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Abstract

Background: Equitable access to vaccines has been suggested as a priority for low- and middle-income countries
(LMICs). However, it is unclear whether providing equitable access is enough to ensure health equity. Furthermore,
disaggregated data on health outcomes and benefits gained across population subgroups are often unavailable. This
paper develops a model to estimate the distribution of childhood disease cases and deaths across socioeconomic
groups, and the potential benefits of three vaccine programs in LMICs.

Methods: For each country and for three diseases (diarrhea, measles, pneumonia), we estimated the distributions of
cases and deaths that would occur across wealth quintiles in the absence of any immunization or treatment programs,
using both the prevalence and relative risk of a set of risk and prognostic factors. Building on these baseline estimates,
we examined what might be the impact of three vaccines (first dose of measles, pneumococcal conjugate, and
rotavirus vaccines), under five scenarios based on different sets of quintile-specific immunization coverage and
disease treatment utilization rates.

Results: Due to higher prevalence of risk factors among the poor, disproportionately more disease cases and
deaths would occur among the two lowest wealth quintiles for all three diseases when vaccines or treatment
are unavailable. Country-specific context, including how the baseline risks, immunization coverage, and treatment utilization
are currently distributed across quintiles, affects how different policies translate into changes in cases and deaths distribution.

Conclusions: Our study highlights several factors that would substantially contribute to the unequal distribution
of childhood diseases, and finds that merely ensuring equal access to vaccines will not reduce the health outcomes
gap across wealth quintiles. Such information can inform policies and planning of programs that aim to improve
equitable delivery of healthcare services.
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Background
With the ambitious goals of ending extreme poverty and
fighting against inequity in low- and middle-income
countries (LMICs) [1], international agencies, such as
the World Bank, have advocated for improving access to
essential services, such as healthcare and education, for
the lowest 40% of income earners [2]. Policymakers in
LMICs, where often vast inequities in health exist, are
interested in enhancing equity for both ethical and polit-
ical reasons [3, 4].
Vaccine programs have been recognized as one of the

most successful interventions in improving population
health worldwide. Efforts put forward by local govern-
ments and international agencies have contributed to rais-
ing childhood vaccine coverage in the last decade [5],
though high child mortality is still observed in LMICs,
with approximately 5.9 million under-five deaths in 2015
[6]. More recently, the Global Vaccine Action Plan and
Gavi, the Vaccine Alliance, both listed equitable access to
vaccination as their top priorities [7–9]. However, it is un-
clear whether ensuring equitable access to vaccines would
lead to health equity, which we define as equality of health
outcomes across population subgroups. To answer this
question, one needs to compare how disease burden is
distributed across subgroups before and after the intro-
duction of vaccines. However, such data on disease burden
by socioeconomic strata before and after vaccines are not
available empirically, making it difficult to design equitable
policies for populations. Furthermore, while vaccines pre-
vent diseases, access to treatment is needed in preventing
deaths among people who already contracted the disease,
which is often another source of inequity across popula-
tion subgroups. The objective of this work is therefore to
introduce an analytical approach to estimate the distribu-
tion of childhood disease cases and deaths and the bene-
fits of vaccines and treatments by socioeconomic group.

Methods
We examined three major childhood vaccine-preventable
diseases – measles, pneumonia, and diarrhea, selected as
they represented 23% of deaths as of 2015 (1%, 13%, and
9%, respectively) occurring among under-five children in
LMICs [6], and have well-established sets of risk and
prognostic factors. We studied the three corresponding
vaccines (and the treatment of the diseases they prevent),
namely measles vaccine (routine first dose, MCV1), rota-
virus vaccine (RV, against rotavirus diarrhea), and
pneumococcal conjugate vaccine (PCV, against pneumo-
coccal pneumonia).
The approach is based on the concept of population

attributable fraction (PAF) [10]. Using PAF, we quanti-
fied the contribution of sets of risk and prognostic
factors, defined as behaviors and characteristics of an
individual that can be used to estimate the likelihood of

contracting and dying from each disease. The proportion of
cases and deaths that could be attributed to the exposure of
selected sets of risk and prognostic factors are classified as
‘attributable’, and the remaining as ‘unattributable’ cases and
deaths. Our model takes advantage of the differences in the
prevalence of risk and prognostic factors across wealth
strata to estimate the distribution of cases and deaths. A
flow diagram outlining each step is presented in Fig. 1.

Analytical structure
Cases
For each risk factor among a total of n risk factors, we
defined wj as the relative weight assigned to risk factor j,

and RRj as the relative risk of risk factor j: w j ¼ RR jPn

k¼1
RRk

.

Subsequently, the proportion of attributable cases (Aci)
occurring in wealth quintile i could be estimated as:

Aci ¼
Pn

j¼1w jPij
P5

m¼1

Pn
j¼1w jPmj

ð1Þ

where Pij is the prevalence of risk factor j in wealth
quintile i (Step 1 in Fig. 1). In other words, when
vaccines are not available, we would expect Aci% of
attributable proportion of cases to occur in quintile i.
In the presence of a vaccine program, we added

quintile-specific vaccine coverage (Vi) and vaccine
efficacy (E, assumed constant for simplicity) to estimate
the cases not averted by the program (Step 2 in Fig. 1),
using a simple static model:

Acv;i ¼
1−ViEð ÞPn

j¼1w jPij
P5

m¼1

Pn
j¼1w jPmj 1−VmEð Þ ð2Þ

In other words, the distribution of attributable cases
would depend on the prevalence of the risk factors, the
relative risks of the risk factors, vaccine coverage, and
vaccine efficacy. We adopted a simple approach to
understand the impact of different combinations of
factors in a straightforward way, though we acknowledge
the limitations of a static model, including the absence
of herd immunity and dynamic transmissions [11, 12].

Deaths
Whether a death occurs would depend not only on the
prevalence and relative risk of each prognostic factor,
which impacts the underlying risk of mortality in each
quintile, but also on whether treatment is accessible and
effective. Similar to the step above, we first assigned
weights to each prognostic factor contributing to disease
mortality: ul ¼ RRlPp

k¼1
RRk

, where ul is the relative weight

assigned to prognostic factor l and RRl is the relative risk
of prognostic factor l. We estimated the proportion of
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attributable deaths that would occur in each quintile i
when treatment is available as:

Adt;i ¼ 1−aiEffð ÞPp
l¼1ulPil

P5
m¼1

Pp
l¼1ulPml 1−amEffð Þ ð3Þ

where Pil is the prevalence of prognostic factor l in quin-
tile i, ai is the proportion of cases in quintile i for whom
treatment was sought, and Eff is the treatment effective-
ness. For simplicity, we assumed treatment effectiveness
to be constant across quintiles, but this assumption
could be relaxed if data on quintile-specific effectiveness
were available.
For the unattributable portion, we assumed that the

cases and deaths before accessing vaccines or treatment
were distributed equally across quintiles. In the presence
of vaccine or treatment programs, the distribution of un-
attributable cases/deaths would depend on the gradients
of vaccine or treatment coverage rates, using the simple
static formulation:

UAcv;i ¼ 1−ViEð Þ
P5

m¼1 1−VmEð Þ ð4Þ

UAdt;i ¼ 1−aiEffð Þ
P5

m¼1 1−amEffð Þ ð5Þ

Thus, formally, for each disease:

Ci ¼ Aci � TCa þ UAci � TCua ð6Þ
Di ¼ Adi � TDa þ UAdi � TDua ð7Þ

where Ci and Di are the proportion of all cases and deaths
in wealth quintile i, TCa and TCua are the proportion of

all cases attributable and unattributable to risk factors,
and TDa and TDua are the proportion of all deaths attrib-
utable and unattributable to prognostic factors.
A summary of all the symbols used and corresponding

parameters is summarized in Table 1.

Data sources
LMICs with Demographic and Health Surveys (DHS)
available after 2010 were selected (the full list is available
in Additional file 1: Section I). We first searched the lit-
erature for risk and prognostic factors with the highest
relative risks for diarrhea, measles, and pneumonia. For
each factor, we also checked its availability by
quintile-specific prevalence rate in the DHS [13]. Risk
factors that did not match with DHS variables, had poor
data quality, were not studied in systematic reviews, or
had poor variable definition were excluded (listed in
Table 2). We shortlisted four to five factors per disease
such as childhood malnutrition indicators, non-exclusive
breastfeeding, and vitamin A deficiency (Table 2, for
more details see Additional file 1: Section II).
We collected country-specific data on the proportion of

disease-specific cases and deaths that can be attributable
to sets of risk and prognostic factors. The average percent-
age of attributable cases (deaths) in the selected countries
were 73% (76%) for measles, 92% (94%) for pneumonia,
and 95% (97%) for diarrhea [14, 15]. In other words,
under-five cases and deaths for those diseases were largely
attributable to the selected risk and prognostic factors.

Outcomes and scenarios
Per disease, we first estimated the distribution of cases/
deaths across quintiles without immunization/treatment.

Fig. 1 Flow diagram of the analytical approach to estimate the distribution of cases/deaths of measles, diarrhea, and pneumonia under scenarios
with and without vaccines/treatment
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Second, we assessed the impact of vaccine or treatment pro-
grams on this distribution under five scenarios. For cases,
Scenario 1 (S1) assumes zero vaccine coverage, which cap-
tures today’s status in many LMICs for PCV and RV (not
MCV1); in other words, we estimate the counterfactual sce-
nario of how disease cases (starting with 100% cases) would
have been distributed across quintiles when vaccines are not
available. S2 incorporates differences in current vaccine
coverage across quintiles. We used vaccine coverage esti-
mates from Gavi for 2016 [16]. To obtain quintile-specific
MCV1 coverage, we multiplied these estimates with the
quintile-specific MCV1 coverage rates obtained from the
DHS. For PCV and RV, 6 and 14 out of the 41 countries
had not introduced PCV and RV, respectively. Among coun-
tries that did introduce the vaccines in 2016, the DHS did
not report vaccine coverage rates by quintiles. To estimate
quintile-specific coverage rates for PCV and RV for all coun-
tries, we first calculated the ratios of quintile-specific three-
and two-dose diphtheria-tetanus-pertussis vaccine coverage
rates and the national average in the DHS (since PCV and
RV match the latter’s three- and two-dose schedules, re-
spectively), and assumed that these ratios applied to PCV
and RV. We assumed that these vaccines only benefitted
children who received all the recommended doses (three for
PCV and two for RV), and not those who were partially vac-
cinated, even though partial vaccination may provide some
degree of protection. To examine the effect of redistributing
existing doses on health equity, S3 maintains the same total
number of vaccines available in each country as S2, but

distributes an equal number of doses to each quintile. In
other words, S3 measures how much equity gain a country
would see purely through redistribution without purchasing
any additional vaccines. S4 assumes that vaccine coverage
per quintile is proportional to the morbidity risk assigned to
that quintile. In other words, those with a higher risk of
getting the disease have a higher probability of receiving the
vaccine. Finally, to examine the effect of targeting risk
factors instead of vaccine coverage, S5 first reduces the
baseline morbidity risks of all quintiles to the lowest risk
level observed in the country (i.e., lowest prevalence of each
risk factor), such that all quintiles have the same number of
cases, and then applies the current quintile-specific vaccine
coverage.
For deaths, S1 examines the distribution of deaths

under the hypothetical scenario when no treatment is
available. S2 reflects the differences in the current treat-
ment utilization rates across wealth quintiles and how
these would lead to unequal distributions. We used the
percentage of those seeking care from a health provider
for different conditions from the DHS as treatment
coverage rates, namely the percentage who sought care
among those with acute respiratory infection (for pneu-
monia) and diarrhea; for measles, the average of the pro-
portions among those with acute respiratory infection
and diarrhea was used. S3 assumes equal treatment
coverage (at the national average) across all quintiles. S4
assumes that quintile-specific treatment coverage is
proportional to the underlying mortality risk, i.e., those

Table 1 List of symbols used and corresponding parameters and data sources

Parameter definition Symbol Parameter value Data source

Proportion of attributable cases and
deaths in quintile i

Aci, Adi See Additional file 1: Section V Authors’ estimation

Proportion of attributable cases and
deaths averted by vaccine/treatment in quintile i

Acv,i, Adt,i See Additional file 1: Section V Authors’ estimation

Proportion of all cases and deaths
attributable to risk and prognostic
factors

TCa, TDa See Additional file 1: Section IV [14]

Proportion of all cases and deaths
unattributable to risk and prognostic
factors

TCua, TDua See Additional file 1: Section IV [14]

Disease-specific relative risk of risk
factor j or prognostic factor l

RRj, RRl See Table 2 –

Relative weight assigned to risk
factor j or prognostic factor l

wj, ul – Authors’ estimation

Prevalence of risk factor j or
prognostic factor l in quintile i

Pij, Pil See Table 2 –

Vaccine effectiveness E MCV1: 0.85 (95% CI 0.83–0.87)
PCV: 0.06 (95% CI 0.03–0.09) for
clinically diagnosed pneumonia
RV: 0.14 (95% CI 0.00–0.31) for diarrhea

[17–19]

Healthcare treatment efficacy in
reducing mortality

Eff Measles: 0.62 (95% CI 0.19–0.82)
Pneumonia: 0.70 (95% CI 0.52–0.82)
Diarrhea: 0.93 (95% CI 0.83–0.98)

[19, 32, 33]

CI confidence interval, MCV1 measles vaccine first dose, PCV pneumococcal conjugate vaccine, RV rotavirus vaccine
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Table 2 Risk and prognostic factors, and relative risks for morbidity and mortality, for measles, diarrhea, and pneumonia

Disease-vaccine pair Risk factors of morbidity
(relative risk magnitude is indicated in parentheses)

Prognostic factors of mortality
(relative risk magnitude is indicated
in parentheses)

Sources

Measles – Measles vaccine • Wasting: z-score < –3 SD (38.0, 95% CI
5.1–200.7); –2 SD < z-score < –3 SD
(8.5, 95% CI 1.3–42.9)

• Maternal education (3.2)a

• Having no other children vaccinated
at home (3.0)a

• Underweight: z-score < –3 SD (5.7, 95%
CI 1.8–12.4); –2 SD < z-score < –3 SD
(2.5, 95% CI 1.3–5.1)

• Stunting: z-score < –3 SD (2.5, 95% CI
1.1–6.6); –2 SD < z-score < –3 SD
(1.5, 95% CI 1.0–3.3)

• Vitamin A deficiency (2.4, 95% CI 1.6–3.5)

• Wasting: z-score < –3 SD (38.0, 95% CI
5.1–200.7); –2 SD < z-score < –3 SD
(8.5, 95% CI 1.3–42.9)

• Underweight: z-score < –3 SD (5.7, 95%
CI 1.8–12.4); –2 SD < z-score < –3 SD
(2.5, 95% CI 1.3–5.1)

• Stunting: z-score < –3 SD (2.5, 95% CI
1.1–6.6); –2 SD < z-score < –3 SD
(1.5, 95% CI 1.0–3.3)

• Vitamin A deficiency (2.4, 95% CI
1.6–3.5)

• More than one child (1.8)a

• Age at infection (NA)a

• Secondary (versus primary) exposure
(NA)a

• Infection with complication (NA)a

• Overcrowding (NA)a

• Intensity of exposure and patterns
of disease transmission (NA)a

[14, 27, 34, 35]

Pneumonia – Pneumococcal
conjugate vaccine

• Wasting: z-score < –3 SD (116.7, 95%
CI 25.2–179.3); –2 SD < z-score < –3 SD
(25.6, 95% CI 6.1–39.7)

• Non-exclusive breastfeeding: None (4.5,
95% CI 1.0–18.3); Partial (5.4, 95% CI 1.0–
20.9); Predominant (1.8, 95% CI 1.4–2.3)

• Underweight: z-score < –3 SD (2.1, 95%
CI 1.8–2.7); –2 SD < z-score < –3 SD
(1.3, 95% CI 1.2–1.4)

• Stunting: z-score < –3 SD (1.9); –2 SD
< z-score < –3 SD (1.2)b

• Zinc deficiency (1.8)a

• Vitamin A deficiency (1.6, 95% CI 1.2–2.0)
• Low birth weight (< 2500 g) (1.4)
• Exposed to household air pollution (1.4)a

• Crowding (more than five people per
household) (1.4)a

• Secondhand smoke (1.2)a

• Parental literacy level (NA)a

• Wasting: z-score < –3 SD (116.7, 95%
CI 25.2–179.3); –2 SD < z-score < –3 SD
(25.6, 95% CI 6.1–39.7)

• Non-exclusive breastfeeding: None
(51.4, 95% CI 2.1–325.9); Partial (2.8,
95% CI 1.3–5.2); Predominant
(1.9, 95% CI 1.0–4.1)

• Zinc deficiency (1.7)a

• Underweight: z-score < –3 SD (2.1, 95%
CI 1.8–2.7); –2 SD < z-score < –3 SD
(1.3, 95% CI 1.2–1.4)

• Stunting: z-score < –3 SD (1.9, 95% CI
1.0–3.6); –2 SD < z-score < –3 SD
(1.2, 95% CI 1.0–1.7)

• Vitamin A deficiency (1.6, 95% CI
1.2–2.0)

• Secondhand smoke (1.2)a

[14, 27, 28, 36, 37]

Diarrhea – Rotavirus vaccine • Wasting: z-score < –3 SD (105.8, 95%
CI 42.2–158.0); –2 SD < z-score < –3 SD
(23.3, 95% CI 8.9–35.9)

• Unsafe water source (11.2)a

• Unsafe sanitation (3.2, 95% CI 2.8–3.7)
• Mothers handwashing not practiced at
critical time (2.2)a

• Underweight: z-score < –3 SD (2.3, 95%
CI 2.1–2.8); –2 SD < z-score < –3 SD
(1.2, 95% CI 1.1–1.5)

• Non-exclusive breastfeeding: None
(2.2, 95% CI 1.5–3.2); Partial (1.5, 95%
CI 1.0–2.3); Predominant (1.2, 95% CI
1.0–1.7)

• Stunting: z-score < –3 SD (1.9, 95% CI
1.3–2.7); –2 SD < z-score < –3 SD
(1.2, 95% CI 1.1–1.5)

• Zinc deficiency (1.9)a

• No hand washing with soap (1.7)c

• Maternal literacy (1.7)a

• Having more than two children aged
under five years (1.7)a

• Wasting: z-score < –3 SD (105.8, 95%
CI 42.2–158.0); –2 SD < z-score < –3 SD
(23.3, 95% CI 8.9–35.9)

• Unsafe water source (11.2)a

• Non-exclusive breastfeeding: None (9.7,
95% CI 2.4–28.1); Partial (3.9, 95% CI
1.5–8.3); Predominant (2.1, 95% CI
1.0–4.6)

• Unsafe sanitation (3.2, 95% CI 2.8–3.7)
• Underweight: z-score < –3 SD (2.3, 95%
CI 2.1–2.8); –2 SD < z-score < –3 SD
(1.2, 95% CI 1.1–1.5)

• Zinc deficiency (2.0)a

• Stunting: z-score < –3 SD (1.9, 95% CI
1.3–2.7); –2 SD < z-score < –3 SD
(1.2, 95% CI 1.1–1.5)

• No handwashing with soap (1.7)c

• Vitamin A deficiency (1.5)b

[14, 27, 36, 38, 39]

aRisk factors not included in the analysis due to Demographic and Health Survey data unavailable by wealth quintile
bRisk factors not included in the analysis due to lower relative risk
cRisk factors not included in the analysis due to poor data quality and/or poor variable definition
CI confidence interval, NA not available, SD standard deviation
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with a higher risk of dying from the disease have a higher
probability of receiving treatment. Finally, S5 assumes that
the prevalence of all prognostic factors are set at the
lowest level observed in the country for all quintiles and
applies the most recent DHS-reported quintile-specific
treatment coverage rates.
For each scenario, we calculated (1) the proportion of

cases and deaths by quintile, and (2) the change in the
distribution of remaining cases and deaths. For (1), we
assumed a starting point of 100% of cases or deaths
when no vaccine or treatment programs were present
and calculated the reduction in the total burden under
each scenario. For (2), we explored the area under the
curve (AUC) of the cumulative percentage of cases
(or deaths) by quintile, and calculated the changes in
the AUC per scenario. For example, an increase in
the AUC after implementation of a vaccine program
suggests that, among the remaining cases not averted
by the program, a higher percentage of cases would
be among the poorer quintiles compared to prior
vaccine introduction. A detailed description of the
methods, including an illustration of how the distri-
butions and the AUCs were estimated, can be found
in Additional file 1: Section IV.
We calculated 95% uncertainty ranges for our esti-

mates using Monte Carlo simulations (n = 1000 draws),
while varying the relative risks of risk and prognostic
factors, vaccine efficacy, and treatment effectiveness
simultaneously using truncated normal distributions
with the inputs’ means and standard deviations.

Sensitivity analyses
Two sets of sensitivity analyses were conducted. First,
we accounted for the differences in the sizes of the
under-five population in each quintile by adjusting the
number of cases and deaths with the quintile-specific total
fertility rate (TFR). Second, instead of assuming that
unattributable cases and deaths were distributed equally
across quintiles, we used the ratios of quintile-specific
under-five mortality rates to the national average for
adjustment.

Results
Estimates for all countries are available in Additional file 1:
Section IV. To illustrate, we display our findings for each
disease for three populous country examples – Nigeria,
Pakistan, and Ethiopia.

Measles cases
Under the hypothetical scenario of no vaccines (S1),
more measles cases would occur among the lower
wealth quintiles. In Nigeria, Pakistan, and Ethiopia, the
two lowest quintiles would account for 48.8% (95%
uncertainty range 48.0–50.0), 50.3% (48.9–51.8), and

47.6% (46.5–48.6) of all cases, in comparison to 31.7%
(30.7–32.4), 30.7% (29.3–32.2), and 32.1% (31.4–32.9) in
the two highest quintiles (S1, Fig. 2). With MCV1 (S2),
in which coverage is greater among the higher quintiles,
a larger proportion of cases would be averted in these
quintiles. Compared to S1, AUC would increase by
19.0% (18.0–19.8), 14.6% (13.8–15.4), and 12.1% (11.4–
12.8), respectively, in the three countries, suggesting that
more measles cases would occur among the lowest
two quintiles than the highest two. S3 assumes equal
number of MCV1 across quintiles, and thus the same
number of cases would be averted per quintile, lead-
ing to a larger AUC than for S1 (since the lowest
quintiles would have more remaining cases because of
the unequal distribution of baseline morbidity risk ex
ante), but smaller increases in AUC than for S2
(more equal distribution of the vaccine). This effect
would be greater in countries with greater inequalities
in vaccine coverage rates, such as Nigeria (16% in the
lowest quintile versus 93% in the highest quintile)
and Pakistan (36% versus 86%). Distributing MCV1
proportionally to quintile-specific risks (S4) would
substantially reduce the unequal distribution (decrease
in AUC) for all three countries. In S5, we estimated a
larger proportion of cases being averted (compared to
S2 and S3) in Nigeria and Pakistan, suggesting that
addressing the underlying morbidity is an effective
strategy to reduce overall burden in countries with
greater unequal risk distribution.

Pneumonia cases
Without vaccines, pneumonia cases are estimated to be
concentrated among the lower quintiles (S1) (Fig. 3).
Even though the differences in PCV coverage across
quintiles would be large (for example, an average of 21%
in the lowest two quintiles versus close to 100% in the
highest two quintiles in Nigeria), the introduction of
PCV would have a limited effect on the distribution of
pneumonia cases because of its low vaccine efficacy (6%
for clinically diagnosed pneumonia [17]). Under the
current vaccine coverage scenario (S2), we estimate
small but positive increases in AUC due to the un-
equal distribution of vaccines. Even after equalizing
dosage distribution, minimal changes would occur in
both the number of cases averted and the relative
distribution of the remaining cases (S3). Distributing
PCV in proportion to baseline risks would lead to a
slightly greater number of total cases averted, but the
reductions in AUC would not be significant (S4).
Instead, equalizing baseline risks first and then applying
current coverage rates would lead to small improvements
in both the number of averted cases and AUC in all three
countries.
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Diarrhea cases
Among the three countries, only Ethiopia introduced RV
in 2016 (Fig. 4). Similar to PCV, the effect of RV on the
distribution of diarrhea cases is smaller than MCV1 due
to lower vaccine efficacy (14% for all diarrhea [18]).
Current vaccine coverage (S2) or providing equal

vaccine coverage (S3) would result in a small increase in
AUC as higher proportions of cases would be averted
among the higher wealth quintiles. Equalizing the under-
lying risks (S5), on the other hand, would both increase
the size of the total cases averted and result in more
equal case distribution (decrease in AUC).

Fig. 3 Distribution of pneumonia cases by wealth quintile and scenario in Nigeria, Pakistan, and Ethiopia. The numbers in the green boxes
represent the percentage of cases in each wealth quintile. Wealth quintiles: I = Lowest, II = Lower, III = Middle, IV = Higher, V = Highest. AUC = area
under the curve. Δ AUC: Percent change in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): no
vaccine program available; S2: current vaccine program; S3: total number of vaccines from S2 distributed equally across quintiles; S4: vaccine
coverage proportional to quintile-specific baseline morbidity risks; S5: equal baseline morbidity risk with current quintile-specific vaccine coverage

Fig. 2 Distribution of measles cases by wealth quintile and scenario in Nigeria, Pakistan, and Ethiopia. The numbers in the green boxes represent
the percentage of cases in each wealth quintile. Wealth quintiles: I = Lowest, II = Lower, III = Middle, IV = Higher, V = Highest. AUC = area under the
curve. Δ AUC: Percent change in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): no vaccine
program available; S2: current vaccine program; S3: total number of vaccines from S2 distributed equally across quintiles; S4: vaccine coverage
proportional to quintile-specific baseline morbidity risks; S5: equal baseline morbidity risk with current quintile-specific vaccine coverage
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Measles deaths
Each quintile faces different disease-specific mortality
rates due to differences in the prevalence of prognostic
factors and the probability of receiving treatment. When
treatment is not available, deaths among measles cases
would be concentrated in the lowest two quintiles (S1).
When seeking treatment under current quintile-specific
treatment coverage rates (S2), these unequal distributions
remain because the proportion of people receiving
treatment is much lower among the bottom quintiles; the
differences in the treatment coverage rates between the
highest and lowest quintiles were 28% in Nigeria, 23% in
Pakistan, and 39% in Ethiopia (Fig. 5). S3 assumes equal
treatment coverage for all quintiles, resulting in no distri-
butional change (from S1) from the unequal distribution
of the underlying mortality risks. If treatment coverage
were proportional to underlying mortality risk (S4), we
would expect to see small increases in the percentage of
deaths averted by treatment and decreases in AUC in each
country (though not significant given the large confidence
interval around treatment effectiveness for measles (0.62,
95% CI 0.19–0.82 [19])). If, instead, the unequal distribu-
tion of underlying mortality risk was flattened and current
quintile-specific treatment coverage was maintained, we
would expect a more equal distribution of deaths (larger
decreases in AUC) (S5).

Pneumonia deaths
Under S1, the lowest two wealth quintiles would have ex-
perienced close to half of deaths in Nigeria, Pakistan, and
Ethiopia (Fig. 6). Under current treatment coverage pat-
terns, 51.4% (50.2–52.6), 51.9% (50.0–53.9), and 52.3%
(49.9–54.2) of pneumonia deaths would respectively occur
among the lowest quintiles in each country (S2). When
applying equal treatment utilization across quintiles (S3),
we would expect the distribution of these deaths to re-
main the same as S1. If, instead, we increased treatment
coverage among the bottom quintiles by setting treatment
coverage proportional to baseline mortality risk, we would
expect a more equal distribution of deaths (decreases in
AUC) (S4) in most countries. This is especially visible in
Pakistan, since the baseline mortality risk is estimated to
be much higher among the lowest quintiles. Equalizing
the baseline mortality risk first and then applying current
quintile-specific treatment coverage would also lead to a
more equal distribution of deaths. Similar to measles
deaths, if we lower and equalize the underlying mortality
risk, we would expect more equal distribution of deaths
(larger decreases in AUC) (S5).

Diarrhea deaths
Under S1, 47.0% (46.2–47.7), 49.1% (47.7–50.7), and
48.6% (46.6–50.4) of deaths would occur in the lowest

Fig. 4 Distribution of diarrhea cases by wealth quintile and scenario in Ethiopia. The numbers in the green boxes represent the percentage of cases in
each wealth quintile. Wealth quintiles: I = Lowest, II = Lower, III = Middle, IV = Higher, V = Highest. AUC = area under the curve. Δ AUC: Percent change
in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): no vaccine program available; S2: current vaccine
program; S3: total number of vaccines from S2 distributed equally across quintiles; S4: vaccine coverage proportional to quintile-specific baseline
morbidity risks; S5: equal baseline morbidity risk with current quintile-specific vaccine coverage
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two quintiles in Nigeria, Pakistan, and Ethiopia, respect-
ively (Fig. 7). Current quintile-specific treatment cover-
age (S2) increases AUC in all three countries due to
higher treatment coverage rates among the higher
wealth quintiles. If treatment coverage were proportional

to underlying mortality risk, we would see improve-
ments in the distribution of deaths for all three countries
(decreases in AUC) (S4). This strategy would be more
favorable than others in countries with less equal distri-
bution of the underlying mortality risk such as Pakistan.

Fig. 6 Distribution of pneumonia deaths by wealth quintile and scenario in Nigeria, Pakistan, and Ethiopia. The numbers in the green boxes
represent the percentage of deaths in each wealth quintile. Wealth quintiles: I = Lowest, II = Lower, III = Middle, IV = Higher, V = Highest. AUC = area
under the curve. Δ AUC: Percent change in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): distribution of
deaths when no treatment is available; S2: current quintile-specific treatment coverage rates; S3: national average of treatment coverage for all
quintiles; S4: treatment coverage proportional to quintile-specific baseline mortality risks; S5: equal baseline mortality risk with current quintile-specific
treatment coverage rates

Fig. 5 Distribution of measles deaths by wealth quintile and scenario in Nigeria, Pakistan, and Ethiopia. The numbers in the green boxes represent the
percentage of deaths in each wealth quintile. Wealth quintiles: I = Lowest, II = Lower, III = Middle, IV = Higher, V = Highest. AUC = area under the curve.
Δ AUC: Percent change in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): distribution of deaths when no
treatment is available; S2: current quintile-specific treatment coverage rates; S3: national average of treatment coverage for all quintiles; S4: treatment
coverage proportional to quintile-specific baseline mortality risks; S5: equal baseline mortality risk with current quintile-specific treatment coverage rates
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Sensitivity analysis
The results of the two sets of sensitivity analyses are pre-
sented in Additional file 1: Section VI. With the TFR ad-
justment, higher TFR in lower wealth quintiles would lead
to a greater number of susceptible children and therefore
larger proportions of cases and deaths in these quintiles
under S1. Therefore, the estimated effect of vaccines and
treatments would be intensified because of the greater un-
equal distribution of underlying morbidity and mortality
risks. When we replaced the equal distribution of unattrib-
utable cases and deaths with the ratio of under-five mortal-
ity rates to the national average, we found that most of the
results were not different from the main findings, and that
the changes were more favorable (more equal distribution
of cases and deaths across quintiles).

Discussion
Equity is increasingly gaining attention on the global de-
velopment agenda [2, 4]. To understand whether certain
health interventions can lead to changes in health equity,
we developed an analytical approach to estimate the
changes in the distribution of childhood disease-related
incidence and mortality by wealth quintile with selected
interventions. In particular, we applied this approach to
examine how vaccine programs might affect health
equity under different scenarios of intervention coverage
and treatment utilization assumptions in LMICs.

Our study highlighted several factors that can substan-
tially contribute to the unequal distribution of childhood
disease. First, higher prevalence of risk factors, such as
childhood malnutrition indicators, among the poor
contribute to unequal distribution of childhood disease
incidence and mortality, before any intervention
(immunization or treatment) is even introduced. Second,
large differences were observed in vaccine coverage across
quintiles. In many countries, vaccine coverage among the
top quintiles can be three-to-four times higher than
among the bottom quintiles. Third, an unequal distribu-
tion of deaths was caused by the combination of unequal
distribution of prognostic factors (thus an unequal mortal-
ity risk) and treatment coverage rates across quintiles. Our
results suggest that the most appropriate strategy to
remedy childhood disease inequities for each country
would depend on country context, namely on how the
baseline risks and current vaccine and treatment coverage
are distributed across population subgroups.
The Global Vaccine Action Plan listed equity as a major

principle in delivering universal access to immunization
[7]; it emphasized “equitable access to immunization” as a
core component of the right to health, and suggested that
closing the coverage gap between the lowest and highest
wealth quintiles would lead to greater equity. However, as
shown in this study, merely ensuring equal access to vac-
cines will not reduce the health outcomes gap across
wealth quintiles (see Scenario 3 in Figs. 2, 3, and 4). The

Fig. 7 Distribution of diarrhea deaths by wealth quintile and scenario in Nigeria, Pakistan, and Ethiopia. The numbers in the green boxes represent the
percentage of deaths in each wealth quintile. Wealth quintiles: I = Poorest, II = Poorer, III = Middle, IV = Richer, V = Richest. AUC = area under the curve.
Δ AUC: Percent change in AUC compared to Scenario 1 (S1). 95% uncertainty ranges are indicated in parentheses. (S1): distribution of
deaths when no treatment is available; S2: current quintile-specific treatment coverage rates; S3: national average of treatment coverage
for all quintiles; S4: treatment coverage proportional to quintile-specific baseline mortality risks; S5: equal baseline mortality risk with
current quintile-specific treatment coverage rates
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poor face higher baseline risks, which are tied to social de-
terminants of health such as wealth and education, in
addition to lower treatment coverage rates. In our study,
we find that Scenario 4 (distributing vaccines proportional
to baseline risk) would often yield the most equitable dis-
tribution of disease burden, and that unequal distribution
of vaccines that benefit the lowest wealth groups more
would be required to achieve health equity.
This study makes an important contribution to the lim-

ited publications on the assessment of the distributional
burden of childhood diseases and of the distributional im-
pact of vaccines [20–22]. It builds on previous work, ex-
tends the analysis to three childhood diseases and their
corresponding vaccines, and is replicable to a large number
of countries. Our methodology could, in fact, be extended
in the future to examine the distribution of other diseases
and the distributional impact of other health interventions,
and across other population subgroups (e.g. region, sex).
One potential application of this study is to provide in-

puts to decision-makers on how to determine appropriate
equity-enhancing strategies for countries. We presented es-
timates for several policy options, including providing equal
vaccine coverage across quintiles, targeting the poor, and
addressing the underlying risks before improving vaccine
coverage. One key input required to determine strategies is
costs. We do not have data on how much more it would
cost to increase intervention coverage across different so-
cioeconomic groups, nor do we know how much effort it
would take to address the inequities in the baseline morbid-
ity and mortality risks. Thus, while we can conclude from
our study that certain scenarios would be more effective
than others, data on costs would be required to determine
which scenario would be most cost-effective and sustain-
able under countries’ budget constraints.
This study has several limitations. First, a key limitation

lies in our simplification of disease progression. We as-
sumed that whether one gets a disease solely depended on
the prevalence and relative risk of risk factors and vaccine
coverage. As described above, this paper does not involve
dynamic transmission models, and therefore does not re-
flect the potential nonlinear effects of vaccines on disease
transmissibility and herd immunity [11, 12]. We were only
able to identify contact matrices between different age
groups [23], but not between wealth quintiles. On a related
note, we searched for risk factors related to crowding,
household, or neighborhood density as an attempt to ac-
count for the size of susceptible populations. Households in
the lower wealth quintiles are more likely to have more
children, and therefore disease transmission rates in these
quintiles may be higher than the higher wealth quintiles
with fewer children. However, we were unable to find the
relative risks of related risk factors and/or the prevalence of
these risk factors by wealth quintile in DHS. Furthermore,
non-specific effects of vaccines, such as their effect on

overall mortality [24], as well as the timeliness of receiving
the vaccines [25, 26], were not taken into account. We be-
lieve that including these factors would lead to a more
skewed distribution of cases. Second, two other important
modes of delivery for measles vaccination, measles second
dose and supplementary immunization activities, were not
included in the analysis due to lack of coverage data by
quintile. Third, for some countries, the DHS did not have
complete data on the prevalence of risk and prognostic fac-
tors by wealth quintile, so we assumed they were at the
same levels as neighboring or similar countries. Fourth,
when taking the PAF approach, it is important that the def-
inition of exposure and the studied population sample
match closely with the prevalence data. For simplicity, we
selected input data sources for risk factors from highly cited
systematic reviews [14, 27, 28], and they may not perfectly
meet the definitions of the prevalence data from the DHS.
Similarly, the results depend on the selected data sources
such as inputs for vaccine efficacy and treatment effective-
ness. Since, for simplicity, we assumed they were constant
across quintiles, changing the data sources would not lead
to large changes in the results. However, we acknowledge
that there are other data sources that could be equally suit-
able for this study [29–31]. We also reflected the uncertain-
ties around these data sources by estimating uncertainty
ranges for our results. However, we did not incorporate un-
certainty around estimates of vaccine coverage, treatment
coverage, and risk factor prevalence, due to the lack of im-
mediate availability of uncertainty ranges from the original
data sources. Finally, we were not able to validate the accur-
acy of the estimates since empirical data, especially for the
null counterfactual scenario, were not available. One alter-
native for verification would be to collect disease-specific
morbidity and mortality data at the subnational or national
levels and examine the relationship between their respective
wealth and socioeconomic levels. Our work points to these
important data collection needs in the future.

Conclusions
Our findings contribute toward understanding how
diseases and the benefits of health interventions might be
distributed, specifically in relation to achieving Sustainable
Development Goal 3 in ensuring essential health services
are provided for all. Achieving equity in health outcomes
will only occur in step-by-step processes, which is why this
paper is important in illustrating the potential distributional
results of different approaches. The outputs can provide
decision-makers with information on the possible distribu-
tional impact of policies, and thereby help promote more
equitable resource allocation, even when empirical data are
unavailable. Furthermore, the pursuit of health equity re-
quires more than ensuring equal access to one intervention,
and rather a more systematic approach in addressing the
health gaps between population subgroups.

Chang et al. BMC Medicine  (2018) 16:102 Page 11 of 13



Additional file

Additional file 1: Country selection and Demographic and Health Survey
year; Methods in detail; Selection of risk and prognostic factors; Input data; Full
results; Sensitivity analyses. (PDF 1013 kb)

Abbreviations
AUC: Area under the curve; DHS: Demographic and Health Survey;
LMIC: Low- and middle-income countries; MCV: Measles containing vaccine;
PAF: Population attributable fraction; PCV: Pneumococcal conjugate vaccine;
RV: Rotavirus vaccine; TFR: Total fertility rate

Acknowledgements
We are grateful to Olivia Bullock and Hope Johnson for their support. Earlier
versions of this paper were presented at a Gavi-BMGF Vaccination Impact
Modeling meeting in Evian, France, at the Harvard T.H. Chan School of Public
Health, and at the Johns Hopkins Bloomberg School of Public Health, and
we received valuable comments from Samantha Clark, Dagna Constenla,
Peter Hansen, Mark Jit, Grace Morgan, Kate O’ Brien, Neff Walker, Stephen
Lim, and Michael Reich, as well as from four superb reviewers.

Funding
This work was funded by the Bill & Melinda Gates Foundation
(BMGF) (OPP1137904).

Availability of data and materials
The majority of datasets analyzed are available online.

Authors’ contributions
AYC and SV conceived and designed the study. AYC conducted the analysis
and developed the initial draft of the manuscript. CRH and LB contributed to
early conceptual and technical support in the study design. All authors
contributed to data interpretation, substantively revised the manuscript,
and approved the final manuscript.

Competing interests
The authors declare that they have no competing interests.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Author details
1Department of Global Health and Population, Harvard T.H. Chan School of
Public Health, Boston, MA, USA. 2Institute for Health Metrics and Evaluation,
University of Washington, Seattle, WA, USA. 3Erasmus School of Economics,
Erasmus University of Rotterdam, Rotterdam, The Netherlands. 4Department
of Medicine, Stanford University School of Medicine, Stanford, CA, USA.
5Center for Health Decision Science, Harvard T.H. Chan School of Public
Health, Boston, MA, USA. 6Bill & Melinda Gates Foundation, Seattle, WA, USA.

Received: 26 June 2017 Accepted: 14 May 2018

References
1. United Nations. Sustainable Development Goals - Goal 1: End poverty in all

its forms everywhere. http://www.un.org/sustainabledevelopment/poverty/.
Accessed 12 Oct 2016.

2. The World Bank. Boosting Shared Prosperity is Key to Tackling Inequality,
says World Bank Group President. 2014. http://www.worldbank.org/en/
news/press-release/2014/10/01/boosting-shared-prosperity-key-tackling-
inequality-world-bank-group-president. Accessed 15 Oct 2016.

3. Nishtar S, Bhutta ZA, Jafar TH, Ghaffar A, Akhtar T, Bengali K, et al. Health
reform in Pakistan: a call to action. Lancet. 2013;381(9885):2291–7.

4. World Health Organization. Closing the Health Equity Gap: Policy Options
and Opportunities for Action. WHO Press. 2013. http://apps.who.int/iris/
bitstream/10665/78335/1/9789241505178_eng.pdf. Accessed 20 Nov 2016.

5. World Health Organization. Measles (MCV) Immunization Coverage
Estimates by WHO Region. 2016. http://apps.who.int/gho/data/view.main.
81100?lang=en. Accessed 20 Dec 2016.

6. Liu L, Oza S, Hogan D, Chu Y, Perin J, Zhu J, et al. Global, regional, and
national causes of under-5 mortality in 2000–15: an updated systematic
analysis with implications for the Sustainable Development Goals. Lancet.
2016;388(10063):3027–35.

7. World Health Organization. Global Vaccine Action Plan 2011–2020. 2013.
http://www.who.int/immunization/global_vaccine_action_plan/GVAP_doc_
2011_2020/en/. Accessed 11 Nov 2016.

8. Gavi, The Vaccine Alliance. Gavi Strategy 2016–2020. http://www.gavi.org/
about/strategy/phase-iv-2016-20/. Accessed 20 Apr 2017.

9. Chan M, Elias C, Fauci A, Lake A, Berkley S. Reaching everyone, everywhere
with life-saving vaccines. Lancet. 2017;389(10071):777–779.

10. World Health Organization. Metrics: Population Attributable Fraction (PAF).
http://www.who.int/healthinfo/global_burden_disease/metrics_paf/en/.
Accessed 15 Oct 2016.

11. Pollard SL, Malpica-Llanos T, Friberg IK, Fischer-Walker C, Ashraf S, Walker N.
Estimating the herd immunity effect of rotavirus vaccine. Vaccine.
2015;33(32):3795–800.

12. Haber M, Barskey A, Baughman W, Barker L, Whitney CG, Shaw KM, et al.
Herd immunity and pneumococcal conjugate vaccine: a quantitative model.
Vaccine. 2007;25(29):5390–8.

13. USAID, ICF Macro International. Demographic and Health Surveys (DHS)
Program. http://dhsprogram.com. Accessed 15 Oct 2016.

14. GBD 2013 Risk Factors Collaborators. Global, regional, and national
comparative risk assessment of 79 behavioural, environmental and
occupational, and metabolic risks or clusters of risks in 188 countries,
1990–2013: a systematic analysis for the Global Burden of Disease Study
2013. Lancet. 2015;386(10010):2287–323.

15. IHME. GBD Compare. http://vizhub.healthdata.org/gbd-compare/.
Accessed 15 Oct 2016.

16. Gavi, The Vaccine Alliance. 2016 Strategic Demand Forecast Version 12.0.
Geneva: Gavi The Vaccine Alliance; 2016.

17. Lucero MG, Dulalia VE, Nillos LT, Williams G, Parreño RAN, Nohynek H,
et al. Pneumococcal conjugate vaccines for preventing vaccine-type
invasive pneumococcal disease and X-ray defined pneumonia in
children less than two years of age. Cochrane Database Syst Rev.
2009;(4):CD004977.

18. Lamberti LM, Ashraf S, Walker CLF, Black RE. A systematic review of the
effect of rotavirus vaccination on diarrhea outcomes among children
younger than 5 years. Pediatr Infect Dis J. 2016;35(9):992–8.

19. Sudfeld CR, Navar AM, Halsey NA. Effectiveness of measles vaccination and
vitamin A treatment. Int J Epidemiol. 2010;39(Supplement 1):i48–55.

20. Rheingans R, Atherly D, Anderson J. Distributional impact of rotavirus
vaccination in 25 GAVI countries: estimating disparities in benefits and cost-
effectiveness. Vaccine. 2012;30:A15–23.

21. Verguet S, Murphy S, Anderson B, Johansson KA, Glass R, Rheingans R.
Public finance of rotavirus vaccination in India and Ethiopia: an extended
cost-effectiveness analysis. Vaccine. 2013;31(42):4902–10.

22. Johansson KA, Memirie ST, Pecenka C, Jamison DT, Verguet S. Health gains
and financial protection from pneumococcal vaccination and pneumonia
treatment in Ethiopia: results from an extended cost-effectiveness analysis.
PLoS One. 2015;10(12):e0142691.

23. Prem K, Cook AR, Jit M. Projecting social contact matrices in 152 countries
using contact surveys and demographic data. PLoS Comput Biol.
2017;13(9):e1005697.

24. Higgins JPT, Soares-Weiser K, López-López JA, Kakourou A, Chaplin K,
Christensen H, et al. Association of BCG, DTP, and measles containing
vaccines with childhood mortality: systematic review. BMJ. 2016;355:i5170.

25. Bielicki JA, Achermann R, Berger C. Timing of measles immunization and
effective population vaccine coverage. Pediatrics. 2012;130(3):e600–6.

26. Clark A, Sanderson C. Timing of children’s vaccinations in 45 low-income
and middle-income countries: an analysis of survey data. Lancet.
2009;373(9674):1543–9.

27. Black RE, Allen LH, Bhutta ZA, Caulfield LE, De Onis M, Ezzati M, et al.
Maternal and child undernutrition: global and regional exposures and
health consequences. Lancet. 2008;371(9608):243–60.

28. Rudan I, Boschi-Pinto C, Biloglav Z, Mulholland K, Campbell H. Epidemiology
and etiology of childhood pneumonia. Bull World Health Organ.
2008;86(5):408.

Chang et al. BMC Medicine  (2018) 16:102 Page 12 of 13

https://doi.org/10.1186/s12916-018-1074-y
http://www.un.org/sustainabledevelopment/poverty/
http://www.worldbank.org/en/news/press-release/2014/10/01/boosting-shared-prosperity-key-tackling-inequality-world-bank-group-president
http://www.worldbank.org/en/news/press-release/2014/10/01/boosting-shared-prosperity-key-tackling-inequality-world-bank-group-president
http://www.worldbank.org/en/news/press-release/2014/10/01/boosting-shared-prosperity-key-tackling-inequality-world-bank-group-president
http://apps.who.int/iris/bitstream/10665/78335/1/9789241505178_eng.pdf
http://apps.who.int/iris/bitstream/10665/78335/1/9789241505178_eng.pdf
http://apps.who.int/gho/data/view.main.81100?lang=en
http://apps.who.int/gho/data/view.main.81100?lang=en
http://www.who.int/immunization/global_vaccine_action_plan/GVAP_doc_2011_2020/en/
http://www.who.int/immunization/global_vaccine_action_plan/GVAP_doc_2011_2020/en/
http://www.gavi.org/about/strategy/phase-iv-2016-20/
http://www.gavi.org/about/strategy/phase-iv-2016-20/
http://www.who.int/healthinfo/global_burden_disease/metrics_paf/en/
http://dhsprogram.com
http://vizhub.healthdata.org/gbd-compare/


29. Lassi ZS, Das JK, Haider SW, Salam RA, Qazi SA, Bhutta ZA. Systematic review
on antibiotic therapy for pneumonia in children between 2 and 59 months
of age. Arch Dis Child. 2014;99(7):687–93.

30. Pavia M, Bianco A, Nobile CGA, Marinelli P, Angelillo IF. Efficacy of
pneumococcal vaccination in children younger than 24 months: a meta-
analysis. Pediatrics. 2009;123(6):e1103–10.

31. Soares-Weiser K, Maclehose H, Bergman H, Ben-Aharon I, Nagpal S, Goldberg E,
et al. Vaccines for preventing rotavirus diarrhoea: vaccines in use. Cochrane
Database Syst Rev. 2012;(2):CD008521.

32. Theodoratou E, Johnson S, Jhass A, Madhi SA, Clark A, Boschi-Pinto C, et al.
The effect of Haemophilus influenzae type b and pneumococcal conjugate
vaccines on childhood pneumonia incidence, severe morbidity and mortality.
Int J Epidemiol. 2010;39(Supplement 1):i172–85.

33. Munos MK, Walker CLF, Black RE. The effect of oral rehydration solution and
recommended home fluids on diarrhoea mortality. Int J Epidemiol.
2010;39(Supplement 1):i75–87.

34. Wolfson LJ, Grais RF, Luquero FJ, Birmingham ME, Strebel PM. Estimates of
measles case fatality ratios: a comprehensive review of community-based
studies. Int J Epidemiol. 2009;38(1):192–205.

35. Zahidie A, Wasim S, Fatmi Z. Vaccine effectiveness and risk factors associated
with measles among children presenting to the hospitals of Karachi, Pakistan.
J Coll Physicians Surg Pak. 2014;24(12):882–8.

36. Walker CLF, Rudan I, Liu L, Nair H, Theodoratou E, Bhutta ZA, et al. Global burden
of childhood pneumonia and diarrhoea. Lancet. 2013;381(9875):1405–16.

37. Bhat RY, Manjunath N. Correlates of acute lower respiratory tract
infections in children under 5 years of age in India. Int J Tuberc Lung Dis.
2013;17(3):418–22.

38. Mihrete TS, Alemie GA, Teferra AS. Determinants of childhood diarrhea
among underfive children in Benishangul Gumuz Regional State, North
West Ethiopia. BMC Pediatr. 2014;14:102.

39. Gebru T, Taha M, Kassahun W. Risk factors of diarrhoeal disease in under-five
children among health extension model and non-model families in Sheko
district rural community, Southwest Ethiopia: comparative cross-sectional
study. BMC Public Health. 2014;14:395.

Chang et al. BMC Medicine  (2018) 16:102 Page 13 of 13


	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Methods
	Analytical structure
	Cases
	Deaths

	Data sources
	Outcomes and scenarios
	Sensitivity analyses

	Results
	Measles cases
	Pneumonia cases
	Diarrhea cases
	Measles deaths
	Pneumonia deaths
	Diarrhea deaths
	Sensitivity analysis

	Discussion
	Conclusions
	Additional file
	Abbreviations
	Acknowledgements
	Funding
	Availability of data and materials
	Authors’ contributions
	Competing interests
	Publisher’s Note
	Author details
	References

