, activation
of STING in hepatocytes, the antigen-producing cells, as well as in antigen presen-
tation cells, may break immunotolerance against HBV and induce a functional
HBV-specific adaptive immune response, particularly the cytolytic T cell response, to
resolve the chronic viral infection. Encouragingly, along this line, several recent studies
showed that cGAMP treatment induces an efficient antitumor immune response
through activation of intratumor dendritic cells and subsequent enhancement of
cross-presentation of tumor associated antigens to CD8 T lymphocytes (18, 48, 49).

In summary, our previous and current studies systematically characterized STING
pathway and functional status in antigen presentation cells and hepatocytes and
established a solid basis for the further development of STING agonists as immuno-
therapeutics for the treatment of chronic hepatitis B. The hypothesis that STING agonist
therapy facilitates the induction of adaptive immune response against HBV will be
investigated in future in HBV chronically infected immunocompetent animal models,
such as HBV transgenic mice, adeno-associated virus vector-mediated HBV-transduced
mice, or humanized mice with human immune system and liver cells (50–52).

MATERIALS AND METHODS
Cell culture. The human hepatoma cell lines HepG2 and Huh7 and the immortalized mouse

hepatocyte cell line AML12 have been described previously and cultured in DMEM/F-12 medium
(Invitrogen) supplemented with 10% fetal bovine serum (FBS), 100 U/ml penicillin, and 100 �g/ml
streptomycin (34, 35). C3A, a subclone of HepG2 (ATCC HB-8065), the murine macrophage cell line
RAW264.7 (ATCC TIB-71), and GP2-293 cells (Clontech) were maintained in Dulbecco modified Eagle
medium (DMEM) supplemented with 10% FBS (28, 53). HepAD38 and AML12HBV10 cell lines, which
support high levels of HBV replication in a tetracycline (TET)-inducible manner, were maintained as
previously described (29, 54).
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Chemicals and reagents. 5,6-Dimethylxanthenone-4-acetic acid (DMXAA) was purchased from
AdooQ Bioscience. IFN-� was purchased from PBL InterferonSource, and 2=3=-cGAMP was purchased
from Invivogen. Janus kinase (JAK) inhibitor I and Ruxolilinib were purchased from Calbiochem and
Selleckchem, respectively. Antibodies against HBV core protein and �-actin were obtained from Dako
and Sigma-Aldrich, respectively. Antibodies against STING (catalog no. 13647), IRF3 (catalog no. 11904),
and cGAS (catalog no. 15102) were purchased from Cell Signaling Technology. dsDNA90 was synthesized
by annealing sense strand TACAGATCTACTAGTGATCTATGACTGATCTGTACATGATCTACATACAGATCTAC
TAGTGATCTATGACTGATCTGTACATGATCTACA to its antisense strand, with a green fluorescent dye,
6-carboxyfluorescein (FAM), labeled at the 5= ends of both strands.

Plasmid construction. STING cDNA was obtained from Origene cDNA clone NM_198282. Full-length
STING was PCR amplified by using the STING forward primer (5=-ACACACGGATCCGCCACCATGCCCCACTCC
AGCCTGCATCCA-3=) and STING reverse primer (5=-ACACACGCGGCCGCTCAAGAGAAATCC-3=). C-terminal
truncated STING with deletion of amino acid 341 (aa341) to aa379 was PCR amplified by using STINGΔC
forward primer (5=-ACACACGGATCCGCCACCATGCCCCACTCCAGCCTGCATCCA-3=) and STINGΔC reverse
primer (5=-ACACACGCGGCCGCTCACTCTTCCTTTTCCTCCTGCCG-3=). After BamHI and NotI digestion, STING
or STINGΔC cDNA was cloned into the pCX4bsr retroviral vector (Addgene) containing a blasticidin-
resistant gene. Human cGAS cDNA clone was purchased from OriGene, and the coding region was
subcloned into a puromycin-resistant gene expressing retroviral vector pQCXIP (Clontech) between the
NotI and BamHI sites. All resulting plasmids were verified by DNA sequencing.

Package of pseudotyped retroviruses. Pseudotyped retroviral particles were packaged in GP2-293
cells (Clontech) as previously described (53). Briefly, GP2-293 cells were cotransfected with plasmid
pVSV-G that expresses vesicular stomatitis virus (VSV) glycoprotein (G) and retroviral vector expressing
the desired protein in a molar ratio of 2:3. The culture media of transfected cultures were harvested every
24 h for 3 days. The pooled media were diluted at 1:1 with fresh DMEM/F-12 complete media and stored
at �80°C until use.

Establishment of cell lines stably expressing cGAS and STING. HepAD38 cells were seeded in a
12-well plate at a density of 5 � 105 cells per well and infected with medium containing pseudotyped
retroviral particles expressing cGAS and STING the next day. At 2 days after infection, the cells were
cultured with selection medium containing 2 �g/ml puromycin or 10 �g/ml blasticidin for 2 weeks.
Antibiotic-resistant cells were pooled and expanded into cell lines. The expression of cGAS and/or STING
expression of the cell lines was confirmed by Western blotting assay.

Generation of STING knockout AML12HBV10 cell line. To knock out STING expression in
AML12HBV10 cells, the cells were transfected with TMEM173 double nickase plasmid (Santa Cruz) using
Lipofectamine 2000 (Life Technologies). At 2 days after transfection, the cells were reseeded at a density
of 104 cells per 10-cm-diameter dish and cultured in medium containing 2 �g/ml puromycin. Approx-
imately 2 weeks later, single cell clones were picked up and expanded into cell lines. The expression
of STING in the individual cell clones was determined by a Western blot assay with a STING-specific
antibody, and one cell line with undetectable STING expression was selected for further study.

Analysis of STING and cytokine expression by qRT-PCR assay. For cytokine gene expression
analysis, total cellular RNA was extracted by using TRIzol reagent (Invitrogen). cDNA was synthesized by
using a SuperScript III Platinum One-Step qRT-PCR kit (Invitrogen). Real-time PCR assays were performed
using a LightCycler 480 II (Roche). Primer sequence information for qRT-PCR analyses of human and
mouse cytokines is provided in Table 1.

Western blot assay. Cells in a well of a 24-well plate were lysed with 100 �l of NuPAGE LDS sample
buffer (Thermo Fisher Scientific) supplemented with 2.5% 2-mercaptoethanol (Sigma). The cell lysate was
subjected to denaturing gel electrophoresis with NuPAGE 4 –12% Bis-Tris Gel and NuPAGE MOPS SDS
running buffer (Thermo Fisher Scientific). Proteins were transferred from the gel onto a polyvinylidene
difluoride membrane using an iBlot 2 dry blotting system (Thermo Fisher Scientific). Membranes were
blocked with TBST (50 mM Tris-HCl, pH 7.6; 150 mM NaCl; 0.1% Tween 20) containing 5% nonfat milk for
1 h, followed by incubation with the desired antibody overnight at 4°C. After a washing step with TBST,
the membrane was incubated with LI-COR IRDye secondary antibodies. Membranes were again washed
with TBST and imaged with a LI-COR Odyssey system (LI-COR Biotechnology).

Establishment and HBV infection of C3AhNTCP cells. Human sodium taurocholate cotransporting
polypeptide (NTCP) gene coding sequence was amplified from a cDNA clone purchased from Origene.
A C-terminal C9 tag was added using PCR with the primers harboring C9 tag sequence and NotI and
BamHI restriction enzyme sites. The purified PCR fragments were digested with restriction enzymes NotI
and BamHI and cloned into a pQCXIP vector (Clontech). VSV-G protein pseudotyped retroviruses were
packaged in GP2-293 cells. The C3AhNTCP cell line stably expressing human NTCP was established by
infection of C3A cell line with the pseudotyped retroviruses and selected with medium containing 2
�g/ml puromycin. Puromycin-resistant cells were expanded into the cell line and designated C3AhNTCP.
For HBV infection, C3AhNTCP cells were seeded into collagen-coated 24-well plates at a density of 4 � 105

cells per well and cultured in complete DMEM containing 3% dimethyl sulfoxide (DMSO). One day later,
the cells were infected with HBV prepared from HepAD38 cell culture media at an multiplicity of infection
(MOI) of 500 genome equivalents per cell in DMEM containing 4% polyethylene glycol 8000 (PEG-8000).
The inocula were removed 24 h later, and the infected cultures were maintained in complete DMEM
containing 3% DMSO until harvesting.

Analyses of HBV DNA and RNA. HBV core DNA extraction from HepAD38, AML12HBV10, or
C3AhNTCP cells and analyses using Southern blotting hybridization and real-time PCR assays were
performed as described previously (34, 54). Total cellular RNA was extracted using TRIzol reagent
(Invitrogen). HBV RNA and core DNA were analyzed by Northern and Southern blot hybridization assays,
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respectively, with [�-32P]UTP-labeled full-length riboprobes (55). Pregenomic RNA and core DNA were
quantified by quantitative PCR (qPCR) assays with the primers listed in Table 1. HBV cccDNA was
extracted by a modified Hirt DNA extraction procedure (56). The Hirt DNA preparation was digested with
plasmid-safe ATP-dependent DNase (Epicentre), and cccDNA was then quantified by a qPCR assay with
primers listed in Table 1.

ELISA. HBsAg in culture medium was determined with an enzyme-linked immunosorbent assay
(ELISA) according to the manufacturer’s directions (Autobio).

Immunofluorescence assay. STING translocation and IRF3 nuclear localization, as well as the
expression of HBV core protein, were detected by immunofluorescence assay. Briefly, cells were fixed
with phosphate-buffered saline containing 4% paraformaldehyde, followed by incubation with 0.1%
Triton X-100 for 20 min. The cells were then blocked and incubated with antibodies against STING, IRF3,
or HBV core protein. Bound primary antibody was visualized by using Alexa Fluor 488-conjugated secondary
antibodies (Invitrogen). Cell nuclei were stained with DAPI (4=,6=-diamidino-2-phenylindole).
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