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ABSTRACT
Although pediatric malignant extracranial germ-cell tumors (meGCTs) are among the most chemosensi-
tive solid tumors, a group of patients relapse and die of disease. To identify new markers predicting
clinical outcome, we examined the prognostic relevance of tumor-infiltrating T lymphocytes (TILs) and
the expression of PD-1 and PD-L1 in a cohort of pediatric meGCTs by in situ immunohistochemistry.
MeGCTs were variously infiltrated by T cell-subtypes according to the tumor subtype, tumor location
and age at diagnosis. We distinguished three different phenotypes: i) tumors not infiltrated by T cells
(immature teratomas and half of the yolk sac tumors), ii) tumors highly infiltrated by CD8+ T cells
expressing PD-1, which identifies activated tumor-reactive T cells (seminomas and dysgerminomas), iii)
tumors highly infiltrated by CD8+ T cells within an immunosuppressive tumor microenvironment
characterized by CD4+FOXP3+ Treg cells and PD-L1-expressing tumor cells (embryonal carcinomas,
choriocarcinomas and the remaining yolk sac tumors). Tumor subtypes belonging mixed meGCTs
were variously infiltrated, suggesting the coexistence of multiple immune microenvironments either
facilitating or precluding the entry of T cells.

These findings support the hypothesis that TILs influence the development of meGCTs and might be
of clinical relevance to improve risk stratification and the treatment of pediatric patients.
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Introduction

Tumor-infiltrating immune cells play a key role in controlling
tumor development.1 T lymphocytes are the most abundant and
best-characterized immune cells in the tumor microenviron-
ment (TME).2 High density of tumor-infiltrating cytotoxic
CD8+ T cells, CD45RO+ memory T cells and CD4+ helper T
cells has been associated with good prognosis in various
cancers.2,3 On the contrary, high density of forlhead box protein
3-positive (FOXP3+) CD4+ tumor-infiltrating T lymphocytes
(TILs), namely regulatory T (Treg) cells, known to suppress
antitumor immunity by affecting proliferation and activation
of cytotoxic CD8+ T cells, has been associated with worse prog-
nosis in several types of cancers.4–7 The spatial distribution of
effector T cells in the center and/or at the margin of the tumors
has also a prognostic value, with high density of CD8+ TILs in
both regions predicting better patient survival.8–10 According to
the immune topography, human tumors can be grouped in three
immune phenotypes termed ‘immune-desert’, ‘immune-
excluded’ and ‘inflamed’ tumors.11,12 The immune-desert
tumors are totally free of T cells, the immune-excluded contain

T cells in the stroma but not inside the tumors, whereas the
inflamed tumors are infiltrated by T cells indicating an active
antitumor immune response, which, however, is often impaired
by immune-suppressive mechanisms.11

The interaction between inhibitory immune checkpoint
receptors, including PD-1, CTLA-4 and TIM-3, with their
ligands expressed on tumor cells, has been shown to impair
anti-tumor T-cell immune responses.13–16 Clinical trials based
on the use of anti-PD-1, anti-PD-L1 and anti-CTLA-4 anti-
bodies have shown promising results in several tumors, espe-
cially those highly infiltrated by T cells, expressing tumor-
specific neoantigens and PD-L1 on tumor cells.17–20

PD-L1 expression has been investigated in many malig-
nancies, including breast, kidney, lung, esophagus, ovary,
colorectal, head and neck, squamous cell carcinomas, mela-
nomas, GISTs, gliomas and neuroblastoma.21–25 Very little is
known about the expression of PD-L1 and the density of TILs
subsets in pediatric and adolescent malignant extracranial
germ-cell tumors (meGCTs), a heterogeneous group of
tumors representing 3–5% of all childhood cancers occurring
before 15 years of age, and 15% of neoplasms in adolescents
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aged 15–19 years.26,27 MeGCTs derive from primordial germ
cells (PGC) and can occur both within and outside the
gonads. Following aberrant PGC migration, meGCTs can
arise in midline locations such as sacrococcygeal, retroperito-
neal and mediastinal. MeGCTs include germinomas, which
according to their localization are distinguished in seminomas
in the testicles and dysgerminomas in ovaries, and non-ger-
minomas, including embryonal carcinomas, yolk sac tumors,
choriocarcinomas, gonadoblastomas and immature teratomas.

Despite the common origin, the clinical outcome of
meGCT patients differs considerably according to stage,
tumor location and histology.28 Although the majority of
patients are cured by surgery and chemotherapy, a subgroup
of them relapse.29–33 Current therapeutic options are effective
in less than 50% of patients with high-risk disease, indicating
that more effective and less toxic therapies are urgently
needed.

In this study, we evaluate the prognostic relevance of TILs,
and the expression of PD-1 and PD-L1 in a collection of
primary and relapsed pediatric and adolescent meGCT
specimens.

Results

Density of tumor-infiltrating CD3+ T cells in pediatric
meGCTs

The prognostic relevance of density and spatial distribution of
TILs was assessed by in situ immunohistochemical (IHC)
analysis in a cohort of 49 pediatric meGCTs, including 24
pure and 25 mixed meGCTs, in which up to three different
tumor subtypes coexist (Table S1). Sixty-three tumor sub-
types were available for the analysis, of which 36 from
meGCTs with a single countable tumor component (24 pure
and 12 mixed), 24 from 12 mixed meGCTs with two distinct
countable tumor subtypes, and 3 from one mixed meGCT
with three distinct countable tumor subtypes (Table S1). The
density of total CD3+ T cells quantified in tumor cell nests
and in surrounding fibrovascular septa regions (10 sites for
each sample), ranged from samples with prominent infiltrate
to others with no infiltration (Figure 1a, Table S2). A large
proportion of tumors (48%) exhibited the inflamed phenotype
(i.e., infiltrated by CD3+ T cells in both nest and septa
regions), while the others had the immune-desert (36%) or
immune-excluded phenotypes (16%) (i.e., totally free of T
lymphocytes in both nest and septa tumor regions, and infil-
trated only in the septa regions, respectively) (Figure 1b). The
inflamed tumors included the totality of seminomas and dys-
germinomas, two-thirds of both embryonic carcinomas and
choriocarcinomas and 39% of yolk sac tumors (Figure 1c,
S1A). The immune-desert tumors included three quarters of
teratomas, more than half of yolk sac tumors and 20% of
choriocarcinomas, whereas the remaining tumors displayed
an immune-excluded phenotype (i.e., a third of embryonic
carcinomas, 25% of teratomas, 20% of choriocarcinomas and
7% of yolk sac tumors) (Figure 1c, S1A).

Next, we evaluated the relationship between CD3+ T-cell
distribution and clinical outcome. Survival analysis for up to
20 years after primary tumor resection was performed by

stratifying the patients according to the optimal cut-off value
for CD3+ T-cell density in both nest and septa tumor regions
selected with the minimum p value approach (see Materials
and Methods). Patients with high CD3+ T-cell infiltration in
both tumor regions (i.e., inflamed tumors) tended to have a
better clinical outcome (Fig S1B). The median event-free
survival of patients with high CD3+ versus low CD3+ T-cell
infiltrate in both tumor regions were 94% and 63%, respec-
tively (log-rank p value 0.413) (Fig S1B).

To verify whether the abundance of tumor-infiltrating
CD3+ T cells may represent an independent predictor of
clinical outcome of meGCTs, the association between density
of CD3+ T cells and the parameters known to affect patient
survival, such as tumor location, age at diagnosis and stage,
were evaluated. The distribution of CD3+ T cells in nest and/
or septa regions was statistically different between tumors
located in the extragonadal sites and gonads. Both ovary and
testis were more infiltrated than the extragonadal sites
(Figure 1d and S1C). The immune-desert phenotype pre-
vailed among the tumors located in extragonadal sites
(71%), whereas the inflamed phenotype characterized the
majority (67%) of tumors located in the gonads (Figure 1e).
A higher density of CD3+ T cells in both nest and septa tumor
regions (i.e. inflamed tumors) was detected in patients over
11 years of age (Figure 1f, S1D), which had prevalently
gonadal GCTs (Figure 1g). To determine whether the
inflamed phenotype improves prognosis when combined
with tumor location and age at diagnosis, patients were stra-
tified according to these two parameters alone, or in combi-
nation with infiltrating T cells (Fig S1E). We found that high
density of T cells tended to differently affect event-free survi-
val of patients with gonadal GCTs depending on age at diag-
nosis. Event-free survival of patients over 11 years varied from
80% to 90% in the presence of low or high CD3+ T-cell
density, respectively, while that of patients with gonadal
tumors under 11 years varied from 56% to 100% (Fig S1E).
No statistical difference was detected between stages
(Fig S1F).

Altogether, these data indicate that meGCTs are variously
infiltrated by CD3+ T cells according to the tumor subtype,
location and age at diagnosis and that the abundance of T
cells could improve the prediction of patient survival when
combined with age at diagnosis and tumor location.

Density of tumor-infiltrating CD3+ T cells in mixed
meGCTs

Mixed meGCTs are characterized by the coexistence of multi-
ple tumor subtypes. We studied the distribution of tumor-
infiltrating CD3+ T cells in 13 different mixed meGCTs in
which at least two tumor subtypes coexisted in the same
lesion (Table S3). Most of the mixed meGCTs were composed
by yolk sac tumors associated with other meGCT subtypes,
including embryonal carcinomas, teratomas, choriocarcino-
mas, seminomas and dysgerminomas; the only exception
was a mixed meGCT composed by embryonal carcinoma
and choriocarcinoma (Table S3). Interestingly, the adjacent
tumor subtypes belonging to mixed meGCTs were variously
infiltrated by T cells (Figure 2a and 2b, Table S3). Indeed,
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seminoma and dysgerminoma subtypes were infiltrated up to
10 times more than the adjacent yolk sac tumor subtype
(Table S3). Conversely, choriocarcinomas contained 2 to 4
times less TILs than the adjacent yolk sac tumor and/or
embryonal carcinoma subtypes (Table S3).

These findings indicate that tumor subtypes belonging to
mixed meGCTs are associated with distinct TMEs, which
either facilitate or prevent immune cells from entering the
different tumor subtypes.

Density of tumor-infiltrating T-cell subsets in meGCTs

To identify the subset(s) of T cells infiltrating meGCTs and
their distribution in mixed meGCTs, effector T cells (CD4+

and CD8+) and Treg (CD4+FOXP3+) cells were analyzed in

the same cohort of patients by in situ IHC analysis. As for
CD3+ T cells, density of T-cell subsets was quantified in
both nest and septa tumor regions. MeGCTs were variously
infiltrated by CD4+ and CD8+ T cells (Figure 3a), with
CD8+ more abundant than CD4+ T cells (Fig S2A,
Table S2). Seminoma and dysgerminoma were the most
infiltrated meGCTs, followed by embryonal carcinomas,
yolk sac tumors and choriocarcinomas (Figure 3b, S2B,
Table S2). Survival analysis revealed no significant correla-
tion between the density of CD4+ and CD8+ in nest and/or
septa regions and patient outcome, although patients with
inflamed tumors tend to have a better event-free survival
(log-rank p values 0.638 and 0.436 for CD4+ and CD8+ T
cells in nest and septa combined together, respectively) (Fig
S2C). Similar to CD3+ T-cell density, the distribution of

Figure 1. Density of tumor-infiltrating CD3+ T cells in meGCTs a, Representative IHC images for CD3+ T cell staining in primary meGCT samples. The density of T
cells was recorded as the number of positive cells per unit of tissue surface area. Nuclei were counterstained with hematoxylin (blue). Original magnification, x20.
Scale bar, 30 µm. b, Distribution of tumor-infiltrating CD3+ T cells in meGCTs. c, Density of CD3+ T cells in the nest and septa tumor regions of the various meGCT
subtypes. d, Box plot of the CD3+ T-cell density in the nest region according to the tumor location. e, Distribution of tumor-infiltrating CD3+ T cells in meGCTs
according to tumor location. f, Box plot of the CD3+ T-cell density in the nest region according to age at diagnosis. g, Distribution of tumor-infiltrating CD3+ T cells in
meGCT patients according to tumor location and age at diagnosis. In D and F, the boxes show the 25th to 75th percentile, the horizontal line inside the box
represents the median, the whiskers extend to the most extreme data point, which is no more than 1.5 times the interquartile range from the box, and the circles are
individual samples. S, seminoma; D, dysgerminoma; YS, yolk sac tumors; T, teratoma; G, gonadoblastoma; EC, embryonal carcinoma; C, choriocarcinoma. *p < 0.05.
**p < 0.001.
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CD4+ and CD8+ T cells was statistically different based on
tumor location and age at diagnosis (Figure 3c, 3d, S2D,
S2E). Gonadal meGCTs were prevalently infiltrated by
CD8+ T cells regardless of age, whereas extragonadal
meGCTs exhibited mainly a desert phenotype (Figure 3e).
A lower percentage of tumors was infiltrated by CD4+ T
cells in both gonadal and extragonadal meGCTs regardless
of age at diagnosis (Figure 3e). Distribution of CD4+ and
CD8+ T cells was not statistically different between stages
(Fig S2F). Interestingly, as for CD3+ T cells, the adjacent
tumor subtypes belonging to mixed meGCTs were also

variously infiltrated by CD4+ and CD8+ T-cell subsets
(Figure 2b and Table S3).

Tumor-infiltrating Treg cells (CD4+ FOXP3+) were
detected in the nest and/or septa tumor regions of 13
meGCTs highly infiltrated by CD4+ and CD8+ T cells
(Figure 4a, 4b, Table S2 and S4). Nine of them (70%) con-
sisted of embryonal carcinomas and choriocarcinomas. The
presence of Treg cells in these tumors leads to an immuno-
suppressive TME promoting cancer immune evasion and
progression.

Figure 2. Density of tumor-infiltrating CD3+ T cells in mixed meGCTs a, Representative IHC images for density of CD3+ T cells in primary mixed meGCT samples.
CD3+ T cells (red) are differently distributed in mixed meGCT subtypes. Nuclei were counterstained with hematoxylin (blue). Original magnification, x10. Scale bar,
30 µm. b, Distribution of tumor-infiltrating CD3+ T cells in mixed meGCTs. The immune phenotypes are indicated as follows: immune inflamed, immune-excluded,
and immune desert in red, blue and gray, respectively. S, seminoma; D, dysgerminoma; YS, yolk sac tumors; T, teratoma; EC, embryonal carcinoma; C,
choriocarcinoma.
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Figure 3. Density of tumor-infiltrating CD4+ and CD8+ T-cell subsets in meGCTs a. Representative IHC images for CD4+ and CD8+ T-cell staining in primary
meGCT samples. T-cell subsets are in red. Nuclei were counterstained with hematoxylin (blue). Original magnification, x20. Scale bar, 30 µm. b, Distribution of CD4+

and CD8+ T cells in nest regions of meGCT subtypes. c and d, Box plots of CD4+ and CD8+ T cells in nest regions according to the tumor location and age at
diagnosis, respectively. e, Distribution of tumor-infiltrating CD4+ and CD8+ T cells in meGCT patients according to tumor location and age at diagnosis. S, seminoma;
D, dysgerminoma; YS, yolk sac tumors; T, teratoma; G, gonadoblastoma; EC, embryonal carcinoma; C, choriocarcinoma. *p < 0.05. **p < 0.001.
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Figure 4. Density of FOXP3+, PD-1+ and PD-L1+ cells in meGCTs a, Representative IHC images of CD4 and FOXP3 double staining in primary meGCT samples
visualized with diaminobenzidine (brown) and Fast Red (red), respectively. Red, black and green arrows indicate CD4+ cells, FOXP3+ cells and CD4+/FOXP3+ Tregs,
respectively. Original magnification, x60. Scale bar, 30 µm. b, Distribution of TIL subsets in FOXP3-expressing meGCTs. c, Representative examples of PD-1+ cell
staining in a meGCT samples. Original magnification, x20. Scale bar, 30 µm. d, Distribution of TIL subsets in PD-1-expressing meGCTs. e, Representative IHC images
for PD-L1+ cell staining in primary meGCT samples. Black and red arrows indicate PD-L1+ tumor cells and tumor-infiltrating PD-L1+ lymphocytes, respectively. Original
magnification, x20. Scale bar, 30 µm. f, Distribution of tumor-infiltrating T-cell subsets in PD-L1-expressing meGCTs. S, seminoma; D, dysgerminoma; YS, yolk sac
tumors; EC, embryonal carcinoma; C, choriocarcinoma.
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Density of PD-1+ and PD-L1+ cells in meGCTs

Next, density of tumor-infiltrating PD-1+ lymphocytes and
PD-L1+ cells was evaluated in the same cohort of patients by
in situ IHC analysis (Figure 4c-f). The number of PD-1+

infiltrating lymphocytes was proportional to the density of
TILs (Fig S3). On average 28% of the infiltrated meGCTs
contained PD-1-expressing lymphocytes. They included the
totality of dysgerminomas and seminomas and one third of
the embryonal carcinomas (Figure 4d).

An intense membrane staining of PD-L1 was detected on
tumor cells of 6 specimens, including 3 choriocarcinomas, 2
embryonal carcinomas and 1 yolk sac tumor (Figure 4e, 4f,
Table S5). These samples were all infiltrated by CD4+ and
CD8+ T cells. In some meGCTs, PD-L1 was also detected on
TILs (Figure 4e, 4f, Table S5).

Density of tumor-infiltrating T cells in local relapses of
meGCTs

Density of TIL subsets was evaluated in 6 local relapses of
meGCT and compared with that of primary tumors. Relapses
were mostly yolk sac tumors occurring in patients with pri-
mary tumors of the same component, or teratomas and

embryonal carcinomas. Most of relapses had a different
immune phenotype as compared to primary tumors,
(Figure 5a, 5b, Table S6). A reduction of CD3+ T-cell density
in nest and/or septa tumor regions was detected in two
relapsed tumors (patients 14 and 29) (Figure 5a, 5b,
Table S6). This involved a change in immune phenotypes
from inflamed to immune-excluded (patient 14), and from
immune-excluded to desert (patient 29). Conversely, density
of tumor-infiltrating CD3+ T cells was increased in the septa
of two relapsed tumors (patients 37 and 40), causing a change
of the immune phenotype from immune desert to immune-
excluded in both tumors. In the remaining cases, the immune
phenotype of relapses remained unchanged as compared to
primary tumors (patients 3 and 32). In general, CD4+ and
CD8+ T-cell subtypes reflected the trend observed for CD3+ T
cells, with CD8+ T cells more similar to CD3+ T cells
(Figure 5b, Table S6). With respect of primary tumors, den-
sity of CD4+FOXP3+ cells was increased in the stroma region
of two relapsed tumor (patients 40 and 32), and drastically
reduced in another (patient 29) (Figure 5b, Table S6).
Notably, all patients who relapsed have been treated only
surgically, except one (patient 29) who was treated with high
dose of cisplatin. As some chemotherapeutics are known to
shape clinical outcome by influencing tumor-host interactions

Figure 5. Density of tumor-infiltrating T cell subsets and tumor PD-L1 in primary and relapsed meGCTs a, Representative IHC images of CD3+ T cell staining in
primary (P) and relapsed (R) meGCT samples. Original magnification, x20. Scale bar, 30 µm. b, Distribution of TIL subsets and PD-L1 expression in primary and
relapsed meGCTs. T, teratoma, YS, yolk sac tumors; EC, embryonal carcinoma; C, choriocarcinoma.
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34, it is suggestive to consider a possible reduction of T-cell
infiltration in the relapsed tumor due to the cisplatin
treatment.

Discussion

Recent studies on the TME have highlighted the key role of
CD8+ TILs and immunosuppressive elements in mediating
control of cancer growth, but their involvement in the pro-
gression of meGCTs is not well defined.

Herein, we comprehensively evaluated the composition,
density and strategic location of different TIL subsets (i.e.,
CD3+, CD4+, CD8+ and CD4+FOXP3+ Treg) as well as the
expression of immunoregulatory elements (i.e., PD-1 and PD-
L1) in pediatric primary and relapsed meGCTs and their
association with clinical outcome. According to the immune
component, meGCTs were distinguished in three different
phenotypes: phenotype (a), meGCTs not infiltrated by T
cells (immature teratomas and half of the yolk sac tumors
tested); phenotype (b), meGCTs highly infiltrated by lympho-
cyte-expressing PD-1 (seminomas and dysgerminomas),
which identifies activated tumor-reactive T cells 35; phenotype
(c), meGCTs highly infiltrated by T cells within an immuno-
suppressive TME characterized by CD4+FOXP3+ Treg cells,
PD-1+ lymphocytes, and PD-L1-expressing tumor cells
(embryonal carcinomas, choriocarcinomas and the remaining
yolk sac tumors) (Figure 6). Consistent with our findings,
Yakirevich et al. showed that seminoma is the subset of
testicular meGCTs most infiltrated by cytotoxic CD8+ T
cells (i.e., granzyme B+ and TIA-1+), a crucial component of
the cellular immune system, which is pivotal for cell-mediated
anti-tumor immune responses.36 More recently, seminomas
have been demonstrated to be infiltrated by clonally expanded
tumor-specific T cells, a part of which expressing CD107a and
granzyme B.37

According to other studies, we observed that choriocarci-
nomas express the highest levels of PD-L1,38,39 which is con-
sistent with the high expression of PD-L1 of the normal
placenta,40 the tissue histologically related to choriocarci-
noma. Moreover, as seen by other,41 embryonal carcinomas
express PD-L1 in both tumor cells and TILs. As for other
tumors,42 the expression of PD-L1 on TILs is a favorable
prognostic factor for meGCTs.41 Chovaneck et al, found that
patients with high PD-L1 on tumor and low PD-L1 on TILs
had the worst prognosis, while on the contrary, patients with
low PD-L1 in tumor and high PD-L1 on TILs had better
prognosis.41 In the majority of studies, the expression of
PD-L1 in tumor section has been evaluated without distin-
guishing between tumor cells and immune cells. Based on
these results, PD-L1 has a different prognostic value when
expressed on tumor cells or TILs, highlighting the importance
to evaluate carefully its expression in both tumor cells and
immune cells.

We found that density of TILs was affected by tumor
location, with tumors arising in the gonads (both ovary and
testis) being more infiltrated than those arising in the extra-
gonadal sites (i.e., mediastinum and retroperitoneum). It is
possible that the different basal level of immune infiltration of
healthy tissues (gonads and extragonadal tissues) might

contribute to the significant difference detected in meGCTs.
In this sense, while the role of lymphocytes in healthy gonads
is well documented,43,44 the information available on extra-
gonadal tissues is limited to the fact that being made of
connective tissue, they contain T cells.

The inflamed phenotype has been associated with the pre-
sence of chemokines and cytokines capable of recruiting and
activating tumor-specific T cells inside the tumor.45–48

Consistently, melanoma biopsies infiltrated by T cells
expressed different chemokines as compared to those lacking
T cell infiltration.47 Interestingly, we found that tumor sub-
types belonging to mixed meGCTs were variously infiltrated
by T-cell subsets, thus reflecting the coexistence of multiple
TMEs that either facilitate or preclude T cells from entering
the malignant tissue. For this peculiarity, mixed meGCTs may
represent an appropriate model to study the factors involved
in the recruitment of T cells into tumors.

In summary, our study demonstrates that (i) meGCTs are
variably infiltrated by T cell subsets according to the tumor
subtype, tumor location and age at diagnosis, with the most
aggressive forms characterized by an immunosuppressive
microenvironment with Treg and PD-L1-expressing tumor
cells. These findings support the hypothesis that TILs influ-
ence the fate of meGCTs and might be of clinical relevance to
improve risk stratification and the treatment of patients.

To the best of our knowledge, this is the first study that
investigates the prognostic significance of tumor-infiltrating
T-cell subsets together with the expression of PD-1 and PD-
L1 in pediatric meGCTs patients. The information presented
here might be useful for tailoring intensity of treatment on
meGCTs.

Materials and methods

Patients

GCTs diagnosed in 49 patients between 1998 and 2016 at the
Bambino Gesù Children’s Hospital were studied. They
included both tissues obtained at diagnosis and prior to any
therapy and tissues obtained after chemotherapy. Written
informed parental consent was obtained for each patient in
accordance with the Declaration of Helsinki and after
approval of the study by the Ethical Committee of the
Institution. Clinical details, including age at diagnosis, tumor
subtype, site of the tumor, disease stage are shown in
Table S1. Primary tumors included 24 pure GCTs and 25
mixed GCTs, in which, whenever possible, different tumor
subtypes were defined. Diagnosis and histology were per-
formed according to the World Health Organization (WHO)
classification.31

Immunohistochemistry and manual acquisition

IHC was conducted with 4 μm of formaldehyde-fixed paraffin-
embedded tissues sections.24 Following deparaffinization and anti-
gen retrieval with EnVision FLEX Target retrieval solution at low
or high pH (citrate buffer pH 6.1 and Tris/EDTA pH 9.0, respec-
tively) with PT-link (Dako), slides were subjected to the avidin/
biotin blocking system (Thermo Fisher Scientific, Fremont, CA,
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Figure 6. Immune profiling of tumor-infiltrating T cells and expression of PD-1 and PD-L1 in meGCs. Distribution of TIL subsets and expression of PD-1 and
PD-L1 cells in meGCTs. CR: complete response; PR: partial response; P: progression. S, seminoma; D, dysgerminoma; YS, yolk sac tumors; T, teratoma; G,
gonadoblastoma; EC, embryonal carcinoma; C, choriocarcinoma.
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USA) according to manufacturer’s instructions. For single stain-
ing, slide were incubated (60 min at room temperature) with
monoclonal antibodies (mAb) against CD3 (F7.2.38, Dako),
CD4 (1F6, Leica Microsystems), CD8 (C8/144B, Dako), FOXP3
(clone 236A/E7, Abcam), PD-1 (NAT105, ScyTek Laboratories),
and PD-L1 (RBT-PDL1, Bio SB). This step was followed by incu-
bation with secondary antibodies coupled with either streptavidin
alkaline phosphatase (Dako) or peroxidase (Dako). Bound strep-
tavidin and peroxidase were detected with Fast Red chromogen
substrate (Dako) or diamonibenzidine (DAB) solution (Dako),
respectively. For double staining, the two primary antibodies
were sequentially detected with DAB and Fast Red chromogen
substrates. Tissue sections were counterstained with EnVision
FLEX Haematoxylin (Dako). Sections of normal tonsils were
used as positive controls. Isotype-matched mouse mAbs were
used as negative controls. Slides were analyzed using an image
analysis workstation (Nikon Eclipse E600). The density of T cells
in nests and the surrounded fibrovascular septa was recorded by
two blinded examiners as the number of positive cells per unit
tissue surface area (mm2). Themean of positive cells detected in 10
fields for each sample was used in the downstream statistical
analysis. Each quantity x was converted to the log scale with the
formula y = ln (x + 1/(1 + x)) to allow the transformation of any
non-negative value.

Statistical analysis

Statistical analyses were performed in the R software environment.
The Kaplan-Meier method was used for the estimation of event-
free survival (EFS) curves. The log-rank test, implemented in the
Survival R package, was used to compare EFS between different
groups of patients as previously described.10 Survival analysis was
performed in a univariate fashion, feature by feature. To avoid
overfitting, no information on outcome was considered in the
process of threshold selection. Patients were stratified according
to the cell density of CD3, CD4 and CD8 markers detected in the
nest and septa tumor regions, tumor site, age at diagnosis and
disease stages. For eachmarker, the optimal threshold yielding the
best dichotomic patient stratification was selected. The Seigmund-
Miller minimal p-value correction was used to reduce type-I
errors, using 0.1 as high and low epsilon coefficients. Kruskal-
Wallis test was used to compare density of T-cell subsets between
tumor site, age at diagnosis and disease stages. Linear regression
analysis was performed using the lm and rlmmethods of the stats
and MASS R libraries, respectively. Variables reaching a p-value
< 0.05 in univariate analysis were included in Cox proportional
hazard regression models.
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