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CORRECTION

Correction: RNA-sequencing-based
transcriptome and biochemical analyses of
steroidal saponin pathway in a complete set
of Allium fistulosum—A. cepa monosomic
addition lines

Mostafa Abdelrahman, Magdi El-Sayed, Shusei Sato, Hideki Hirakawa, Shin-ichi Ito,
Keisuke Tanaka, Yoko Mine, Nobuo Sugiyama, Yutaka Suzuki, Naoki Yamauchi,
Masayoshi Shigyo

The ninth author’s name is incorrect. The correct name is: Yutaka Suzuki.
In the Funding section, the first grant number from JSPS KAKENHI is listed incorrectly.
The correct grant number is: 26292020.
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