Computational and Structural Biotechnology Journal 16 (2018) 196

01010101001W10
1101010100101 0010

010, 010101010010
'.) o oo COMPUTATIONAL
1 1010161
Check for 01101001 horor0 e AND STRUCTURAL
[SCEZCEON) 110b101001 801010110
10{b101001(b10101G8811 > :
00{ib10100 7401010108911 BIOTECHNOLOGY

JOURNAL

journal homepage: www.elsevier.com/locate/csbj

Corrigendum

Corrigendum to “A Gene Module-Based eQTL Analysis Prioritizing
Disease Genes and Pathways in Kidney Cancer”

M.Q. Yang *>* D.Li* W. Yang ¢, Y. Zhang *®, J. Liu ¢, W. Tong ©

2 Joint Bioinformatics Graduate Program, Department of Information Science, George W. Donaghey College of Engineering and Information Technology, University of Arkansas at Little Rock, USA

b University of Arkansas for Medical Sciences, 2801 S. University Ave, Little Rock, AR 72204, USA

€ School of Computer Science, Carnegie Mellon University, 5000 Forbes Ave, Pittsburgh, PA 15213, USA

4 Department of Statistics, Harvard University, Cambridge, MA 02138, USA

€ Divisions of Bioinformatics and Biostatistics, National Center for Toxicological Research, US Food and Drug Administration, 3900 NCTR Road, Jefferson, AR 72079, USA

In the Acknowledgement section of the paper, “This study was
supported in part by United States National Institutes of Health
(NIH) Academic Research Enhancement Award 1R15GM114739
and National Institute of General Medical Sciences (NIH/NIGMS)
5P20GM103429, United States Food and Drug Administration
(FDA) HHSF223201510172C through Arkansas Research Alliance
(ARA) BAA-15-00121 and Arkansas Science and Technology Authority
(ASTA) Basic Science Research 15-B-23 and 15-B-38” should read as

“This study was partially supported by United States National
Institutes of Health (NIH) Academic Research Enhancement Award

DOI of original article: https://doi.org/10.1016/j.csbj.2017.09.003.

* Corresponding author at: Joint Bioinformatics Graduate Program, Department of
Information Science, George W. Donaghey College of Engineering and Information
Technology, University of Arkansas at Little Rock, USA

E-mail address: mqyang@ualr.edu (M.Q. Yang).

https://doi.org/10.1016/j.csb;j.2018.04.002

1R15GM114739 and National Institute of General Medical Sciences
(NIH/NIGMS) 5P20GM103429, Arkansas Science and Technology
Authority (ASTA) Basic Science Research 15-B-23 and 15-B-38
and the Food and Drug Administration (FDA), contract No.
HHSF223201510172C and HHSF223201610111C. However, the infor-
mation contained herein represents the position of the author(s) and
not necessarily that of the NIH and FDA.”
The authors would like to apologise for any inconvenience caused.

2001-0370/© 2018 The Author(s). Published by Elsevier B.V. on behalf of Research Network of Computational and Structural Biotechnology. This is an open access article under the CC BY

license (http://creativecommons.org/licenses/by/4.0/).


mqyang@ualr.edu
Journal logo
https://doi.org/10.1016/j.csbj.2018.04.002
http://www.sciencedirect.com/science/journal/20010370
http://crossmark.crossref.org/dialog/?doi=10.1016/j.csbj.2018.04.002&domain=pdf
www.elsevier.com/locate/csbj

	Corrigendum to “A Gene Module-�Based eQTL Analysis Prioritizing Disease Genes and Pathways in Kidney Cancer”

