@° PLOS | ONE

Check for
updates

G OPENACCESS

Citation: Lee S-i, Lee H, Jablonski PG, Choe JC,
Husby M (2017) Microbial abundance on the eggs
of a passerine bird and related fitness
consequences between urban and rural habitats.
PLoS ONE 12(9): e0185411. https://doi.org/
10.1371/journal.pone.0185411

Editor: Petr Heneberg, Charles University, CZECH
REPUBLIC

Received: November 4, 2016
Accepted: September 12, 2017
Published: September 27, 2017

Copyright: © 2017 Lee et al. This is an open access
article distributed under the terms of the Creative
Commons Attribution License, which permits
unrestricted use, distribution, and reproduction in
any medium, provided the original author and
source are credited.

Data Availability Statement: All relevant data are
within the paper and it Supporting Information
files.

Funding: This work was supported by the National
Research Foundation of Korea NRF-2014048162,
2013005769, http://www.nrf.re.kr/nrf_eng_cms/.
NRF has no role in any part of the work.

Competing interests: The authors have declared
that no competing interests exist.

RESEARCH ARTICLE

Microbial abundance on the eggs of a
passerine bird and related fitness
consequences between urban and rural
habitats

Sang-im Lee', Hyunna Lee?, Piotr G. Jablonski®*, Jae Chun Choe?, Magne Husby®*

1 School of Undergraduate Studies, Daegu Gyeongbuk Institute of Science and Technology, Daegu, Korea,
2 Laboratory of Behavior and Ecology, EcoCreative Program, Ewha Womans University, Seoul, Korea,

3 Laboratory of Behavioral Ecology and Evolution, School of Biological Sciences, Seoul National University,
Seoul, Korea, 4 Museum and Institute of Zoology, Polish Academy of Sciences, Warsaw, Poland,

5 Department of Science, Nord University, Levanger, Norway

* Magne.Husby @nord.no

Abstract

Urban environments present novel and challenging habitats to wildlife. In addition to well-
known difference in abiotic factors between rural and urban environments, the biotic envi-
ronment, including microbial fauna, may also differ significantly. In this study, we aimed to
compare the change in microbial abundance on eggshells during incubation between urban
and rural populations of a passerine bird, the Eurasian Magpie (Pica pica), and examine the
consequences of any differences in microbial abundances in terms of hatching success and
nestling survival. Using real-time PCR, we quantified the abundances of total bacteria,
Escherichia coli/Shigella spp., surfactin-producing Bacillus spp. and Candida albicans on
the eggshells of magpies. We found that urban magpie eggs harboured greater abundances
of E. coli/Shigella spp. and C. albicans before incubation than rural magpie eggs. During
incubation, there was an increase in the total bacterial load, but a decrease in C. albicans on
urban eggs relative to rural eggs. Rural eggs showed a greater increase in E. coli/Shigella
spp. relative to their urban counterpart. Hatching success of the brood was generally lower
in urban than rural population. Nestling survival was differentially related with the eggshell
microbial abundance between urban and rural populations, which was speculated to be the
result of the difference in the strength of the interaction among the microbes. This is the first
demonstration that avian clutches in urban and rural populations differ in eggshell microbial
abundance, which can be further related to the difference in hatching success and nestling
survival in these two types of environments. We suggest that future studies on the eggshell
microbes should investigate the interaction among the microbes, because the incubation
and/or environmental factors such as urbanization or climate condition can influence the
dynamic interactions among the microbes on the eggshells which can further determine the
breeding success of the parents.
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Introduction

Urban environments present novel habitats to many bird species [1]. Urban areas are different
from rural areas in many aspects; urban environments are generally warmer [2], more polluted
(in terms of chemicals, e.g. [3]), and have different light conditions [4] than adjacent rural
environments. These environmental conditions may be challenging for birds that are new to
urban areas. A higher prevalence of some diseases in urban areas has been described [5, 6],
which might be related to human activities such as feeding [6] or low diversity of the commen-
sals that can protect the hosts against the pathogens [7], but so far there is no general consensus
on the prevalence of parasites and pathogens between rural and urban environments (e.g.
some ticks are more common in natural areas [8-10]). Microbial community in the urban
environment has recently been studied in soil, and these studies suggested that urban environ-
ment contains different composition of microbes from rural environment [11-13]. However,
it remains unclear how these differences in microbial communities between urban and rural
environment would affect wildlife living in each environment.

Environmental microbes can affect the wildlife in a variety of ways. For birds, environmen-
tal microbes can be transmitted to the eggshells via nest materials or parental mediation.
Recent studies have associated microbial flora on the surface of eggs with hatching success
[14-16]. If urban and rural areas differ in their microbial flora, one can predict that there
should also be a difference in the microbial flora in nests and on eggshells of resident birds. In
spite of the recent developments of molecular tools that enable detailed analyses of microbial
communities, how urban environments shape microbial communities and further influence
hatching and breeding success of birds has never been studied. For example, very little is
known about the effects of urban versus rural habitats on the abundance of bacteria in the
clutches of typically rural birds that have recently settled in urban habitats.

To better understand the dynamics of urban versus rural microbial communities and how
they affect fitness, we compared the two types of habitats in terms of abundance of total bacte-
ria and chosen representatives of microbes in the clutches of the Eurasian Magpie (Pica pica).
Specifically, we compared microbial abundance and change in relative abundance on magpie
eggshells in urban and rural areas over three weeks of incubation. Microbial abundance on the
surface of eggs is important for survival of the embryos. Bacterial infections can occur through
the eggshell and decrease egg viability [15, 17-19] or the hatchling phenotype [20]. Incubation
is known to decrease the probability of such bacterial infections by drying the egg surface and
thus to supress microbial proliferation in general [21-23] or to suppress the growth of bacteria
that are vulnerable to dehydration [24, 25]. Apart from the effect of incubation behaviour on
microbial abundance on eggshells, eggshell microbial community can be determined by
microbes of maternal origin (such as those transmitted during the egg-laying through cloacal
contact [23, 26, 27] or from the feathers/skin of the mother during incubation [28]), and those
of environmental origin that both parents and eggs are exposed to (such as from nest materials
[29-31]).

We asked three primary questions; (i) whether birds that breed in urban areas have differ-
ent microbial abundance on the eggshells than those that breed in rural areas, (ii) whether the
microbial abundance change due to incubation is different in urban versus rural areas, and
(iii) whether any difference in breeding success between rural and urban areas can be attrib-
uted to the difference in microbial abundance. In order to address these questions, we chose to
examine the abundance of microbes on the eggshells of the Eurasian Magpie. Eurasian Mag-
pies are widely distributed throughout the Northern Hemisphere and have successfully
adapted to the urban environments [32, 33]. Thus, they are optimal species with which to
study differences in microbial abundance between urban and rural environments.
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Materials and methods
Ethics statement

The research has been conducted according to relevant national and international guidelines.
The procedure for this study has been approved by Institutional Animal Care and Use Com-
mittee of Seoul National University (No. SNU 130621-6). All landowners received written
information about the project, and gave permission to use the nests in this investigation.

Sampling

Microbial samples were collected from magpie eggs in urban (central Trondheim city, 63° 25’
N, 10° 25’ E; N = 17 nests) and rural (Skatval, 63° 30’ N, 10° 48’ E; N = 14 nests) areas in Nor-
way. The closest distance between magpie nests in the two areas was 19.7 km, and the two sites
were separated by a fiord. The urban sites consisted primarily of private residences with gar-
dens and paved roads. The rural area consisted of mostly cultivated farmland with 50-320 m
between each farm, but also contained patches of forests. The investigated urban area was
about 0.9 km? and the rural area was about 25.8 km>. Magpies are normally sedentary [32,
34], and are especially reluctant to cross open water [35]. Thus it is not likely that the magpies
in the two areas in this study shared nest materials.

Nests were checked twice a week during the egg laying period. If the laying date of the first
egg was missed, we estimated the laying date assuming that one egg was laid per day [32]. Tree
height and nest height were measured by the use of Suunto trigonometric altimeter. Except for
clutch size being larger in rural population, characteristics of the nests and laying dates did not
differ between the two sites (S2 Table).

In magpies, full incubation usually begins after three or four eggs have been laid and the
chicks hatch around 22 days after the first egg is laid [32, 36]. Thus, we sampled microbes
from the eggshells at the early incubation stage (usually when the nest contained three eggs;
hence noted as “day 3”) and at the late incubation stage (usually 18 days after the first egg-
laying; hence noted as “day 18”). Before sampling, researchers wore plastic gloves sterilized
with 96% ethanol. One egg was randomly selected in each nest at the early incubation stage
and another egg was randomly selected at the late incubation stage. The first egg was marked
with non-toxic permanent marker, and never included in the late incubation sampling.
Microbes on the eggshell were sampled by thoroughly rubbing the whole eggshell surface
with a sterile cotton swab treated with sterile 1x PBS buffer (pH 7.4) [37]. As the sampled
eggs differed in size, the length and width of the sampled eggs were measured using digital
callipers at day 18 after microbial sampling, and we estimated surface area using the follow-
ing equation [38];

S=3x LU.771 % W1.229

where S, L and W are the surface area, length and width of the egg, respectively. After sam-
pling, swabs were placed in a 1.5ml tube containing 500 pL of 1x PBS buffer, and these sam-
ples were kept in an icebox temporarily for 3—-4 hrs before they were stored at -50°C until
DNA extraction and PCRs were conducted.

Shortly after hatching (< 5 days after hatching), we accessed to the nests in order to deter-
mine the number of hatchlings, and we repeated this again at day 18 to assess the number of
surviving hatchlings. These values were used in the analysis of hatching success and nestling
survival respectively (see Statistical analyses).
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Preparation of standards for gPCR

Three target microbial taxa were chosen based on previous pyrosequencing results [24] and
the results of preliminary screening: Escherichia coli/Shigella spp., surfactin-producing Bacillus
spp. and Candida albicans. For estimating E. coli/Shigella spp., we used UAL1939b and
UAL2015b primers. Although this primer set is widely used for estimating E. coli abundance
(e.g. [39-42]), this primer set cannot discriminate E. coli from Shigella spp. Escherichia coli
includes a variety of strains that are both pathogenic and non-pathogenic. Pathogenic E. coli is
known to cause intestinal diseases [43, 44], which would be detrimental to the embryos [45,
46], but is also found in apparently healthy birds [47]. On the other hand, Shigella is not nor-
mally cultured from birds [48] and its effect on embryos of wild birds remains unknown. Since
it was suggested that E. coli and Shigella species belong to the same species and the distinction
was maintained for clinical and practical, not biological, reasons [49, 50], differentiating E. coli
from Shigella might not be biologically meaningful. Thus, in this study, we do not distinguish
the two microbes and we refer to the taxonomic group that is detected by the primer set as E.
coli/Shigella spp.

Surfactin is a powerful antibiotic lipopeptide that can disintegrate cell membranes [51, 52]
and some species of Bacillus have surfactin gene (sfp) that is responsible for surfactin produc-
tion [53, 54]. Among them, B. subtilis and B. licheniformis are commonly present in soils and
the feathers [55-57]. The presence of surfactin-producing Bacillus on the eggshells potentially
increases survival of embryos as surfactin can deter the proliferation of other potentially patho-
genic microbes [24, 28, 30, 31, 58].

Candida albicans is an opportunistic fungal pathogen that is known to cause a variety of dis-
eases including infections in mucous membranes and urogenital tissues in birds [59]. In particular,
C. albicans can cause serious infections that can be lethal in immune-suppressed or compromised
individuals including developing embryos [60, 61]. As C. albicans is commonly found in the envi-
ronment and the immune systems of the embryos inside the eggs that are still developing, a greater
C. albicans load on the eggshell potentially leads to greater egg mortalities [61].

In order to quantify the abundance of these microbes, we conducted quantitative PCRs. For
the quantification of total bacterial load, we used the protocol of our previous study [24]. For
C. albicans, we obtained the type culture from KCTC (Korean Collection for Type Cultures;
type No. KCTC 27241). The other microbes were donated by Dr. Chun Jong Shik’s laboratory
in Seoul National University (type Nos. JC 2021 for E. coli, and JC 2885 for B. subtilis as a rep-
resentative of surfactin-producing Bacillus). We extracted DNA from the type cultures using
the MO BIO PowerSoil™ DNA TIsolation kit following manufacturer’s protocol (MO BIO Lab-
oratories, Carlsbad, CA, USA). The only modification was that both buffer and the head of the
swab was placed in the PowerBead Tubes. Extracted DNA was amplified (FastMix/French™
PCR, Intron, Seongnam, Korea) with respective primers (Table 1). PCR products were

Table 1. Microbes and primer sequences. Target microbes and the primer sequences used in this study.

Target microbe Primer sequences Source
Total bacteria 338F: 5’ -ACT CCT ACG GGA GGC AGC AG-3" [83]
518R: 5’ -ATT ACC GCG GCT GCT GG-3”
Escherichia coli/Shigella spp. UAL1939b: 5’ -ATG GAA TTT CGC CGA TTT TGC-3" [84]
UAL2105b: 5’ -ATT GTT TGC CTC CCT GCT GC-3"
Surfactin-producing Bacillus spp. | sfp-f: 5’ ~-ATGAAG ATT TAC GGAATT TA-3' [53]
sfp-r: 5 —TTA TAA AAG CTC TTC GTA CG-3"
Candida albicans CA: 5’ -ATT GCT TGC GGC GGT AAC GTC C-3” [85, 86]

CTSR: 5’ -TCT TTT CCT CCG CTT ATT GAT ATG C-3’
https://doi.org/10.1371/journal.pone.0185411.t001
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inserted into the cloning vectors ((tGEM™®-T Easy Vector Systems, Promega, Madison, W1,
USA) which were transformed in competent cells (Hit-DH5a, RBC Bioscience, Taipei, Tai-
wan). Recombinant plasmids were selected on LB (Luria-Bertani) plates with ampicillin
(100pg/ml), IPTG (isopropyl B-D-thiogalactoside, 0.5mM), and X-Gal (5-bromo-4-chloro-
3-indolyl B-d-galactoside, 80pug/ml). A single recombinant colony was picked and grown in LB
in a shaking incubator at 30°C or 37°C overnight. The recombinant plasmid DNA was then
purified by using a plasmid mini prep kit (Hybrid-Q™"Plasmid Rapidprep, GeneAll Biotechnol-
ogy, Seoul, Korea). The quality and quantity of plasmid DNA were estimated with a NanoDrop
ND-1000 Spectrophotometer (NanoDrop Technologies Inc., Wilmington, DE, USA) and a
TBS-380 Mini-Fluorometer (Turner Biosystems, Sunnyvale, CA, USA) with Quant-iT™ pico-
green™ dsDNA assay kit (Invitrogen, Carlsbad, CA, USA), respectively. The amount of DNA
molecules was used to estimate the DNA copy number using the following formula [62]:

6.02 x 10%(copy/mol) x DNA amount (g)
DNA length (bp) x 660 (g/mol/bp)

DNA copy number =

Quantitative PCR

After extracting DNA from the swab samples, we amplified the DNA from the target microbial
taxa with a Rotor-Gene™ Q (QIAGEN, Venlo, Limburg, Netherlands) real-time PCR system.
Real-time PCR assays were conducted with 5 pL of 2x Rotor-Gene SYBR Green PCR Master
Mix, 3.5 pL of RNase-Free Water (Rotor-Gene SYBR Green PCR Kit, QIAGEN, Venlo, Lim-
burg, Netherlands), 0.25 uL of 10 pmol/L for forward and reverse primers (Table 1), and 1 pL
of DNA extract in the reaction volume of 10 pL. Thermal condition for PCR was as follows;
initial activation for 10 min at 95°C, PCR cycling for 10 sec at 95°C and for 30 sec at 52°C (for
surfactin-producing Bacillus spp.) or 55°C (for C. albicans) or 60°C (for total bacteria and E.
coli/Shigella spp.) for 40 times, and melting curve were obtained by lowering the temperature
from 95°C to 55°C (descending by 1°C each step). In order to have a reliable estimate for
microbial abundance, PCR was conducted at least three times for each sample and the average
value was calculated and used as the data for the statistical analysis. Since it is generally known
that the melting curves are unstable when the primer-dimers are present, we manually checked
the shape of melting curves. Threshold cycle (Ct) values of the samples were converted to
DNA copy numbers with Rotor-Gene™ Q software. Standards were serially 10-fold diluted
from 1x10° to 1x10® copies/uL and the efficiency of the standards were between 90% and
105%, and R* was higher than 0.97. The calculation for estimating the microbial abundance
involves converting copy numbers from the Ct values that were obtained with Rotor-Gene®™ Q
software. For instance, copy numbers for Candida albicans varied from 0.008 (nest 17) to 6.293
(nest 34), and dividing these values with the respective area of egg surface that was sampled
(18.962 cm” and 25.598 cm®) gives us the values of 0.0004 and 0.2458 respectively. After adding
1 to these values and taking logarithm with the base of 10 gives us the values of 0.0002 and
0.0955 respectively.

Climate variables

Since the difference in weather conditions can shape microbial abundance in urban and rural
population, we conducted additional analyses on the relationship between climate variables
and microbial abundance. Daily average ambient temperature and relative humidity data were
collected from the closest official climate station at Vernes (63.46°N and 10.94°E). For each
nest we calculated the average temperature and humidity in early (day 0-3) and late incubation
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(day 15-18), and the difference in temperature between these two stages (i.e. day 15-18 tem-
perature subtracted by day 0-3 temperature).

Statistical analyses

Microbial abundance. The microbial abundance, estimated as copy number of microbes
per cm? of eggshell, was log-transformed before the statistical analyses (since there were “0”
values in the abundance data of C. albicans, we first added “1” to the abundance values and
conducted the log-transformation). We adopted two statistical approaches to understand the
variations in the microbial abundance data. Firstly, we used an aligned rank test [63, 64] to
compare the microbial loads on the eggshell surfaces between urban and rural areas at day 3
and at day 18 separately. Aligned rank tests can handle non-normal, left-censored data with
outliers that are characteristic of microbial abundance data [65]. We calculated aligned ranks
using ARTool [66, 67] and conducted one-way ANOVA using PROC MIXED in SAS version
9.4 (SAS Institute, Cary, NC). We conducted statistical comparisons separately on the data
from both day 3 and day 18.

If we use the rank-based analyses only, the information that can be obtained from the
paired responses between day 3 and day 18 would be lost. The rank-based analysis would be
appropriate for a cross-sectional comparison, but it would not reveal any changes in microbial
loads that occurred during incubation. Thus, we added a Wilcoxon signed-rank test to com-
pare the changes in microbial loads on the magpie eggs in urban and in rural areas. Change in
microbial load was calculated as the difference between load on day 18 and day 3. For this test,
we used PROC UNIVARIATE in SAS version 9.4.

Factors for the microbial abundance. To characterize microbial abundance and use the
values for further analyses, we extracted principal components (PCs) from the microbial abun-
dance data and used up to three PCs in the statistical analyses. We used PCs instead of raw
microbial abundance data, because some of the microbial abundances were correlated (S3
Table) and we had relatively small sample sizes with which to run the statistical model with
many variables. PC extraction was conducted from three separate datasets: (1) day 3 abun-
dance (5 variables), (2) day 18 abundance (5 variables), and (3) day 3 abundance and the differ-
ence between day 3 and day 18 abundances (hence “A abundance”) (10 variables). PC
extraction was conducted with PROC PRINCOMP in SAS. As the first three PCs
explained > 80% of the variance in the data (S4 Table), we included them as the response vari-
ables representing microbial abundance and sought for relationship with average temperature,
average humidity, and population. Climate factors were calculated to reflect the weather condi-
tion that may affect the abundance of eggshell microbes; average temperature and humidity
between days 0-3 and days 15-18 were used in the models that concern PCs extracted from
day 3 microbial abundance and day 18 abundance respectively; in the model whose response
variable was PCs extracted from day 3 and A abundance, we included average temperature and
humidity between days 0-3, average temperature difference between days 15-18 and 0-3, and
average humidity between days 15-18. We first considered the interaction between population
and climate variables but none of these interaction terms were significant so we present the
result with the main effects only.

Hatching success and nestling survival. Difference in hatching success and nestling sur-
vival between rural and urban areas was examined using logistic regression (PROC GENMOD
in SAS) with PCs for microbial abundance as the explanatory variables. We allowed interaction
terms between the population and PCs and conducted backward elimination procedure [68].
We treat each nest as an independent unit, as magpies are strongly territorial during the breed-
ing season [32]. The raw data is provided in S1 Table.
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Results
Comparison between rural and urban populations

In general, changes in the microbial abundance during the incubation (A abundance) were
negatively correlated with the initial abundance (S3 Table).

Results from the aligned rank tests suggest that there was no significant difference in total
bacterial load between urban and rural areas, either at day 3 or at day 18 (circles with error
bars in Fig 1a, Table 2). However, signed rank tests suggest that total bacterial loads on the
magpie eggs in the urban area increased while those in the rural area did not change much
(circles connected with lines in Fig 1a, Table 3).

At day 3, the magpie eggs in the urban population harboured nearly significantly more E.
coli/Shigella spp. than rural magpie eggs (Fig 1b, Table 2). However, unlike in the urban mag-
pie nests, E. coli/Shigella spp. increased on the surface of rural magpie eggs in the majority of
nests (Table 3). Therefore, the initially nearly significant difference between these two popula-
tions became strongly non-significant at day 18 (Fig 1b, Table 2).

There was no significant difference in the abundance of surfactin-producing Bacillus spp.
between urban and rural magpie eggs neither at day 3 nor at day 18 (Fig lc, Table 2). Further-
more, there was no statistically significant change in the abundance of surfactin-producing
Bacillus spp. with incubation (Table 3).

The abundance of C. albicans decreased with incubation time (Fig 1d; Table 3). The abun-
dance of C. albicans did not differ between urban and rural areas at day 3, but at day 18 rural
magpie eggs harboured more C. albicans than urban magpie eggs (Fig 1d; Table 2), implying
that the decrease in C. albicans load was less pronounced in rural magpie eggs.

Factors for the microbial abundance

We extracted three PCs from the microbial abundance data and investigated the effects of tem-
perature, humidity, and population (the result is given in S5 Table). The interactions between
population and climate variables were first considered but not significant and thus removed.
The climate conditions did not differ between urban and rural populations (t-test, all P>0.14).
Among the PCs, PC1 and PC3 from day 3 abundance were related with average temperature
during day 0 and 3, and PC2 and PC3 from day 18 abundance were related with average
humidity during day 15 and 18. All PCs from day 3 and A abundances were related with aver-
age temperature during day 0 and day 3. Specifically, PC1 from day 3 abundance was greater
in the urban population and was also positively related to average temperature. PC1 from day
3 and A abundances were also greater in the urban population. These two PCs were positively
loaded with the abundances of C. albicans and E. coli/Shigella spp. (54 Table).

Hatching success and nestling survival

Hatching success of the egg was significantly lower in the urban than the rural population
(Table 4). In addition to this general difference, microbial abundance was related with hatch-
ing success: PC1 from day 3 abundance and PCI extracted from day 3 and A abundances were
positively related with the hatching success of broods (Fig 2a for the former; for the latter the
pattern was similar). These PCs were both positively loaded with C. albicans and E. coli/Shigella
spp. abundance at day 3 (S4 Table). Thus, these results suggest that the abundances of C. albi-
cans and E. coli/Shigella spp. at day 3 are positively related with the hatching success of broods.
Insignificant interactions between PCs and populations were removed from the model.

In contrast, microbial abundance was differentially related with survival of nestlings
between rural and urban populations (Table 4, Fig 2); lower initial abundance of surfactin-
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Fig 1. Changes in microbial abundance. Comparisons of changes in the microbial abundance on the naturally incubated magpie eggs
between rural (n = 14 nests) and urban (n = 17 nests) populations; (a) total bacteria, (b) Escherichia coli/Shigella spp., (c) surfactin-
producing Bacillus spp., and (d) Candida albicans. Paired responses of each nest (connected circles) are given along with the average
aligned ranks (circles with error bars). Open circles (connected with solid lines) and closed circles (connected with dashed lines) denote
the responses of the rural and urban populations respectively. Units of Y axis values for the microbial abundance are log, (copy
numbers of microbes) per cm? of the eggshells for (a), (b) and (c), and log;o (copy numbers+1) per cm? of the eggshells for (d). Error bars
for the aligned ranks denote standard errors. Significance level of the comparison of aligned ranks is given as “*” for 0.01<P<0.05 and
“**”{or 0.001<P<0.01.

https://doi.org/10.1371/journal.pone.0185411.9001

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 8/17


https://doi.org/10.1371/journal.pone.0185411.g001
https://doi.org/10.1371/journal.pone.0185411

@° PLOS | ONE

Microbial eggshell abundance in urban vs rural habitats

Table 2. Microbial abundance in urban and rural clutches of magpies at day 3 and day 18.

Stage Microbial entity F value Summary

Day 3 Total bacteria 2.47

Escherichia coli/Shigella spp. 3.7300¢ Urban > Rural
Surfactin-producing Bacillus spp. 0.29
Candida albicans 1.09
Day 18 Total bacteria 0.47
Escherichia coli/Shigella spp. 1.84
Surfactin-producing Bacillus spp. 0.85

Candida albicans 14.09%** Urban << Rural

Results of aligned rank tests on the microbial abundance on magpie eggshells. Numerical and denominator degrees of freedom were 1 and 36 respectively.
Statistical significance is noted as “*” for 0.01<P<0.05 and “***” for P<0.0001.
P value of one marginally non-significant result is shown as a superscript.

Raw data is provided in S1 Table.

https://doi.org/10.1371/journal.pone.0185411.t1002

producing Bacillus spp. and higher initial abundance of C. albicans on eggshells (PC3 from day
3 abundance; S4 Table) was positively related to nestling survival only in the urban population
(Fig 2b). Lower abundance of C. albicans and higher abundance of E. coli/Shigella spp. near
hatching (PC3 from day 18 abundance; S4 Table) was positively related with nestling survival
in the urban population but negatively so in the rural population (Fig 2c). Lower initial abun-
dance of total bacteria and greater increase in total bacterial load and the abundance of surfac-
tin-producing Bacillus spp. (PC2 from day 3 and A abundance) was positively related with
nestling survival in the urban population but negatively so in the rural population (Fig 2d).

Discussion

Our results show for the first time that urban and rural populations differ in the initial abun-
dance of microbes on the eggs of wild birds and in the changes in composition of microbial
flora during incubation. We found that magpie eggs in the urban population harboured
greater abundance of E. coli/Shigella spp. before incubation than eggs in the rural population.
During incubation, there was a greater increase in the abundance of total bacteria but a greater
decrease in the abundance of C. albicans on urban magpie eggs, whereas E. coli/Shigella spp.
abundance increased on rural magpie eggs. Considering that incubation keeps the surface of
the eggshell warm and dry [22, 25], and many microbes, including those that were examined
in our study, show optimal growth in warmer and humid conditions [17, 69-71], the fact that
the abundance of E. coli/Shigella spp. increased whereas that of surfactin-producing Bacillus

Table 3. Changes in microbial abundance. Results of Wilcoxon signed-rank tests on the changes in micro-
bial loads. The change in microbial loads was calculated by subtracting microbial load at day 3 from that at
day 18; thus positive signed-rank value mean increases in microbial loads during incubation and vice versa.

Microbial entity Naturally incubated magpie eggs (n = 31)

Rural (n =14) Urban (n =17)
S P S P
Total bacteria 6.5 0.715 47.5 0.023
Escherichia coli/Shigella spp. 40.5 0.009 -6.5 0.782
Surfactin-producing Bacillus spp. -23.5 0.153 -31.5 0.145
Candida albicans -42.5 0.005 -62.5 0.002
https://doi.org/10.1371/journal.pone.0185411.t1003
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Table 4. Microbial abundance, hatching success and nestling survival. The relationships between population and microbial abundance on the hatching

success and the nestling survival.

Response variable Stage considered for PC extraction Variable Estimate+SE df a P
Hatching success Day 3 Population Rural: 0.577+0.330 1 14.62 0.000
Urban: -0.648+0.225
PCA 0.266+0.113 1 5.75 0.017
Day 18 Population Rural: 0.392+0.287 1 9.42 0.002
Urban: -0.480+0.204
Day 3and A Population Rural: 0.536+0.325 1 12.84 0.000
Urban: -0.600+£0.218
PCA 0.174+0.092 1 3.51 0.061
Nestling Survival Day 3 Population 1 0.24 0.624
PC3 1 6.38 0.012
Population x PC3 Rural: 0.099+0.711 1 4.89 0.027
Urban: 1.524+0.605
Day 18 Population Rural: -0.764 +0.689 1 10.40 0.001
Urban: 1.219+£0.427
PC3 1 12.74 0.000
Population x PC3 Rural: -7.345+2.278 1 25.60 0.000
Urban: 0.638+0.559
PC2 -0.623+0.275 1 6.12 0.013
Day 3and A Population 1 1.47 0.226
PC2 1 0.21 0.649
Population x PC2 Rural: 0.607+0.474 1 5.23 0.022
Urban: -0.399+0.274
PC3 -0.607+0.217 1 8.21 0.004

https://doi.org/10.1371/journal.pone.0185411.t1004

spp. and C. albicans decreased during the incubation suggests three, not exclusive, possibilities;

(i) the interaction between the microbes shaped the changes in the microbial abundance on

the eggshell; (ii) eggshell surfaces are exposed more or longer to some microbes than the others

(e.g. some Bacillus that are present in the feathers may have more chances to be transmitted to
eggshell from the feathers of incubating mothers than other microbes); and/or (iii) the condi-
tions that are optimal for the growth of these microbes differ slightly. Before the onset of full
incubation, the abundance of the three types of microbes was positively related with the ambi-
ent temperature, but during the incubation this relationship disappears except surfactin-pro-

ducing Bacillus spp.; change in average temperature during incubation was positively related
with the change in the abundance of total bacteria and surfactin-producing Bacillus spp. Based
on the minimum water activity level for the growth of the microbes, we can expect that Bacillus
(B. subtilis, as the representatives of surfactin-producing Bacillus spp., a,, = 0.91) and C. albi-
cans (a,, = 0.88) may grow better on incubated (thus dried) eggshells than E. coli (a,, = 0.95)
[72]. However, what we observed is that both surfactin-producing Bacillus spp. and C. albicans

decreased whereas E. coli/Shigella spp. increased during incubation. The discrepancy between

this expectation and what was observed indicates that the third possibility cannot be solely
responsible for the changes in microbial abundance on magpie eggshells during incubation.
Despite the greater reduction in C. albicans and the lower increase in E. coli/Shigella spp. on

urban magpie eggs during the incubation, hatching success of the urban magpie eggs was gen-
erally lower than that of the rural magpie eggs. This suggests that C. albicans and E. coli/Shigella
spp. might not negatively affect hatching success at the level of abundance found in our study.
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Fig 2. Microbial abundance, hatching success and nestling survival. Relationship between microbial abundance and hatching

success (a) and nestling survival (b)—(d). Open circles (fitted values marked with dashed lines) and closed circles (fitted values marked
with solid lines) denote the responses of the rural and urban areas respectively. For microbial abundance, principal components (PCs)
extracted from day 3 abundance, day 18 abundance, or day 3 and A abundance were used (see Statistical analyses).

https://doi.org/10.1371/journal.pone.0185411.9002

Currently there is no real-time PCR-based estimation on the abundance of C. albicans and E.
coli/Shigella spp. that cause embryo mortality in wild birds. Considering that E. coli abundance
ranges from 5-6 log;, copies/g in healthy chicken guts [73], and ~1.87 log;, copies/g in healthy
chicken faeces [74], the abundance of E. coli/Shigella spp. detected in our study (~0.6 log;, cop-
ies/cm?) seems very low, although a direct comparison is difficult due to the difference in the
units. A small increase in E. coli/Shigella spp. or C. albicans abundance may not be harmful,
but rather beneficial to hatching success, as these organisms can directly or indirectly inhibit
the growth of more pathogenic microbes. Indeed, we found that the initial abundance of C.
albicans and the associated abundance of E. coli/Shigella spp. (PC1 from day 3 abundance) was
positively related to hatching success, and this effect was independent of the effect of popula-
tion. Even though there are pathogenic strains of E. coli, some strains of E. coli produce
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bacteriocins [75]. Alternatively, small increase in the abundance of microbes may not neces-
sarily impair but rather stimulate the immune system of embryos. Currently we cannot discern
how this positive relationship between microbial abundance and hatching success is formed.

Overall (not population-specific) nestling survival was more related with the abundance of
surfactin-producing Bacillus spp. and C. albicans, than that of E. coli/Shigella spp. or total bac-
terial load. Greater initial abundance of surfactin-producing Bacillus spp. and greater increase
of C. albicans during incubation (PC3 of day 3 and A abundance) and thus the abundance of
these two microbes near the end of the incubation (PC2 of day 18 abundance) were negatively
related to nestling survival. This result implies that (i) eggshell microbes may have more long-
term effects than previously recognized, and (ii) their short-term effects may be different from
long-term effects.

In addition to this relationship, we found that microbial abundance on eggshells differen-
tially relates with nestling survival in rural and urban populations. As far as we know, this is
the first report on such case. In the urban population, nestling survival was greater with lower
initial abundance and greater increase of surfactin-producing Bacillus spp. during incubation,
lower total bacterial load and higher C. albicans abundance before incubation, and lower C.
albicans abundance and higher E. coli/Shigella spp. abundance near hatching. In the rural pop-
ulation, nestling survival was greater with higher total bacterial load before incubation, lower
increase in the abundance of surfactin-producing Bacillus spp. during incubation, and higher
C. albicans abundance and lower E. coli/Shigella spp. abundance near hatching. In our data,
not only the initial abundance of these three types of microbes were positively correlated with
one another but also the initial abundance of one was related with the change in the abundance
of the others (initial E. coli/Shigella spp. abundance was negatively related with the change in
the abundance of surfactin-producing Bacillus spp. and C. albicans; initial C. albicans load was
positively related with the change in the abundance of E. coli/Shigella spp.). Interactions
between these microbes have been reported, albeit not specifically in birds. For instance, C.
albicans and E. coli exhibit a cooperative interaction wherein E. coli enhances adhesion of C.
albicans [76]. Bacillus subtilis, as the representative of surfactin-producing Bacillus, and E. coli
can produce bacteriocins against each other [75], and co-existence with E. coli can promote
sporulation of B. subtilis [77]. Bacillus subtilis can also show antifungal effects against C. albi-
cans [78]. Thus, it is likely that the strength and dynamics of the interaction among the
microbes on the magpie eggshells differ between urban versus rural environments, which
might be responsible for the difference in the relationship between microbial abundance and
nestling mortality in these two environments.

How the difference in microbial abundance on the magpie eggshell is formed between
urban and rural environments remains to be studied. Among the three types of microbes that
were studied in this study, greater increase in E. coli/Shigella spp. abundance on rural magpie
eggs may have been the result of greater exposure of rural magpies to E. coli during foraging.
In Norway, faecal waste from domestic animals is spread on farmland areas every spring as a
natural fertilizer (M. Husby, pers. obs). Similarly, C. albicans and some surfactin-producing
Bacillus are found in the soil [55, 56, 79]. Especially, some surfactin-producing Bacillus such as
B. subtilis and B. licheniformis are known to be present in the feathers [56, 57], and they could
be transferred to the eggshell from the feathers on the mother’s belly that directly make contact
with eggshell. However, in our results, the abundance of surfactin-producing Bacillus spp. did
not differ between urban and rural magpie eggs. Moreover, if mother’s plumage is an impor-
tant source for surfactin-producing Bacillus, their abundance should increase with incubation,
which was the opposite to what we found. We believe future studies on the eggshell microbes
should investigate the interaction of microbes, because the incubation and/or environmental
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factors such as urbanization or climate condition can influence the dynamic interactions
among the microbes on the eggshell.

Although we examined only one pair of urban-rural populations, the difference in breeding
success that we detected is consistent with previous studies on magpies [80, 81]. Recently, the
impact of urbanization on the clutch size and laying date of four species of small hole-nesting
birds was thoroughly examined [82] and this study proposed many factors for the difference in
birds’ breeding in the environment with varying degree of urbanization. Our results add
another factor: microbial abundance that may influence hatching success and nestling survival.
Whether the differences in eggshell microbial abundance between urban and rural populations
of wild birds that we observed in this study can be generalized to other urban-rural habitat
pairs or urban-rural gradients can be determined only after more rigorous studies are con-
ducted. Future comparisons between urban and rural areas regarding microbial communities
associated with wildlife should comprise detailed observations or comparisons in order to
determine the differences in microbial sources and should also collect more samples from
urban-rural gradients. In addition, for a better comparison between incubated and non-incu-
bated eggs, one might consider blocking the entry of the parents in order to remove the effect
of incubation while keeping the natural microbial community on the eggshells intact.

Supporting information

S1 Table.
(XLSX)

S2 Table.
(DOCX)

S3 Table.
(DOCX)

S$4 Table.
(DOCX)

S5 Table.
(DOCX)

Acknowledgments

The authors thank Prof. Jongshik Chun for his donation of microbes and logistic help for this
study. We also thank Elisabeth L. Arngy and Nils H. Skum for assistance in the fieldwork,
Ingvild B. Kroglund for preparing the chemicals, and Dr. John Eimes for linguistic help.

Author Contributions

Conceptualization: Sang-im Lee, Magne Husby.

Formal analysis: Sang-im Lee, Hyunna Lee, Piotr G. Jablonski.

Funding acquisition: Sang-im Lee, Jae Chun Choe.

Investigation: Sang-im Lee, Hyunna Lee, Piotr G. Jablonski, Jae Chun Choe, Magne Husby.
Methodology: Piotr G. Jablonski.

Project administration: Jae Chun Choe, Magne Husby.

Resources: Jae Chun Choe.

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 13/17


http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0185411.s001
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0185411.s002
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0185411.s003
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0185411.s004
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0185411.s005
https://doi.org/10.1371/journal.pone.0185411

@° PLOS | ONE

Microbial eggshell abundance in urban vs rural habitats

Validation: Sang-im Lee, Hyunna Lee.

Visualization: Sang-im Lee, Piotr G. Jablonski.

Writing - original draft: Sang-im Lee, Piotr G. Jablonski.

Writing - review & editing: Sang-im Lee, Magne Husby.

References

1.

10.

1.

12.

13.

14.

15.

16.

17.

18.

19.

20.

Marzluff JM, Bowman R, Donnelly R. Avian ecology and conservation in an urbanizing world. New
York: Springer Science + Business Media; 2001.

Grimm NB, Faeth SH, Golubiewski NE, Redman CL, Wu J, Bai X, Briggs JM. Global change and the
ecology of cities. Science 2008; 319: 756—760. https://doi.org/10.1126/science.1150195 PMID:
18258902

Ellis JB. Pharmaceutical and personal care products (PPCPs) in urban receiving waters. Environ Pollut.
2006; 144: 184—189. https://doi.org/10.1016/j.envpol.2005.12.018 PMID: 16500738

Longcore T, Rich C. Ecological light pollution. Front Ecol Environ. 2004; 2: 191-198.

Bradley CA, Altizer S. Urbanization and the ecology of wildlife diseases. Trends Ecol Evol. 2007; 22:
95-102. https://doi.org/10.1016/j.tree.2006.11.001 PMID: 17113678

Giraudeau M, Mousel M, Earl S, McGraw K. Parasites in the city: Degree of urbanization predicts poxvi-
rus and coccidian infections in House Finches (Haemorhous mexicanus). PLoS ONE 2014; 9: e86747.
https://doi.org/10.1371/journal.pone.0086747 PMID: 24503816

Sitko J, Zale$ny G. The effect of urbanization on helminth communities in the Eurasian blackbird ( Tur-
dus merula L.) from the eastern part of the Czech Republic. J Helminthol. 2014; 88: 97—104. https://doi.
org/10.1017/S0022149X12000818 PMID: 23232073

Gregoire A, Faivre B, Heeb P, Cezilly F. A comparison of infestation patterns by Ixodes ticks in urban
and rural populations of the common blackbird Turdus merula. Ibis 2002; 144: 640-645.

Evans K, Gaston KJ, Sharp SP, McGowan A, Simeoni M, Hatchwell BJ. Effects of urbanization on dis-
ease prevalence and age structure in blackbird Turdus merula populations. Oikos 2009; 118: 774—782.

Hamer GL, Lehrer E, Magle SB. Wild birds as sentinels for multiple zoonotic pathogens along an urban
to rural gradient in greater Chicago, lllinois. Zoonoses Public Health 2012; 59: 355-364. https://doi.org/
10.1111/j.1863-2378.2012.01462.x PMID: 22353581

XuHJ, Li S, SudQ, Nie S, Gibson V, Li H, et al. Does urbanization shape bacterial community composi-
tion in urban park soils? A case study in 16 representative Chinese cities based on the pyrosequencing

method. FEMS Microbiol Ecol. 2014; 87(1):182—192. https://doi.org/10.1111/1574-6941.12215 PMID:

24117629

Reese AT, Savage A, Youngsteadt E, McGuire KL, Koling A, Watkins O, et al. Urban stress is associ-
ated with variation in microbial species composition—but not richness—in Manhattan. ISME J. 2016;
10(3): 751-760. https://doi.org/10.1038/ismej.2015.152 PMID: 26394011

YanB, LiJ, XizoN, Qi Y, Fu G, Liu G, et al. Urban-development-induced changes in the diversity and
composition of the soil bacterial community in Beijing. Sci Rep. 2016; 6: 38811. https://doi.org/10.1038/
srep38811 PMID: 27934957

Cook MI, Beissinger SR, Toranzos GA, Rodriguez RA, Arendt WJ. Trans-shell infection by pathogenic
micro-organisms reduces the shelf life of non-incubated bird’s eggs: a constraint on the onset of incuba-
tion? Proc R Soc Biol. 2003; 270: 2233-2240.

Cook M, Beissinger SR, Toranzos GA, Rodriguez RA, Arendt WJ. Microbial infection affects egg viabil-
ity and incubation behavior in a tropical passerine. Behav Ecol. 2005; 16: 30—36.

Hansen CM, Brandt WM, Van Hemert C, Hare RF, Hueffer K. Microbial infections are associated with
embryo mortality in Arctic-nesting geese. Appl Environ Microbiol. 2015; 81: 5583-5592. https://doi.org/
10.1128/AEM.00706-15 PMID: 26048928

Bruce J, Drysdale EM. Trans-shell transmission. In: Board RG, Fuller R, editors. Microbiology of the
avian egg. London: Chapman and Hall; 1994. pp 63-91.

Pinowski J, Barkowska M, Kruszewicz AH, Kruszewicz AG. The causes of the mortality of eggs and
nestlings of Passerspp. J Bioscience 1994; 19: 441—-451.

Cook M, Beissinger SR, Toranzos GA, Arendt WJ. Incubation reduces microbial growth on eggshells
and the opportunity for trans-shell infection. Ecol Lett. 2005; 85: 532-537.

Javurkova V, Albrecht T, Mrazek J, Kreisinger J. Effect of intermittent incubation and clutch covering on
the probability of bacterial trans-shell infection. Ibis 2014; 156: 374-386.

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 14/17


https://doi.org/10.1126/science.1150195
http://www.ncbi.nlm.nih.gov/pubmed/18258902
https://doi.org/10.1016/j.envpol.2005.12.018
http://www.ncbi.nlm.nih.gov/pubmed/16500738
https://doi.org/10.1016/j.tree.2006.11.001
http://www.ncbi.nlm.nih.gov/pubmed/17113678
https://doi.org/10.1371/journal.pone.0086747
http://www.ncbi.nlm.nih.gov/pubmed/24503816
https://doi.org/10.1017/S0022149X12000818
https://doi.org/10.1017/S0022149X12000818
http://www.ncbi.nlm.nih.gov/pubmed/23232073
https://doi.org/10.1111/j.1863-2378.2012.01462.x
https://doi.org/10.1111/j.1863-2378.2012.01462.x
http://www.ncbi.nlm.nih.gov/pubmed/22353581
https://doi.org/10.1111/1574-6941.12215
http://www.ncbi.nlm.nih.gov/pubmed/24117629
https://doi.org/10.1038/ismej.2015.152
http://www.ncbi.nlm.nih.gov/pubmed/26394011
https://doi.org/10.1038/srep38811
https://doi.org/10.1038/srep38811
http://www.ncbi.nlm.nih.gov/pubmed/27934957
https://doi.org/10.1128/AEM.00706-15
https://doi.org/10.1128/AEM.00706-15
http://www.ncbi.nlm.nih.gov/pubmed/26048928
https://doi.org/10.1371/journal.pone.0185411

@° PLOS | ONE

Microbial eggshell abundance in urban vs rural habitats

21.

22,

23.

24,

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.
35.

36.

37.

38.

39.

40.

41.

42,

Shawkey MD, Firestone MK, Brodie EL, Beissinger SR. Avian incubation inhibits growth and diversifica-
tion of bacterial assemblages on eggs. PLoS ONE 2009; 4: e4522. hitps://doi.org/10.1371/journal.
pone.0004522 PMID: 19225566

D’Alba L, Oborn A, Shawkey MD. Experimental evidence that keeping eggs dry is a mechanism for the
antimicrobial effects of avian incubation. Naturwissenschaften 2010; 97: 1089-1095. https://doi.org/10.
1007/s00114-010-0735-2 PMID: 21057768

Ruiz-de-Castafieda R, Vela Al, Lobato E, Briones V, Moreno J. Bacterial loads on eggshells of the pied
flycatcher: environmental and maternal factors. The Condor 2011; 113: 200—208.

Lee WY, Kim M, Jabtoriski PG, Choe JC, Lee S-I. Effect of incubation on bacterial communities of egg-
shells in a temperate bird, the Eurasian Magpie (Pica pica). PLoS ONE 2014; 9: e103959. https://doi.
org/10.1371/journal.pone.0103959 PMID: 25089821

Ruiz-De-Castafieda R, Vela Al, Gonzélez-Braojosa S, Briones V, Moreno J. Drying eggs to inhibit bac-
teria: Incubation during laying in a cavity nesting passerine. Behav Proc. 2011; 88: 142—-148.

Barrow PA. The microflora of the alimentary tract and avian pathogens: translocation and vertical trans-
mission. In: Board RG, Fuller R, editors. Microbiology of the avian egg. London: Chapman and Hall;
1994. pp 117-136.

Gantois |, Ducatelle R, Pasmans F, Haesebrouck F, Gast R, Humphrey TJ, et al. Mechanisms of egg
contamination by Salmonella enteritidis. FEMS Microbiol Rev. 2009; 33: 718-738. https://doi.org/10.
1111/1.1574-6976.2008.00161.x PMID: 19207743

Soler JJ, Martin-Vivaldi M, Peralta-Sanchez JM, Ruiz-Rodriguez M. Antibiotic-producing bacteria as a
possible defence of birds against pathogenic microorganisms. Open Ornithol J. 2010; 3: 93—100.

Brandl HB, van Dongen WFD, Darolova A, Kristofik J, Majtan J, Hoi H. Composition of bacterial assem-
blages in different components of reed warbler nests and a possible role of egg incubation in pathogen
regulation. PLoS ONE 2014; 9: e114861. https://doi.org/10.1371/journal.pone.0114861 PMID:
25493434

Peralta-Sanchez JM, Mgller AP, Martin-Platero AM, Soler JJ. Number and colour composition of nest
lining feathers predict eggshell bacterial community in barn swallow nests: an experimental study.
Funct Ecol. 2010; 24: 426—-433.

Peralta-Sanchez JM, Soler JJ, Martin-Platero AM, Knight R, Martinez-Bueno M, Mgller AP. Eggshell
bacterial load is related to antimicrobial properties of feathers lining barn swallow nests. Microb Ecol.
2014; 67:480-487. hitps://doi.org/10.1007/s00248-013-0338-5 PMID: 24317898

Birkhead T. The magpies: the ecology and behaviour of black-billed and yellow-billed magpies. London:
T & AD Poyser; 1991.

Jerzak L. Synurbanization of the magpie in the Palearctic. In: Marzluff JM, Bowman R, Donnelly R, edi-
tors. Avian ecology and conservation in an urbanizing world. New York: Springer Science + Business
Media; 2001. pp 403—425.

Bakken V, Runde O, Tjgrve E. Norsk ringmerkingsatlas, Vol 2. Stavanger: Stavanger Museum; 2006.

Cramp S, Perrins CM. The birds of the Western Palearctic Vol VIIl. Oxford: Oxford University Press:
1994.

Lee WY, Lee K-H, Chun J, Choe JC, Jablonski PG, Lee S-I. Comparison of a culture-based and a PCR-
based methods for estimating bacterial abundance on eggshells, with comments on statistical analyses.
J Field Ornithol. 2013; 84: 304-315.

Soler JJ, Peralta-Sanchez JM, Martinez-Bueno M, Martin-Vivaldi M, Martin-Galvez D, Vela Al, et al.
Brood parasitism is associated with increased bacterial contamination of host eggs: bacterial loads of
host and parasitic eggs. Biol J Linnean Soc. 2011; 103: 836-848.

Narushin VG. The avian egg: geometrical description and calculation of parameters J Agr Eng Res.
1997; 68:201-205.

Schuppler M, Létzsch K, Waidmann M, Autenrieth IB. An abundance of Escherichia coliis harbored by
the mucosa-associated bacterial flora of interleukin-2-deficient mice. Infect. Immun. 2004; 72: 1983—
1990. https://doi.org/10.1128/1A1.72.4.1983-1990.2004 PMID: 15039318

Maheux AF, Picard FJ, Boissinot M, Bissonnette L, Paradis S, Bergeron MG. Analytical comparison of
nine PCR primer sets designed to detect the presence of Escherichia coli/Shigellain water samples.
Water Res. 2009; 43: 3019-3028. https://doi.org/10.1016/j.watres.2009.04.017 PMID: 19482328

Huang Y-L, Chassard C, Hausmann M, von Itzstein M, Hennet T. Sialic acid catabolism drives intestinal
inflammation and microbial dysbiosis in mice. Nature Communications 2015; 6: 8141. https://doi.org/
10.1038/ncomms9141 PMID: 26303108

Abbas M, Emonet S, Kéhler T, Renzi G, van Delden C, Schrenzel J, et al. Ecthyma gangrenosum:
Escherichia coli or Pseudomonas aeruginosa? Frontiers in Microb. 2017; 30: 953.

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 15/17


https://doi.org/10.1371/journal.pone.0004522
https://doi.org/10.1371/journal.pone.0004522
http://www.ncbi.nlm.nih.gov/pubmed/19225566
https://doi.org/10.1007/s00114-010-0735-2
https://doi.org/10.1007/s00114-010-0735-2
http://www.ncbi.nlm.nih.gov/pubmed/21057768
https://doi.org/10.1371/journal.pone.0103959
https://doi.org/10.1371/journal.pone.0103959
http://www.ncbi.nlm.nih.gov/pubmed/25089821
https://doi.org/10.1111/j.1574-6976.2008.00161.x
https://doi.org/10.1111/j.1574-6976.2008.00161.x
http://www.ncbi.nlm.nih.gov/pubmed/19207743
https://doi.org/10.1371/journal.pone.0114861
http://www.ncbi.nlm.nih.gov/pubmed/25493434
https://doi.org/10.1007/s00248-013-0338-5
http://www.ncbi.nlm.nih.gov/pubmed/24317898
https://doi.org/10.1128/IAI.72.4.1983-1990.2004
http://www.ncbi.nlm.nih.gov/pubmed/15039318
https://doi.org/10.1016/j.watres.2009.04.017
http://www.ncbi.nlm.nih.gov/pubmed/19482328
https://doi.org/10.1038/ncomms9141
https://doi.org/10.1038/ncomms9141
http://www.ncbi.nlm.nih.gov/pubmed/26303108
https://doi.org/10.1371/journal.pone.0185411

@° PLOS | ONE

Microbial eggshell abundance in urban vs rural habitats

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

Foster G, Ross HM, Pennycott TW, Hopkins GF, McLaren IM. Isolation of Escherichia coliO86:K61 pro-
ducing cyto-lethal distending toxin from wild birds of the finch family. Lett Appl Microbiol. 1998; 26:
395-398. PMID: 9717307

Dho-Moulin M, Fairbrother JM. Avian pathogenic Escherichia coli(APEC). Vet Res. 1999; 30: 299—
316. PMID: 10367360

Babaca ZAL. Epidemiological and bacteriological studies on dead-in-shell embryos. J Veterinar Sci
Technol. 2014; 5:170.

Oh JY, Kang MS, Yoon H, Choi HW, An BK, Shin EG, et al. The embryo lethality of Escherichia coliiso-
lates and its relationship to the presence of virulence-associated genes. Poult Sci. 2012; 91 (2): 370—
375. https://doi.org/10.3382/ps.2011-01807 PMID: 22252350

Brittingham MC, Temple SA, Duncan RM. A survey of the prevalence of selected bacteria in wild birds.
J Wild Dis. 1988; 24:299-307.

Garlach H. Bacteria. In: Ritchie BW, Harrison GJ, Harrison LR, editors. Avian medicine: Principles and
application. Lake Worth: Wingers Publishing Inc.; 1994. pp 949-983.

Brenner DJ. Family | Enterobacteriaceae Rhan (1937). In: Krieg NR, Holt JG, editors. Bergey’s manual
of systematic bacteriology, vol. 1. Baltimore: The Williams & Williams Co.; 1984. pp. 410—-411

Paradis S, Boissinot M, Paquette N, Bélanger SD, Martel EA, Boudreau DK, et al. Phylogeny of the
Enterobacteriaceae based on genes encoding elongation factor Tu and F-ATPase betasubunit. Int J
Syst Evol Microbiol. 2005; 55: 2013-2025. https://doi.org/10.1099/ijs.0.63539-0 PMID: 16166704

Shen HH, Thomas RK, Penfold J, Fragneto G. Destruction and solubilization of supported phospholipid
bilayers on silica by the biosurfactant surfactin. Langmuir 2010; 26: 7334—7342. https://doi.org/10.
1021/la904212x PMID: 20112935

Deleu M, Lorent J, Lins L, Brasseur R, Braun N, El Kirat K, et al. Effects of surfactin on membrane mod-
els displaying lipid phase separation. Biochim Biophys Acta 2013; 1828: 801-815. https://doi.org/10.
1016/j.bbamem.2012.11.007 PMID: 23159483

Hsieh F-C, Li M-C, Lin T-C, Kao S-S. Rapid detection and characterization of surfactin-producing Bacil-
lus subtilis and closely related species based on PCR. Curr Microbiol. 2004; 49: 186—199. https://doi.
org/10.1007/s00284-004-4314-7 PMID: 15386102

Porob S, Nayak S, Fernandes A, Padmanabhan P, Patil BA, Meena RM, et al. PCR screening for the
surfactin (sfp) gene in marine Bacillus strains and its molecular characterization from Bacillus tequilen-
sisNIOS11. Turk J Biol. 2013; 37:212-221.

Van Dij JM, Hecker M. Bacillus subtilis: from soil bacterium to super-secreting cell factory. Microb Cell
Factories 2013; 12:3

Jeong JH, Jeon YD, Lee OM, Kim JD, Lee NR, Park GT, et al. Characterization of a multifunctional
feather-degrading Bacillus subtilis isolated from forest soil. Biodegradation 2010; 21(6):1029—40.
https://doi.org/10.1007/s10532-010-9363-y PMID: 20454836

Burtt EHJ, Ichida JM. Occurrence of feather-degrading bacilli in the plumage of birds. Auk 1999; 116:
364-372.

Stein T. Bacillus subtilis antibiotics: structures, syntheses and specific functions. Mol Microbiol. 2005;
56: 845-857. https://doi.org/10.1111/1.1365-2958.2005.04587.x PMID: 15853875

Bauck L. Mycoses. In: Ritchie BW, Harrison GJ, Harrison LR, editors. Avian medicine: principles and
application. Florida: Wingers Publishing; 1994. pp. 998—1006.

Brown CC, Baker DC, Barker IK. Mycotic diseases of the gastrointestinal tract. In: Maxie MG, editor.
Jubb, Kennedy, and Palmer’s pathology of domestic animals Vol 2. Philadelphia: Saunders Elsevier;
2007. pp. 229-231.

Jacobsen ID, GroB3e K, Berndt A, Hube B. Pathogenesis of Candida albicans infections in the alternative
chorio-allantoic membrane chicken embryo model resembles systemic murine infections. PLoS ONE
2011; 6:e19741. https://doi.org/10.1371/journal.pone.0019741 PMID: 21603634

Whelan JA, Russell NB, Whelan MA. A method for the absolute quantification of cDNA using real-time
PCR. J Immunol Methods 2003; 278: 261-269. PMID: 12957413

Higgins JJ, Blair RC, Tashtoush S. The aligned rank transform procedure. Proceedings of the Confer-
ence on Applied Statistics in Agriculture 1990; 185-195.

Higgins JJ, Tashtoush S. An aligned rank transform test for interaction. Nonlinear World 1994; 1: 201-
211.

Lee WY, Lee K-H, Chun J, Choe JC, Jablonski PG, Lee S-I. Comparison of a culture-based and a PCR-
based methods for estimating bacterial abundance on eggshells, with comments on statistical analyses.
J Field Ornithol. 2013; 84: 304-315.

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 16/17


http://www.ncbi.nlm.nih.gov/pubmed/9717307
http://www.ncbi.nlm.nih.gov/pubmed/10367360
https://doi.org/10.3382/ps.2011-01807
http://www.ncbi.nlm.nih.gov/pubmed/22252350
https://doi.org/10.1099/ijs.0.63539-0
http://www.ncbi.nlm.nih.gov/pubmed/16166704
https://doi.org/10.1021/la904212x
https://doi.org/10.1021/la904212x
http://www.ncbi.nlm.nih.gov/pubmed/20112935
https://doi.org/10.1016/j.bbamem.2012.11.007
https://doi.org/10.1016/j.bbamem.2012.11.007
http://www.ncbi.nlm.nih.gov/pubmed/23159483
https://doi.org/10.1007/s00284-004-4314-7
https://doi.org/10.1007/s00284-004-4314-7
http://www.ncbi.nlm.nih.gov/pubmed/15386102
https://doi.org/10.1007/s10532-010-9363-y
http://www.ncbi.nlm.nih.gov/pubmed/20454836
https://doi.org/10.1111/j.1365-2958.2005.04587.x
http://www.ncbi.nlm.nih.gov/pubmed/15853875
https://doi.org/10.1371/journal.pone.0019741
http://www.ncbi.nlm.nih.gov/pubmed/21603634
http://www.ncbi.nlm.nih.gov/pubmed/12957413
https://doi.org/10.1371/journal.pone.0185411

@° PLOS | ONE

Microbial eggshell abundance in urban vs rural habitats

66.

67.

68.
69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

Salter KC, Fawcett RF. The ART test of interaction: A robust and powerful rank test of interaction in fac-
torial models. Comm Stat-Simul C. 1993; 22: 137-153.

Wobbrock JO, Findlater L, Gergle D, Higgins JJ. The Aligned Rank Transform for nonparametric facto-
rial analyses using only ANOVA procedures. Proceedings of the ACM Conference on Human Factors in
Computing Systems 2011; 143-146.

Crawley MJ. GLM for ecologists. Oxford: Blackwell; 1993.

Mackenzie DW. Effect of relative humidity on survival of Candida albicans and other yeasts. Appl Micro-
biol. 1971; 22(4): 678—-682. PMID: 4943276

Wang J, Membré J-M, Ha S-D, Bahk G-J, Chung M-S, Chun H-S, et al. Modeling the combined effect of
temperature and relative humidity on Escherichia coli O157:H7 on lettuce. Food Sci Biotechnol. 2012;
21: 859-865.

Madigan MT, Martinko JM, Dunlap PV, Clark DP. 2005. Brock biology of microorganisms. Benjamin
Cummings, New York.

Fontana AJ Jr. Appendix D: Minimum water activity limits for growth of microorganisms. In: Barbosa-
Canovas GV, Fontana AJ Jr., Schmidt SJ, Labuza TP, editors. Water activity in foods: fundamentals
and applications. Oxford 2007: Blackwell Publishing Ltd. 405 p.

Sun H, Tang JW, Fang CL, Yao XH, Wu YF, Wang X, et al. Molecular analysis of intestinal bacterial
microbiota of broiler chickens fed diets containing fermented cottonseed meal. Poultry Sci. 2013; 92:
392-401.

Marti E, Balcazar JL. Real-Time PCR assays for quantification of gnr genes in environmental water
samples and chicken feces. Appl Environ Microbiol. 2013; 79: 1743—-1745. https://doi.org/10.1128/
AEM.03409-12 PMID: 23275512

Hammami R, Zouhir A, Le Lay C, Ben Hamida J and Fliss |. BACTIBASE second release: a database
and tool platform for bacteriocin characterization, BMC Microbiol. 2010, 10:22. https://doi.org/10.1186/
1471-2180-10-22 PMID: 20105292

Levision ME, Pitsakis PG. Susceptibility to experimental Candida albicans uninary tract infection in the
rat. J Infect Dis. 1987; 155: 841-846. PMID: 3549921

Grandchamp GM., Caro L, Shank EA. Pirated siderophores promote sporulation in Bacillus subtilis.
App Environ Microbiol. 2017; 83: e03293-16.

Zhao C, Lv X, Fu J, He C, Hua H, Yan Z. In vitro inhibitory activity of probiotic products against oral Can-
dida species. J Appl Microbiol. 2016; 121:254—262. https://doi.org/10.1111/jam.13138 PMID:
26999745

Ajello L. Soil as natural reservoir for human pathogenic fungi. Science 1956; 123: 876-879. PMID:
13324104

Eden SF. The comparative breeding biology of magpies Pica pica in an urban and a rural habitat (Aves:
Corvidae). J Zool. 1985; 205: 325-334.

Antonov A, Atanasova D. Small-scale differences in the breeding ecology of urban and rural magpies
Pica pica. Ornis Fennica 2003; 80: 21-30.

Vaugoyeau M, Adriaensen F, Artemyev A, Banbura J, Barba E, Biard C, et al. Interspecific variation in
the relationship between clutch size, laying date and intensity of urbanization in four species of hole-
nesting species. Ecol Evol. 2016; 6: 5907-5920. https://doi.org/10.1002/ece3.2335 PMID: 27547364

Einen J, Thorseth IH, Ovreas L. Enumeration of Archaea and Bacteria in seafloor basalt using real-time
quantitative PCR and fluorescense microscopy. FEMS Microbiol Lett. 2008; 282: 182—-187. https://doi.
org/10.1111/j.1574-6968.2008.01119.x PMID: 18355287

Heijnen L, Medema G. Quantitative detection of E. coli, E. coliO157 and other shiga toxin producing E.
coli in water samples using a culture method combined with real-time PCR. J Water Health 2006; 4:
487-498. PMID: 17176819

Fujita S-1, Lasker BA, Lott TJ, Reiss E, Morrison CJ. Microtitration plate enzyme immunoassay to detect
PCR-amplified DNA from Candida species in blood. J Clin Microbiol 1995; 33: 962—-967. PMID:
7790469

Ahmad S, Khan Z, Mustafa AS, Khan ZU. Seminested PCR for diagnosis of Candidemia: comparison
with culture, antigen detection, and biochemical methods for species identification. J Clin Microbiol
2002; 40: 2483-2489. https://doi.org/10.1128/JCM.40.7.2483-2489.2002 PMID: 12089267

PLOS ONE | https://doi.org/10.1371/journal.pone.0185411 September 27,2017 17/17


http://www.ncbi.nlm.nih.gov/pubmed/4943276
https://doi.org/10.1128/AEM.03409-12
https://doi.org/10.1128/AEM.03409-12
http://www.ncbi.nlm.nih.gov/pubmed/23275512
https://doi.org/10.1186/1471-2180-10-22
https://doi.org/10.1186/1471-2180-10-22
http://www.ncbi.nlm.nih.gov/pubmed/20105292
http://www.ncbi.nlm.nih.gov/pubmed/3549921
https://doi.org/10.1111/jam.13138
http://www.ncbi.nlm.nih.gov/pubmed/26999745
http://www.ncbi.nlm.nih.gov/pubmed/13324104
https://doi.org/10.1002/ece3.2335
http://www.ncbi.nlm.nih.gov/pubmed/27547364
https://doi.org/10.1111/j.1574-6968.2008.01119.x
https://doi.org/10.1111/j.1574-6968.2008.01119.x
http://www.ncbi.nlm.nih.gov/pubmed/18355287
http://www.ncbi.nlm.nih.gov/pubmed/17176819
http://www.ncbi.nlm.nih.gov/pubmed/7790469
https://doi.org/10.1128/JCM.40.7.2483-2489.2002
http://www.ncbi.nlm.nih.gov/pubmed/12089267
https://doi.org/10.1371/journal.pone.0185411

