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CORRECTION Open Access
Correction to: Tissue and cell-specific
transcriptomes in cotton reveal the
subtleties of gene regulation underlying
the diversity of plant secondary cell walls

Colleen P. MacMillan1*†, Hannah Birke1,2†, Aaron Chuah3, Elizabeth Brill1, Yukiko Tsuji4, John Ralph4,
Elizabeth S. Dennis1, Danny Llewellyn1 and Filomena A. Pettolino1
Correction
Upon publication of the original article [1], the authors
had flagged that Fig. 1 had been published twice, as both
Fig. 1 and Additional file 3.
The updated Additional file 3 (Corrected Additional file 3,

is included with this Correction).

Additional file

Additional file 3: Partial HSQC spectra of cotton seed fibres, along with
those from a synthetic lignin and Arabidopsis thaliana. (PDF 8149 kb)
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