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Narrow-spectrum antibacterial agents
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While broad spectrum antibiotics play an invaluable role in the treatment of bacterial infections, there are

some drawbacks to their use, namely selection for and spread of resistance across multiple bacterial spe-

cies, and the detrimental effect they can have upon the host microbiome. If the causative agent of the in-

fection is known, the use of narrow-spectrum antibacterial agents has the potential to mitigate some of

these issues. This review outlines the advantages and challenges of narrow-spectrum antibacterial agents,

discusses the progress that has been made toward developing diagnostics to enable their use, and de-

scribes some of the narrow-spectrum antibacterial agents currently being investigated against some of the

most clinically important bacteria including Clostridium difficile, Mycobacterium tuberculosis and several

ESKAPE pathogens.

Introduction

Antimicrobials are arguably one of the greatest success stories
in the history of medicine, and the advent of the antibiotic
era with the availability of effective, non-toxic broad-spectrum
antibiotics brought immeasurable benefits. The ability to
treat infections early, without identification of the causative
agent, resulted in the saving of countless lives and enabled
many avenues of modern medicine such as surgery, prema-
ture infant care, organ transplantation, and cancer chemo-
therapy.1 However, rising antibiotic resistance is rapidly
eroding these benefits, and in 2014 the World Health
Organization (WHO) warned that a post-antibiotic era is a
very real possibility.2 If antibiotic resistance continues to rise
at the current rate, it is estimated that by 2050, antibiotic re-
sistant infections will account for over 10 million deaths an-
nually and cost the global economy up to 100 trillion USD.3,4

Tackling the antibiotic resistance crisis will require a multi-
faceted approach that includes improvements in antibiotic
stewardship,4 the development of novel antibiotics, the devel-
opment of alterative therapeutics such as host-directed thera-
pies and anti-virulence drugs,5 and the development of
adjuvants that suppress bacterial resistance mechanisms.6

Another part of this antibacterial strategy may include the de-
velopment of narrow-spectrum antibacterial agents, i.e. agents
that are genus or species specific. In this review we discuss
the advantages and challenges to this strategy, summarize the
progress that has been made toward developing diagnostics
to enable this concept, and describe some of the research ave-
nues that have been investigated toward the identification of

narrow-spectrum and pathogen-specific antibacterial agents.
This review is not meant to be comprehensive, but rather to
highlight some of the recent advances in this field, including:
small molecule approaches, the use of bacteriocins and anti-
microbial peptides, and touch on the development of bacteri-
ophage and monoclonal antibody therapeutics.

Advantages of narrow-spectrum anti-
bacterial agents

The overwhelming majority of compounds used to treat bac-
terial infections have activity against multiple species, and
alongside the vast benefits this brings, there lie a number of
drawbacks to the use of broad-spectrum antibiotics. Perhaps
the most obvious drawback to the use of broad-spectrum
antibiotics is selection for resistance, which can occur in
both the causative agent of the infection being treated, as
well as in other bacteria, both pathogenic and non-patho-
genic, that are exposed to the antibiotic. Selection for resis-
tance in non-pathogenic commensal bacteria can still have
detrimental consequences, as these bacteria can act as a res-
ervoir for resistance genes that can persist for years and sub-
sequently be transferred to pathogenic bacteria.7

Another disadvantage of the use of indiscriminate broad-
spectrum antibiotics is the deleterious effect they can have
upon the host microbiome. These effects are not limited to
the duration of antibiotic treatment, as even short-term
(seven-day) antibiotic exposure has been shown to result in
an altered makeup of the gut microbiota up to two years
post-treatment.8 In cases of repeated antibiotic exposure, it is
possible that the microbiota may never return to its initial
composition.9 Disruption of the microbiome can affect the
vital role it plays in numerous functions including: nutrient
supply, vitamin production, and protection from
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pathogens.10 Some of the disparate array of health problems
associated with disruption of these functions include: in-
creased susceptibility to infectious disease11 (particularly col-
onization by Clostridium difficile),12 metabolic disorders such
as obesity and diabetes,13,14 asthma,14 irritable bowel syn-
drome,15 and immune disorders such as allergies.16 Exposure
to broad-spectrum antibiotics during infancy and early child-
hood is particularly detrimental as the early microbiota lacks
diversity and stability, making it uniquely sensitive to disrup-
tion, and the developing immune system is in part shaped by
the gut microbiota.17 In addition to the gut microbiome, the
complex oral microbiome also plays a key role in maintaining
both oral and systemic health, and its disruption has been
linked to an array of health issues including respiratory, car-
diovascular, and cerebrovascular diseases.18

The development of narrow-spectrum antibiotics that do
not select for cross-resistance in non-targeted pathogens, and
elicit abrogated or reduced collateral damage upon the host
microbiome, is therefore an attractive approach in the fight
to overcome multidrug-resistant (MDR) bacterial infections.
While such agents may not take the place of prophylactic
therapy, or initial broad-spectrum therapy in the case of a
patient presenting with a life-threatening condition such as
sepsis or pneumonia, a switch to narrow-spectrum antibiotics
would be beneficial following identification of the causative
pathogen. Narrow-spectrum antibiotics could also be utilized
for infections such as: urinary tract infections, abscesses or
skin and soft-tissue infections, and other non-life-threatening
cases, particularly where recurrence is common.

Challenges faced in developing
narrow-spectrum antibacterial agents

There are of course many challenges to the utility of a
narrow-spectrum approach. Perhaps the most significant
challenge is the requirement for rapid, accurate, and sensi-
tive diagnostic assays for the identification of bacterial patho-
gens. Additionally, the clinical adoption of narrow-spectrum
antibiotics will depend upon education of physicians to en-
able a culture shift away from empirical to more tailored
therapy.19 The identification and development of novel
narrow-spectrum antibiotics also faces economic challenges.
Market size for a drug is of course proportional to the preva-
lence of the disease,1 and by definition, narrow-spectrum
antibacterial agents have a more limited application com-
pared to their broad-spectrum counterparts. However, the re-
duced revenue resulting from the smaller number of infec-
tions that can be treated by narrow-spectrum antibacterial
agents may be countered by the potentially longer shelf life
conferred by the reduced rates of resistance. The case could
potentially also be made for higher prices for narrow-
spectrum antibacterial agents, if these agents lead to reduc-
tions in mortality and morbidity along with reductions in the
length of hospitalization. Indeed, in the case of Acinetobacter
baumannii, where mortality rates have been reported to be as
high as 60% in intensive care units (ICU), the case has al-

ready been argued for higher prices for narrow-spectrum
drugs developed against this species.20

A shift to the search for narrow-spectrum or pathogen-
specific antibacterial agents will also require a paradigm shift
within the pharmaceutical industry. Antibiotic discovery in
the pharmaceutical industry for many years centered exclu-
sively on the search for broad-spectrum agents with activity
against multiple Gram-positive and Gram-negative bacterial
species, and compounds that did not meet this metric were
triaged from antibiotic discovery programs.21 Some of these
previously rejected compounds could potentially now serve as
leads for new narrow-spectrum or pathogen-specific discovery
initiatives. Essential to this shift are regulatory changes,22

and the European Medicines Agency (EMA) and the Food and
Drug Administration (FDA) have recently included anti-
bacterial agents that are active against a narrow-spectrum of
MDR-pathogens in a list of treatments that qualify for a
shorter route to registration.23 With the addition of the GAIN
Act and Fast Track incentives, pursuing these compounds
could now be more feasible and profitable than in the past.

Diagnostic tests for the identification
of bacterial pathogens

The availability of broad-spectrum antibiotics meant that for
many years physicians were able to effectively and safely treat
many bacterial infections without the need for a microbiolog-
ical diagnosis. The resultant culture of empiricism mini-
mized the importance of diagnostic clinical microbiology,
and the development of diagnostic tests with the necessary
speed, accuracy, and sensitivity to enable effective narrow-
spectrum therapies (even those previously available such as
antibody therapies) was not widely pursued.1,24 Furthermore,
the increasing prevalence of pathogens that harbor acquired
resistance determinants, such as methicillin-resistant
Staphylococcus aureus (MRSA), and carbapenem-resistant
Enterobacteriaceae (CRE), has led to even broader empiric
treatment regimens in recent years.25 Such regimens often in-
volve “last resort” agents such as glycopeptide, carbapenem,
and polymyxin antibiotics, further exacerbating the emer-
gence and spread of MDR organisms.

With the ever-shrinking number of effective antimicro-
bials resulting from the rise in antibiotic resistance in recent
years however, it has become apparent that the development
of diagnostic tests that can rapidly identify a specific patho-
gen is vital.26 Culture-based methods take long periods of
time, initial cultures take 24–48 h (during which time broad-
spectrum antibiotics are typically initiated), then following
identification of the microbe, antimicrobial susceptibility de-
termination requires another 24–48 h.27 In a 2015 survey of in-
fectious disease practitioners, 31% reported that they believed
patients are treated with incorrect antibiotics during the wait
for blood culture results.28 In addition to long-turnaround
times, culture-based methods also have the potential to return
false-negative results when samples are obtained after antimi-
crobial therapy has begun. Other techniques that have been
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traditionally used alongside culture methods to aid in micro-
bial identification include: Gram-staining, microscopy, the
use of fluorescently labeled monoclonal antibodies, ELISA,
and radiometric detection of labeled metabolites as in the ex-
ample of 14C-labeled carbon dioxide produced in the metabo-
lism of palmitic acid by Mycobacterium tuberculosis. While
these methods are less time consuming than culture-based
methods, they are not any more sensitive, and do not allow
for antimicrobial susceptibility determination.26

In more recent years the improvement of nucleic acid-
based amplification technologies (NAATs) such as polymerase
chain reaction (PCR) and next generation sequencing (NGS),
and the introduction of additional rapid, higher resolution
technologies such as MALDI-TOF mass spectrometry finger-
printing into the clinical diagnostic setting, have transformed
approaches toward pathogen identification.25

NAAT based approaches for pathogen detection are now
ubiquitous in clinical microbiology laboratories, and the
more recent introduction of commercial multiplex PCR as-
says has enabled rapid and specific pathogen detection from
a single specimen. These approaches hold particular promise
for bloodstream infections, as in addition to accelerating
pathogen detection compared to culture-based approaches
(species identification can be achieved within 3–6 h),25 PCR
based approaches allow pathogen detection in cases in which
blood cultures remain negative, cases in which it is difficult
to obtain an adequate volume of blood for culture based
identification, and cases in which empirical antibiotic treat-
ment has already been employed,29 though direct analysis of
blood using PCR-based approaches can be hampered by the
presence of PCR-inhibitors such as iron, heparin, and immu-
noglobulins.25 Additionally, multiplex PCR-based assays that
can detect certain bacterial pathogens implicated in lower re-
spiratory tract infections are also commercially available.25

The major drawback of PCR-based techniques is that DNA
from an organism can be detected even after the organism
has been killed or cleared, so there is a potential for false
positives. Also, since the primers are directed against certain
genes, there is the potential that there could be a mutation
or loss of the gene during infection, especially in antibiotic
resistant determinants that are under evolutionary pressure,
which in turn could provide a false negative.

Traditional sequencing techniques such as capillary
electrophoresis sequencing or pyrosequencing have long
been paired with NAAT based approaches for pathogen iden-
tification, and can provide identification to the genus level
for upwards of 90%, to and species-level identification for
65–85% of isolates tested (all microbes). NGS exhibits in-
creased accuracy, and has the potential to detect virulence
markers antimicrobial resistance determinants, but is subject
to the need for extensive bioinformatics to enable data inter-
pretation.26 NGS could also suffer some of the same limita-
tions as PCR-based tests as DNA could be present in a sample
when the living organism itself is no longer present.

MALDI-TOF MS fingerprinting for bacterial pathogen iden-
tification has been widely embraced by clinical microbiology

laboratories around the world.30 It is rapid (turnaround times
are typically reduced by at least one working day, up to sev-
eral days for slower growing species), accurate, and cost effec-
tive.25,30 Identification can be carried out using direct colony
testing, in which a bacterial colony is directly placed on the
MALDI plate and the generated spectrum compared to a da-
tabase of reference spectra. Direct testing of clinical samples
is not feasible in most cases due to an inadequate limit of de-
tection; however certain clinical samples, such as urine
(though this must be processed prior to testing), and cerebro-
spinal fluid, contain high enough numbers of bacteria to
allow direct testing.30 MALDI-TOF MS can also be used to
identify microorganisms from blood cultures; this is
accomplished by either subculture from positive blood cul-
ture bottle onto solid media and following a short (2–4 h) in-
cubation period, analysis by MALDI-TOF MS, or by direct test-
ing of blood culture bottles following removal of exogenous
macromolecules. Direct identification of pathogens from pos-
itive blood cultures results in a reduction in turnaround time
of at least one day compared to conventional processing, and
enables species level identification of the causative pathogen
within the critical phase of septic illness.25

Limitations of MALDI-TOF fingerprinting for bacterial
pathogen identification include the inability to reliably iden-
tify polymicrobial infections, or to reliably distinguish be-
tween organisms with similar spectral profiles, for example
E. coli and Shigella species cannot be reliably distinguished
using currently available algorithms.30 This is also the case
with some species of Acinetobacter,31 however databases are
constantly being updated so this issue may eventually be
overcome. Another recent approach exploits MALDI-TOF to
detect bacterial lipids and polysaccharides, and can better
distinguish between different species in mixed culture and
may provide better accuracy and sensitivity as this technology
further develops.32

Other approaches that have been utilized for bacterial
identification include fluorescent in situ hybridization (FISH),
electrochemical biosensor assays, and rapid antigen testing.
FISH based assays have been used in bloodstream infection
diagnosis for many years and probes specific for bacterial ri-
bosomal RNA have been designed for greater than 95% of
pathogens typically associated with such infections. In one
study of 115 positive blood cultures (both bacterial and fun-
gal), identification of 111 samples to the family, genus, or
species level was achieved within 2.5 h compared to 1 to 3
days by conventional culture-based methods.33

Electrochemical biosensor arrays have been developed
to enable identification of urinary tract infection (UTI)
pathogens. The working electrode of the sensor contains a
biotin-modified capture probe that is specific for a clinically
relevant bacterial urinary pathogen, to which the bacterial
16S rRNA target hybridizes. A fluorescein-modified detector
probe then hybridizes to the rRNA target and detection of
the target-probe hybrids is achieved through binding of a
horseradish peroxidase (HRP)-conjugated anti-fluorescein
antibody. It was reported that species-specific detection of
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pathogens from clinical urine samples could be achieved in
less than 6 h, identification was demonstrated for 98% of
Gram-negative bacteria for which species-specific probes were
available, and causative agents in polymicrobial infections
could also be identified.34,35

Rapid antigen testing utilizes a visible readout upon anti-
body–antigen binding and has been clinically successful for
the identification of group A beta-hemolytic streptococcus
(GABHS), the most common causative agent of acute pharyn-
gitis. This test provides results in approximately 15 min at
the point-of-care, as compared to up to two days for culture
based identification, and has a specificity of greater than
95% and a sensitivity of greater than or equal to 90%.36,37

Rapid antigen testing is limited in scope and is currently only
available for a small number of select pathogens, but possi-
bilities for extension to additional pathogens exist, particu-
larly for indications in which clinical signs point to a specific
type of infection.37

Finally, there are companies that have recognized that the
use of narrow spectrum agents for certain clinical indications
will require species-specific identification, and they have
invested in diagnostic technologies. For example, in 2016
MedImmune, Inc. partnered with Cepheid, who developed
Xpert® tests, PCR-based technology, to detect Pseudomonas
aeruginosa and S. aureus early in patients to enable the use of
monoclonal antibodies for treatment (see below). Another ex-
ample is the purchase of GeneWEAVE BioSciences, Inc. by
Roche Ltd. GeneWEAVE is developing pathogen-specific diag-
nostics using non-replicating bacteriophage.38 With the
strain specificity of phage, this technology holds considerable
promise, as it may be more sensitive in detecting live bacteria
than current techniques. Recently, this technology was
employed to detect M. tuberculosis in a phage/ELISA-based
assay.39

Identification of narrow-spectrum
antibacterial agents

Approaches that have been taken toward developing anti-
bacterial agents with specificity for a particular species or ge-
nus include: the targeting of proteins and pathways that are
specific to the bacteria of interest, the use of bacteriocins
and other antimicrobial peptides that are specific for a partic-
ular bacteria, and whole cell phenotypic screening. Progress
toward the development of narrow-spectrum antibacterial
agents to combat some of the most threatening human path-
ogens including ESKAPE pathogens, C. difficile and M. tuber-
culosis is described below.

Narrow spectrum antibacterial agents for M. tuberculosis

M. tuberculosis is the causative agent of tuberculosis (TB) and
infects approximately one-third of the global population. TB
was the leading infectious disease killer in 2015, causing an
estimated 1.8 million deaths – more than HIV and malaria
combined.40,41 Three of the four first-line anti-TB drugs are

narrow-spectrum, isoniazid 1, pyrazinamide 2, and ethambu-
tol 3 (Fig. 1), having little or no activity outside the mycobac-
terial genus.42,43 However, even drug-susceptible TB requires
treatment durations of six months with a combination of
these mycobacterial specific antibiotics, along with the
broad-spectrum antibiotic rifampin.43 In the case of MDR
strains, which are becoming increasingly prevalent, multiple
broad-spectrum antibiotics including fluoroquinolones and
aminoglycosides are employed, and treatment regimens for
multi-drug resistant strains that require these second-line
broad-spectrum drugs typically last for two years.40 These
lengthy treatment durations represent some of the most ex-
tensive exposures of humans to antibiotics,43 and will un-
doubtedly have considerable effects upon the commensal
microbiota. Given the lengthy treatment regimens required
for the treatment of TB, the development of additional
narrow-spectrum anti-TB agents that could potentially reduce
the dependence on broad-spectrum antibiotics would be par-
ticularly valuable.

The diarylquinolone bedaquiline 4 (Fig. 1), which was ap-
proved by the FDA in 2012 for the treatment of MDR TB,44 ex-
hibits narrow-spectrum anti-mycobacterial activity as a result
of selectively targeting the mycobacterial ATP synthase.45

Bedaquiline demonstrates activity against both non-
replicating and replicating mycobacteria, and against both
drug-sensitive and drug resistant isolates. However,
bedaquiline is subject to CYP3A4 metabolism,46 and exhibits
potent hERG channel inhibition,47 and as such is subject to a
limited indication of use in patients for which there is con-
siderable unmet need and a positive benefit-risk balance.44

The mycobacterial membrane protein large 3 (MmpL3) is
a transporter that is required for the translocation of the
mycolic acid of trehalose-monomycolate (TMM), a mycobacte-
rial outer membrane component precursor, to the outer
membrane. This transporter is essential in mycobacteria, and
is specific to Actinobacteria,40,48 making it a promising target

Fig. 1 Compounds that display narrow-spectrum antibacterial activity
against M. tuberculosis.
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for the development of narrow spectrum antibacterial agents
for mycobacterial pathogens. A series of indole-containing
compounds have been developed as inhibitors of this trans-
porter, and have demonstrated potent in vitro antibacterial
activity against M. tuberculosis49 along with several species of
non-tuberculosis mycobacteria (NTM), which are a growing
healthcare problem. The lead compound from this series, 5
(Fig. 1), exhibited potent antibacterial activity against M. tu-
berculosis and also against a panel of NTM pathogens that in-
cluded M. avium complex (MAC) pathogens, which are the
most common human NTM pathogens. Compound 5
displayed selectivity for mycobacteria, with no bacterial
growth inhibition observed against either P. aeruginosa or S.
aureus at concentrations up to 160 μg mL−1.40 This com-
pound demonstrated dose-dependent activity when adminis-
tered orally in a mouse model of M. tuberculosis infection,
suggesting that this class of compounds has potential for de-
velopment as anti-mycobacterial agents.50

The essential flavo-enzyme decaprenylphosphoryl-β-D-
ribose 2′-epimerase 1 (DprE1) plays a role in the synthesis of
the precursor to the mycobacterial cell wall component
arabinogalactan, and has been marked as a promising target
for the identification of novel selective anti-TB drugs.46 Sev-
eral inhibitors of DprE1 have been described, the first of
which were a series of 1,3-benzothiazin-4-ones (benzo-
thiazones), including BTZ043 6, and PBTZ169 7 (Fig. 1).51,52

BTZ043 exhibits high antimycobacterial selectivity, with no
activity observed against representative Gram-positive (S. au-
reus and Micrococcus luteus) and Gram-negative (P. aeruginosa
and A. baumannii) strains.53 Another class of DprE1 inhibi-
tors is the 1,4-azaindole class, which unlike the benzo-
thiazones, inhibit DprE1 via a non-covalent mechanism. The
lead compounds from this series, 8 and 9 exhibit in vivo effi-
cacy in both acute and chronic mouse TB models.54 TCA1 10
(Fig. 1) is another inhibitor of DprE1 that was identified from
a whole cell phenotypic screen for inhibitors of biofilm for-
mation, and also inhibits MoeW, an enzyme involved in the
biosynthesis of the molybdenum cofactor (MoCo). TCA1 is se-
lective for mycobacteria, displaying no activity against E. coli,
S. aureus, or P. aeruginosa. This compound has activity
against both replicating and non-replicating M. tuberculosis,
including drug-resistant strains, and demonstrated in vivo ef-
ficacy in acute and chronic rodent mouse models of TB mak-
ing a promising potential lead for the development of a new
class of narrow-spectrum anti-TB agents.55

Narrow spectrum antibacterial agents for C. difficile

As mentioned earlier, the use of broad-spectrum antibiotics
that eradicate commensal gut bacteria can result in coloniza-
tion by the opportunistic pathogen C. difficile. C. difficile is
responsible for an estimated 250 000 infections that either re-
quire hospitalization or affect already hospitalized patients
per year in the United States, 14 000 of which are fatal. Infec-
tions caused by this bacterium also generate at least $1 bil-
lion in excess medical costs per year.56 C. difficile is a spore

forming bacterium, which makes it difficult to remove from
surfaces and enables it to spread rapidly.57 Despite receiving
high-dose extended duration treatment with multiple antibi-
otics, typically metronidazole and vancomycin, up to 65% of
patients that become colonized by C. difficile suffer a relapse,
an outcome that is correlated with the presence of a low-
diversity microbiome.10 Additionally, treatment with both
oral vancomycin and metronidazole has been associated with
colonization of the gut by vancomycin resistant Enterococcus
faecium (VRE).58 Narrow-spectrum antibacterial agents would
be hugely beneficial in the treatment of C. difficile infections,
as they would enable rapid restoration of the commensal gut
microbiota, and several different scaffolds have been
investigated.

The narrow-spectrum macrolide fidaxomicin 11 (Fig. 2)
was approved by the FDA for treatment of C. difficile infec-
tions in 2011. Fidaxomicin is selective for Gram-positive an-
aerobes, exhibiting only limited bactericidal activity against
Gram-positive aerobes including staphylococci and entero-
cocci, and a lack of activity against Gram-negative bacteria.59

High concentrations of fidaxomicin can be achieved in the
colon with very little concomitant systemic exposure. In addi-
tion to its antibiotic activity, fidaxomicin also inhibits spore
formation and toxin production by C. difficile. Treatment
with fidaxomicin leads to greater preservation of the gut
microbiota, reduced acquisition of VRE, and has also been
reported to decrease the recurrence of C. difficile infections
compared to treatment with vancomycin.60

Other narrow-spectrum antibiotics that have been investi-
gated for combatting C. difficile include ridinilazole (formerly
SMT19969) 12, a novel antibiotic that acts by an as yet not
fully understood mechanism of action that may involve im-
pairment of cell division.61 Ridinilazole exhibits comparable
or greater in vitro antibacterial activity against C. difficile to
that of fidaxomicin, and more potent activity than either van-
comycin or metronidazole, it also exhibits a prolonged post-
antibiotic effect and has low systemic absorption.61 The spec-
trum of activity of ridinilazole is particularly narrow and it ex-
hibits reduced activity against Gram-negative anaerobes than
vancomycin and metronidazole, is inactive against Gram-
positive aerobes including S. aureus, E. faecium, Enterococcus
faecalis, and several Streptococcus species, and is more selec-
tive than fidaxomicin against other Gram-positive anaerobes,
with activity only observed against Clostridium innocuum
and some Lactobacillus species.62 In a hamster model of
clindamycin-induced C. difficile infection, ridinilazole

Fig. 2 Narrow-spectrum antibacterial agents for C. difficile.
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exhibited increased efficacy in comparison to vancomycin,
and comparable to that of fidaxomicin, with 90–100% sur-
vival at day 28 compared to only 10% survival in vancomycin
treated animals.61 A recent phase 2 clinical trial (completed
August 2015) affirmed that ridinilazole was well tolerated,
established non-inferiority compared to vancomycin and
demonstrated statistical superiority at the 10% level.63

Another approach in the search for narrow-spectrum anti-
microbials for the treatment of C. difficile infection is the use
of bacteriocins – small ribosomally synthesized peptides pro-
duced by bacteria that inhibit the growth of other bacteria,
often closely related species. One bacteriocin that has shown
promise is thuricin CD, which is produced by a strain of Ba-
cillus thuringiensis. Thuricin CD consists of two distinct pep-
tides, Trn-α and Trn-β,64 and exhibits comparable in vitro
antimicrobial activity to vancomycin and metronidazole
against clinically significant strains, and did not significantly
impact the composition of the commensal gut microbiota in
a human distal colon model.65,66

Narrow spectrum antibacterial agents for ESKAPE pathogens

E. faecium, S. aureus, Klebsiella pneumoniae, A. baumannii, P.
aeruginosa, and Enterobacter species have been collectively
termed the ESKAPE pathogens,67 and account for almost one-
third of all nosocomial infections in the United States.68 Clin-
ical isolates of ESKAPE species that are resistant to every
available antibiotic have now been isolated,69 and new treat-
ment options are desperately needed.

Enterococci are important clinical pathogens that have the
potential for resistance to virtually all clinically used antibi-
otics through both intrinsic and acquired resistance mecha-
nisms.70 This genus is responsible for an estimated 66 000
healthcare-associated infections in the United States each
year, 20 000 of which are caused by strains resistant to vanco-
mycin, resulting in approximately 1300 deaths.56 Vancomycin
resistant E. faecium (VRE) accounts for 25% of enterococci
infections in intensive-care units, and resistance to both
antibiotics approved by the FDA for the treatment VRE
(quinupristin-dalfopristin and linezolid) has been observed,
meaning new treatments for this bacterium are much
needed.

A series of 1,2,4-triazoloĳ1,5-a]pyrimidines that display po-
tent, selective activity against E. faecium was identified from
an initial in silico screen of 1.2 million drug-like compounds
for inhibitors of penicillin binding protein 2a (PBP 2a).71 This

initial screen identified compound 13 (Fig. 3), which
exhibited a minimum inhibitory concentration of 8 μg mL−1

against E. faecium, and was devoid of activity against all other
ESKAPE pathogens tested. Analogue synthesis around this
core scaffold delivered compound 14, which possessed com-
parable or increased antibacterial activity compared to com-
pound 13 across a panel of E. faecium clinical isolates. The
mechanism of action of compound 14 was determined to in-
volve inhibition of peptidoglycan biosynthesis, though inter-
estingly this was not through inhibition of penicillin binding
proteins, despite PBP 2a being used in the initial screen that
uncovered this class of antibiotics. While the specific target
remains to be elucidated, this class of narrow-spectrum anti-
bacterial agents holds promise for combatting infections
caused by E. faecium.71

Methicillin-resistant S. aureus (MRSA) is responsible for
an estimated 80 461 infections and 11 285 deaths anually.56

Currently, vancomycin, daptomycin or linezolid are used to
treat MRSA infections, however similar to VRE, resistance to
these agents has been observed.72 A novel antimicrobial pep-
tide has been investigated as a potential narrow-spectrum
antibacterial agent for the treatment of S. aureus infections.
MP1106 was designed based on the fungal defensin
plectasin, which had previously been shown to possess anti-
bacterial activity against a number of Gram-positive patho-
gens via a mechanism that involves binding to the peptido-
glycan intermediate lipid II.73 MP1106 displayed increased
activity against S. aureus compared to the parent peptide,
and also exhibited potent activity against the Gram-positive
pathogen Streptococcus suis, as well as moderate activity
against select other Gram-positive bacteria, including some
Bacillus species. The peptide did not display antimicrobial ac-
tivity against S. epidermidis, or any of the Gram-negative spe-
cies tested,74 demonstrating its potential as a starting point
for the development of narrow spectrum therapeutics for se-
lect Gram-positive pathogens including S. aureus.

When it comes to A. baumannii, the need for narrow-
spectrum diagnostics and novel antibacterial approaches may
be even more apparent due to the very high mortality rates
(>60%) associated with this pathogen, and the fact that pa-
tients can succumb in sometimes 48–72 hours.75–77 In the
United States, A. baumannii makes up only 1.8% of all
hospital-acquired infections and is responsible for an esti-
mated 45 000–83 000 infections per year.20 In contrast, in
Asia, South America, and the Middle East, it is the most dom-
inant nosocomial organism responsible for infections.45 The
rise in the prevalence of A. baumannii infection, along with
increasing drug-resistance has fostered an uptick in the de-
velopment of both new A. baumannii small molecule interven-
tions, and non-traditional approaches. Because A. baumannii
has some unique biochemistry78 and unique membrane54

components when compared to other Gram-negative patho-
gens such as E. coli or P. aeruginosa, it may be more suited to
the development of narrow-spectrum antibacterial agents.

One such class of narrow spectrum A. baumannii specific
antibiotics are the 1,2,4-triazolidine-3-thiones class of small

Fig. 3 Antibacterial agents that display narrow-spectrum activity
against ESKAPE pathogens.
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molecules that specifically target fatty acid synthesis/elonga-
tion in A. baumannii.79 These compounds display no activity
against any other species tested including E. coli, P.
aeruginosa, K. pneumoniae, and S. aureus, and a lead com-
pound from this series (15, Fig. 3), was shown to exhibit ac-
tivity in Galleria mellonella infected with a highly virulent A.
baumannii strain (AB5075).80

It should also be noted that non-small molecule, non-
traditional antibacterial approaches with regard to A.
baumannii infections are also being revived. For example, a
U.S. Army/Navy collaboration showed that a cocktail of bacte-
riophage could successfully target one strain of A. baumannii
in an in vivo wound model81 and subsequently a cocktail ap-
proach was successfully used to cure an infected patient.82

Phage products, lysins, have also been successful at specifi-
cally targeting A. baumannii.83 Lastly, a monoclonal antibody,
another non-traditional approach, has recently been shown
to eradicate A. baumannii from bloodstream infections in
mice.84 The target of the antibody is the bacteria's capsule,
which is certainly species-specific, but could also be some-
what strain-specific limiting the utility unless other capsules
from other strains could also be targeted for a cocktail.

P. aeruginosa is a common cause of healthcare-associated
infections, an estimated 51 000 of which occur in the United
States each year, resulting in approximately 400 deaths.85 In-
creasing numbers of P. aeruginosa strains are multidrug-resis-
tant, and novel antimicrobial strategies are continually being
sought. One such strategy that has been investigated is the
use of bacteriocins, whose high specificity and activity
against clinically relevant pathogens makes them promising
starting points for the development of narrow-spectrum anti-
bacterial agents.85 One class of such bacteriocins are the LlpA
bacteriocins, which are produced by several bacterial species
including the pseudomonads: P. putida, P. protegens, and P.
syringae, the plant pathogen Xanthomonas citri, and the hu-
man pathogen Burkholderia cenocepacia.86 LlpA bacteriocins
such as Pyocin L1 (PyoL1) display high affinity for
D-rhamnose, which is a constituent of the common polysac-
charide antigen (CPA) found in the P. aeruginosa cell mem-
brane, accounting for the specificity exhibited by this bacteri-
ocin. PyoL1 displayed antibacterial activity against a majority
of P. aeruginosa isolates tested, and displayed no activity
against other Pseudomonads.86 Another pyocin, pyocin S5
was reported to exhibit antibacterial activity against several P.
aeruginosa strains, and was inactive against E. coli and S. au-
reus even at concentrations of up to 2.16 mg mL−1.87

Finally, it would be remiss not to mention that, as
discussed for A. baumannii, monoclonal antibodies can also
provide a narrow-spectrum treatment for other bacterial path-
ogens For example, a bispecific antibody has been developed
for P. aeruginosa by MedImmune LLC. MEDI3902 targets
both the type III secretion system protein PcrV and the Psl
polysaccharide that plays a role in immune evasion and bio-
film formation. MEDI3902 protected mice from lethal P.
aeruginosa infection88 and is currently being evaluated in
clinical trials. This is also the case for the human immuno-

globulin G1Ĳκ) monoclonal antibody MEDI4893, which tar-
gets the S. aureus alpha-toxin. MEDI4893 was shown to be
safe in humans89 and is currently in a Phase II trial for effi-
cacy. These products developed against these two ESKAPE
pathogens are following in the wake of bezlotoxumab, which
was recently FDA-approved for the prevention of C. difficile
infections.90 Additionally, it is possible that as more mono-
clonal antibodies are developed, combinations with narrow-
spectrum small molecules could also be a potent approach.

Conclusions

Multiple novel approaches are required to address the antibi-
otic resistance crisis we are currently facing. While broad-
spectrum antibiotics have bestowed numerous benefits upon
society, they also suffer from drawbacks, most significantly
selection for resistance, and the deleterious effects they exert
upon the host microbiome. The development of narrow-
spectrum antibacterial agents that exhibit selectivity for a
particular genus or species has the potential to overcome
some of these issues. Narrow-spectrum antibacterial agents
with activity against some of the most medically relevant bac-
terial pathogens, including: several ESKAPE pathogens, the
opportunistic gut colonizer C. difficile, and the chronic infec-
tious agent M. tuberculosis have been presented here. There
are examples of narrow-spectrum antibacterial agents that
have been recently deployed into the clinic in the form of
fidaxomicin for the treatment of C. difficile infections, and
bedaquiline for the treatment of MDR TB. While there is still
much work to be done to expand the scope of this approach
clinically, the advantages narrow-spectrum agents possess
and the improving diagnostic landscape should make narrow
spectrum-antibacterial agents a more significant player in the
antibacterial armamentarium.
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