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There was an error in the text and files of the published article.

In Fig. 1 and the additional files, strain 18-032404 is incorrectly labeled as 18-032604.

In the additional files, strain headers for 18-032643 should be 18-030643.

In the text, the second occurrence of ‘Additional file 8’ should refer to ‘Additional file 13’.

The authors apologize for any inconvenience caused.
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