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[ Abstract ] Background and objective MicroRNAs were important regulators of tumors and the expression of
miRNA-221 was associated with malignant proliferation and invasion in many tumors. The aim of this study is to explore the
expression of miRNA-221 in non-small cell lung cancer (NSCLC) tissues and its correlation with prognosis. Methods We ret-
rospectively analyzed the clinical characteristics of 117 NSCLC patients who underwent surgery in our hospital from Novem-
ber 2005 to January 2007. Real-time PCR was used to detect the expression of miRNA-221. Chi-square test was utilized to ana-
lyze the relationship between miRNA-221 expression and clinicopathologic features. Survival curves were plotted by using the
Kaplan-Meier method and compared by the Log-rank test. A Cox proportional hazard regression model was applied to examine
the joint effect of covariants. A P-value less than 0.05 was evaluated as statistically significant. Results The patients were di-
vided into two groups according to the relatively expression of miRNA-221. No statistically significance was observed between
the expression of miRNA-221 and the clinicopathologic parameters, including gender (x*=0.070, P=0.791), histology (x’=0.414,
P=0.520), p-TNM stage (x’=0.068, P=0.794) and history of smoking (x’=0.206, P=0.650). Kaplan-Meier analysis showed
that high expression of miRNA-221 was closely associated with a shorter survival time (P<0.001). Finally, both univariate and
multivariate analyses demonstrated that high miRNA-221 expression might be a poor prognostic marker of NSCLC patients.
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Conclusion Our results indicated that down-regulation of miRNA-221 was associated with poor prognosis of patients with

NSCLC. MiRNA-221 may serve as a molecular prognosis marker for patients with NSCLC.
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Tab 1 Correlation of miRNA-221 expression and the clinical characteristics of 117 NSCLC patients

Characteristic n miRNA-221 expression X2 P
High [n (%)] Low [n (%)]

Age (yr) 4.547 0.033
=60 61 25 (41.0) 36 (59.0)
<60 56 34 (60.7) 22(39.3)

Gender 0.070 0.791
Male 86 44(51.2) 42 (48.8)
Female 31 15 (48.4) 16 (51.6)

Histology 0.414 0.520
Scc 45 21(46.7) 24(53.3)
ADC 72 38(52.8) 34 (47.2)

Stage p-TNM 0.068 0.794
| 41 20 (48.8) 21(51.2)
lI-llla 76 39(51.3) 37 (48.7)

Smoke 0.206 0.650
No 44 21(47.7) 23(52.3)
Yes 73 38 (52.1) 35(47.9)

SCC: squamous cell carcinoma; ADC: adenosquamous carcinoma; NSCLC: non-small cell lung cancer.
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Tab 2 Univariate and multivariate analyses of overall survival (OS) of 117 NSCLC patients

Characteristic Univariate analysis

HR (95%Cl) P

Mutivariate analysis

HR (95%Cl) P

Gender (Female vs Male) 0.775 (0.395-1.521) 0.459 1.042 (0.403-2.692) 0.932
Age (>60 vs <60) 1.09 (0.618-1.924) 0.766 1.11 (0.592-2.083) 0.745
Histology (ADC vs SCC) 0.84(0.47-1.499) 0.555 0.755 (0.39-1.461) 0.404
p-TNM stage (I-lllavs 1) 2.961 (1.433-6.118) 0.003 2.929 (1.399-6.132) 0.004
Smoke (Yes vs No) 1.016 (0.57-1.812) 0.957 0.787 (0.349-1.772) 0.563
miR221 expression (High vs Low) 2.247 (1.246-4.051) 0.007 2.425 (1.314-4.475) 0.005
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Fig 1 Survival analysis of different miRNA-221 expression in NSCLC

patients
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