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Extracellular and intracellular 
small-molecule galectin-3 inhibitors
John Stegmayr   1, Fredrik Zetterberg   2, Michael C. Carlsson3,6, Xiaoli Huang4,7, 
Gunjan Sharma1, Barbro Kahl-Knutson1, Hans Schambye2, Ulf J. Nilsson   5, Stina Oredsson4 
& Hakon Leffler   1

Galectin-3 is a carbohydrate binding protein which has important roles in cancer and immunity. Potent 
galectin-3 inhibitors have been synthesized, for experimental purposes and potential clinical use. As 
galectin-3 is implicated in both intra- and extracellular activities, permeability of galectin-3 inhibitors is 
an important parameter determining biological effects. We compared the cellular uptake of galectin-3 
inhibitors and their potency in the intracellular or extracellular space. The inhibitors differed in their 
polar surface area (PSA), but had similar affinities for galectin-3. Using a well-established permeability 
assay, we confirmed that the uptake was significantly higher for the inhibitor with the lowest PSA, 
as expected. To analyze intracellular activity of the inhibitors, we developed a novel assay based on 
galectin-3 accumulation around damaged intracellular vesicles. The results show striking differences 
between the inhibitors intracellular potency, correlating with their PSAs. To test extracellular activity 
of the inhibitors, we analyzed their potency to block binding of galectin-3 to cell surfaces. All inhibitors 
were equally able to block galectin-3 binding to cells and this was proportional to their affinity for 
galectin-3. These inhibitors may serve as useful tools in exploring biological roles of galectin-3 and may 
further our understanding of intracellular versus extracellular roles of galectin-3.

The galectin family of carbohydrate binding proteins have gained increasing interest as therapeutic targets in 
several diseases, such as chronic inflammation and cancer1–4. Galectins are soluble proteins synthesized on free 
ribosomes in the cytosol. Even though they lack the classical characteristics of secreted proteins, they are rap-
idly translocated to the extracellular space through a yet unknown pathway5. Once in the extracellular environ-
ment, the galectins are exposed to a large variety of glycan structures, where they recognize and bind specific 
β-galactosides. As some galectins are able to form multivalent structures or are multivalent in nature, they are able 
to cross-link glycoconjugates and form lattices. Formation of galectin/glycoconjugate lattices on the plasma mem-
brane has been observed to influence the expression time, localization, and activity of several cell surface recep-
tors, thus influencing numerous biological functions such as cell signaling, cell migration, and cell adherence5,6. 
Furthermore, galectins can quickly (within minutes) be recycled back to the inside of cells trough the endocytic 
pathway, regulating sorting of both soluble and membrane bound glycoconjugates5,7. Apart from the extracellular 
activities of the galectin family, mediated through glycan binding, galectins also play important roles in the intra-
cellular compartments. Several studies have reported that galectins may influence cell signaling by interacting 
with signaling proteins in the cytosol, e.g. RAS proteins and β-catenin, and RNA splicing through binding of 
components of the spliceosome complex in the nucleus8–12. As complex glycans are not found in the intracel-
lular compartment, these activities are most likely mediated trough protein-protein interactions. Interestingly, 
however, several of these reported intracellular activates are inhibited by molecules interacting with the galectin 
carbohydrate binding site, such as lactose8,10,13. Additionally, galectins play an important role at the interface 
between the cytosolic and intravesicular compartments by monitoring the integrity of vesicular membranes. It 
is now well established that several galectins (e.g. galectin-3 and -8 in particular) accumulate around disrupted 
vesicles by binding to exposed glycan structures and induce clearance of the damaged organelles by selective 
autophagy14–20. The diverse roles of the galectins on a cellular level have consequences for several physiological 
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processes, in particular, related to immune responses and inflammation, as well as pathological conditions such 
as fibrosis, cancer, and heart disease2,3,21,22.

The role of galectins in physiological and pathophysiological processes has inspired the development of several 
distinct galectin inhibitors, both as novel therapeutics and as experimental tools for basic science5. The aim of the 
present study was to characterize synthetic small-molecule galectin-3 inhibitors for the latter application. For a 
galectin inhibitor to be successful as an experimental tool, it should display high affinity to the galectin of interest 
(to compete with endogenous ligands at biologically relevant concentrations), be selective for the galectin of inter-
est (to ensure correct interpretation of experimental data), and be chemically stable in biological environments. 
Furthermore, as galectins are involved in activities on both sides of the plasma membrane, cellular uptake of the 
galectin inhibitors is an important parameter to consider for discriminating between activities originating from 
the intra- or extracellular compartment. In regard to affinity, specificity, and stability, several galectin inhibitors 
have been synthesized that display both high affinity (dissociation constant (Kd) values in the low nano-molar 
range), selectivity for different galectin carbohydrate recognition domains (CRDs) (mainly for galectin-3), and 
have chemical structures unlikely to be targeted by enzymatic degradation4,23–27. However, less is known about 
the cellular uptake of these inhibitors and to what degree they are able to inhibit intracellular galectins when used 
in cell culture or in vivo.

In the present study, we compared cell membrane permeability of three previously published high affinity 
galectin-3 inhibitors and compared their potency in inhibiting galectin-3 activities, in the cytosol and at the cell 
surface. The results show striking differences in the cellular uptake of the inhibitors and of their intracellular 
potency, which correlates with their polar surface area (PSA). These inhibitors may serve as useful tools in explor-
ing the roles of galectin-3 in both cell and tissue cultures or in animal models and, importantly, may further our 
understanding of intracellular versus extracellular roles of galectin-3.

Results
Affinity and cell membrane permeability of three galectin-3 inhibitors.  Three galectin-3 inhibitors 
(here named 1, 2, and 3) were tested in the current study, selected based on their high affinity for galectin-3 and 
expected differences in membrane permeability due to their polarity. Their structure, synthesis, and affinity for 
a wide range of galectins have previously been described in Delaine et al. (as compound 4)24, Zetterberg et al. (as 
compound 2 h)27, and Salameh et al. and Peterson et al. (as compound 47 and 29)23,28, for inhibitor 1, 2, and 3 
respectively. Inhibitor 1 and 3 are both thiodigalactosides, but with different functional groups attached to carbon 
3 of each galactose residue, whereas inhibitor 2 is an α-d-galactoside with different functional groups at carbon 1 
and 3 (Fig. 1a). Inhibitor 1 has shown therapeutic effects in animal models of idiopathic pulmonary fibrosis (IPF) 
and pathological corneal neovascularization and fibrosis24,29 and is now in clinical trials for IPF under the name 
TD139 (ClinicalTrials.gov Identifier: NCT02257177). Inhibitor 3 has recently been used in an in vivo study for 
type 2 diabetes in obese mice, in which it decreased insulin resistance and improved glucose tolerance30.

All three inhibitors were confirmed to have high affinities for the galectin-3 CRD, using a fluorescence ani-
sotropy (FA)-based assay, with Kd values of 2, 37, and 36 nM for inhibitors 1, 2, and 3, respectively (Fig. 1b). A 
summary of the three inhibitors affinities for the CRDs of other common human galectins (galectin-1, -2, -4N, 
-4C, -8N, -8C, -9N, and -9C) can be found in Figure S1a. Relative their affinity for galectin-3 inhibitor 1 and 3 also 
have high affinity for galectin-1, although lower compared to galectin-3. Inhibitor 2 has higher degree of specific-
ity in regard to galectin-3 versus galectin-1 compared to inhibitors 1 and 3, but instead has lower specificity when 
compared to galectin-4C (Fig. S1b).

The topological PSAs were calculated to be 230, 130, and 280 Å2 for inhibitors 1, 2, and 3, respectively, accord-
ing to the method described by Ertl et al.31. As the PSA of a molecule is considered to be a dominant determinant 
for passive cell membrane permeability and oral bioavailability (where molecules with a PSA >120–140 Å2 are 
predicted to have low membrane permeability and oral bioavailability), inhibitor 2 was suspected to have higher 
permeability compared to 1 and 331–33.

To test this hypothesis, we utilized a well-established assay for prediction of absorption of compounds over 
the intestinal epithelium, hence their ability to cross cell membranes. This assay is based on Caco-2 colon cancer 
cells that are seeded on a semi-permeable membrane and are allowed to form a confluent mono-layer of cells with 
tight junctions34–36. Each compound was added on either the apical or basal side of the Caco-2 cell monolayer, and 
its appearance on the other side was measured as a function of time (Fig. 1c). Both apical to basolateral transport 
(A-B) and basolateral to apical transport (B-A) was measured and the apparent permeability coefficient (Papp) 
was calculated to assess active versus passive transport of the three galectin-3 inhibitors, where a ratio between 
Papp (B-A) and Papp (A-B) close to 1 indicates passive transport and a ratio below 0.5 or above 2 indicates active 
transport36. As predicted, inhibitor 2 had significantly higher values for Papp regardless of direction compared to 
1 and 3, suggesting higher cellular permeability of inhibitor 2 relative to the other two (Fig. 1c). The ratio for Papp 
(B-A) and Papp (A-B) for inhibitor 2 was 1.1 indicating that the compound is taken up through passive mecha-
nisms (Fig. 1c). The Papp values calculated for inhibitor 1 and 3 were at the limit of detection, as expected for very 
low membrane permeability; the low values precluded the reliable calculation of the ratios between Papp (B-A) 
and Papp (A-B).

Inhibition of extracellular galectin-3 correlates with the Kd values for the galectin-3 inhibitors.  
Even though the FA assay is a valuable tool for screening galectin inhibitors in regard to their affinities for the 
galectin CRD, the assay does not provide information of how the galectin inhibitors behave in cellular settings, 
which is complicated by factors such as the increased complexity in glycan expression, the glycan linkage to 
proteins and lipids, cellular uptake, and degradation. Therefore, we next tested the effect of the inhibitors on 
galectin-3 in an extracellular setting, using an assay based on the binding of fluorescently-coupled galectin-3 
(0.5 µM) to the cell surface of CHO cells at 4 °C (to prevent uptake). The binding of fluorescently-coupled 
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galectin-3 (and other galectins) to the cell surface of CHO cells and other cell types has been confirmed to be 
carbohydrate-binding dependent by lactose inhibition37–39, lack of binding of the galectin-3 mutant R186S (with 
severely reduced affinity for endogenous glycans)39,40, and the use of genetically stable CHO cell glycosylation 
mutants37,39. In this extracellular assay, the inhibitory capacities of each inhibitor are normally directly propor-
tional to the affinity for the galectin-3 CRD. Indeed, inhibitor 1 (highest affinity) had an inhibition curve with a 
lower IC50 value (~4 µM), compared to inhibitors 2 and 3 (IC50 values of 8 and 10 µM, respectively) (Fig. 2). As 
this assay was performed at 4 °C, to minimize endocytosis of galectin-3, we also determined the Kd values for the 
inhibitors at this temperature. As expected, the relative affinities remained the same but the absolute affinities 
were slightly higher for all three inhibitors compared to room temperature (Fig. S1c).

Assay for intracellular activity of galectin-3 inhibitors.  We next wanted to evaluate the intracellular 
activity of the galectin inhibitors. For this purpose, we sought after a galectin-3-related and carbohydrate-binding 
dependent intracellular process that would not be affected by inhibiting galectin-3 at the extracellular side of 
the plasma membrane. The rapid accumulation of galectins around disrupted intracellular vesicles offers such 
an opportunity. This phenomenon was first discovered for phagosomes disrupted by the cytosolic pathogen 
Shigella14. Galectin-3 accumulated around Shigella containing phagosomes within minutes after bacterial uptake 

Figure 1.  Structure, affinity, and permeabilities of the three galectin-3 inhibitors. (a) Structure formulas for the 
galectin-3 inhibitors tested in the present study. (b) The Kd values for inhibitors 1, 2, and 3 was obtained using a 
well-established fluorescence anisotropy assay. All three inhibitors displayed strong interaction with the 
galectin-3 CRD, with Kd values in the low nano-molar range, where inhibitor 1 had about a 17-folded higher 
affinity compared to 2 and 3. The Kd values are presented as means from 9–33 measuring points (where the 
inhibitors generated 20–80% inhibition of the galectin-3/probe interaction) from 3 independent experiments. 
(c) The three inhibitors were tested in the well-established Caco-2 cell assay measuring the ability of compounds 
to cross an epithelial monolayer (in this case designed to mimic the epithelium of the small intestine). The 
experiments were performed at pH 7.4 and the ability of the galectin-3 inhibitors to cross the Caco-2 membrane 
was tested both for the apical to basolateral (A-B) and the basolateral to apical (B-A) direction, and the apparent 
permeability coefficients (Papp) were calculated. Inhibitor 2 showed high permeability about equal in both 
directions, whereas 1 and 3 showed nearly no permeability, close to the limit of detection in the assay. 
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into the cells. Using appropriate bacteria, cell lines, and galectin mutants, it was demonstrated that galectin-3 
accumulation required the bacterial membrane disrupting machinery, the glycan binding activity of galectin-3, 
and host cell glycoproteins with galactose containing N-glycans14. Thus, it appears as if upon vesicle membrane 
disruption, intravesicular host glycans become exposed to cytosolic galectins that rapidly accumulate at the loca-
tion. This has since been shown for other galectins and for other ways of disrupting vesicular membranes (e.g. 
chemical treatment) and galectin-3 has furthermore been established as a marker for vesicle damage in a variety 
of studies15–19,41.

With this in mind, we speculated that a galectin inhibitor that is able to pass the plasma membrane and 
retain its activity would be able to inhibit the carbohydrate binding-dependent galectin accumulation upon ves-
icle insult. In order to establish a simple system which could be standardized, we chose to use treatment with 
glycyl-l-phenylalanine 2-naphthylamide (GPN), which is a well-established way to chemically induce vesicle 
damage. GPN is a lysosomotropic peptide that quickly accumulates inside lysosomes where it is hydrolyzed by the 
lysosomal enzyme cathepsin C, which results in the formation of charged amino acids that are trapped in the ves-
icle causing osmotic lysis42,43. Additionally, GPN has been shown to induce galectin-1, -3, -8, and -9 accumulation 
around damaged lysosomes in HeLa cells following treatment with 0.3 mM GPN for 10 minutes15.

Treatment with medium containing 0.3 mM GPN for 13 minutes induced significant accumulation of 
galectin-3 into puncta in the cytosolic space in several cell lines, compared to cells treated with control solution 
(1% dimethyl sulfoxide (DMSO)) (Fig. 3a and S2). The JIMT-1 breast cancer cell line was chosen for the remain-
ing experiments due its growth pattern (i.e. the cells do not grow tightly together in patches or on top of each 
other) and due to the relatively flat morphology of the cells, making galectin-3 puncta easier to quantify. The total 
number of galectin-3 puncta and nuclei in the microscopy images were quantified using the software ImageJ. 
The mean number of galectin-3 puncta/nucleus, from multiple fields of vision, was 4.81 ± 0.23 (n = 92) and 
0.15 ± 0.04 (n = 72), after treatment with 0.3 mM GPN or 1% DMSO, respectively (Fig. 3b). Co-localization of 
the large majority of GPN-induced galectin-3 puncta with lysosomal-associated membrane protein 1 (LAMP-1)  
indicated that the galectin-3 accumulation, as expected was around damaged lysosomes (Fig. 3c).

Inhibition of GPN-induced galectin-3 accumulation correlates with cell membrane permeability 
of the galectin inhibitors.  In the next set of experiments, we tested the potency of the three inhibitors to 
interfere with GPN-induced galectin-3 accumulation. When the JIMT-1 cells were pre-treated with inhibitor 2 
for 15 minutes, before treatment with GPN, a clear dose-response relationship could be observed and an IC50 
value of 36 ± 12 nM could be calculated (Fig. 4). Inhibitors 1 and 3 had less clear dose-response relationships, 
for 15 minutes of pre-treatment, and complete inhibition of galectin-3 accumulation could not be reached even 
at high concentrations of 1 and 3 (50–100 µM), unlike the nearly complete inhibition of galectin-3 accumulation 
seen with inhibitor 2 at 1 µM (Fig. 4). However, when the JIMT-1 cells were pre-treated with the different inhibi-
tors for 24 hours, a clear dose-response could be seen for both 1 and 2 with IC50 values of 73 ± 35 and 54 ± 20 nM, 
respectively (Fig. 4). Inhibitor 3 was still a poor inhibitor of galectin-3 accumulation even after 24 hours of 
pre-treatment; although the number of puncta/nucleus were lower compared to the 15-minute pre-incubation; 
the nearly complete inhibition now seen for both 1 and 2, at around 1–5 µM, could not be seen for the highest 
concentration of 3 (10 µM) (Fig. 4). As massive damage of lysosomes potentially could lower the pH in the cytosol 
or at least in the microenvironment of the damaged organelles (due to proton leakage) and due to previous find-
ings that the specificity of galectin-3 for glycan structure is modulated by variations in pH44–46, we also established 
the Kd values of the three inhibitors at pH 5, 6, 7, and 8. Results show that the affinities of the inhibitors were 
equally affected by changes in pH, with Kd values of 100, 831, and 778 nM for inhibitor 1, 2, and 3, respectively, at 
pH 5 (Fig. S1d). This shows that the different efficacies were not simply due to selective shifts in inhibitor affinities 
for galectin-3 with decreasing pH.

Figure 2.  Inhibition of galectin-3 binding to the cell surface of CHO cells by the galectin-3 inhibitors. 
CHOZN® GS−/− cells were incubated 1 hour on ice with 0.5 µM fluorescein-tagged galectin-3 in the absence 
or presence of different concentrations of inhibitors 1, 2, or 3 (x-axis), and then analyzed by flow cytometry to 
determine geometric mean fluorescence intensity (GMFI, y-axis). The values are presented as normalized values 
from two experiments. The value in the absence of inhibitor was set to 100, marked by X, and the value without 
added galectin was set to 0, marked by open circle. The solid lines are best-fit curves.
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Low basal toxicity for the galectin-3 inhibitors.  As the inhibitors are intended to be used as experi-
mental tools in for example cell culture and in vivo, we next evaluated the basal toxicity of the three galectin-3 
inhibitors by measuring cell viability (MTT assay) in absence or presence of the inhibitors after 72 hours. We 

Figure 3.  Rapid accumulation of galectin-3 around lysosomes upon chemically-induced lysosomal damage. 
(a) JIMT-1 breast cancer cells were treated with 0.3 mM glycyl-l-phenylalanine 2-naphthylamide (GPN) or 1% 
(v/v) dimethyl sulfoxide (DMSO) (used as control) for 13 minutes. The samples were then fixed, permeabilized, 
and stained to visualize nuclei (H33342) and galectin-3. Images are shown as maximum intensity projections 
of z-stacks obtained using confocal microscopy. Treatment with GPN induces distinct galectin-3 puncta in the 
cytosolic space of the cells. Scale bars are equal to 10 µm. (b) The mean number of galectin-3 puncta/nucleus from 
74 or 92 images of cells treated with DMSO or GPN, respectively, from a total of 20 independent cell cultures for 
each treatment. The analysis was carried out in ImageJ on maximum intensity projections of z-stacks. The result 
is presented as mean values ± SEM, and the difference was statistically evaluated by an unpaired two-tailed t-test 
(****P < 0.0001). (c) JIMT-1 breast cancer cell treated with 0.3 mM GPN for 13 minutes and then stained to 
visualize lysosomal-associated membrane protein (LAMP)-1 and galectin-3. The images (single optical planes) 
show clear co-localization of galectin-3 accumulations with LAMP-1, seen best by observing the intensity profiles 
for the vectors highlighted in white, indicating that the galectins act in the vicinity of GPN-damaged lysosomes. In 
addition, LAMP-1 is present in many undamaged lysosomes, without galectin-3 accumulation. The images shown 
are representative of a larger number of images showing similar co-localization patterns. Arrowheads indicate areas 
of co-localization and have the same xy-coordinates in all images. Scale bars are equal to 10 µm.
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observed no apparent change in cell viability after treatment with any of the three inhibitors at the concentrations 
tested (0.04–40 µM for 1 and 2, and 0.04–20 µM for 3), in all three breast cancer cell lines, indicating low basal 
toxicity (Fig. 5a). Inhibitor 1 was, additionally, shown to have the same low toxicity in four other cancer cell lines 
and one normal-like breast cell line (Fig. S3a). To further validate the results obtained from the cell viability assay, 
growth curves were constructed for JIMT-1 cells when cultured in the absence or presence of inhibitors 1 or 2 
(5 µM). As suspected, no effect on cell proliferation could be observed for either compound (Fig. 5b). Additional 
growth curves, constructed for inhibitor 1 (10 µM) in other cell lines also showed no effect (Fig. S3b).

Discussion
The interest of galectins in disease continues to rise and parallel to this, several promising synthetic small- 
molecule galectin inhibitors (mainly targeting galectin-3) have been developed with both clinical and research 
implications. In the present study, we evaluated three previously published galectin-3 inhibitors for their cellular 
uptake and potency to inhibit galectin-3 in both the extra- and intracellular compartments. We show that the 
inhibitors had significantly different uptake profiles, where the inhibitors displayed both high, medium, and low 
cell membrane permeability, which seemingly correlates with their PSA. This, to our knowledge, is the first time a 
galectin-3 inhibitor with high cellular uptake is presented in the literature. These inhibitors may serve as excellent 

Figure 4.  Inhibition of GPN-induced galectin-3 accumulation in JIMT-1 breast cancer cells by the galectin-3 
inhibitors. The cells were pre-treated with the indicated concentrations of inhibitors for 15 minutes or 24 hours, 
whereupon the cells were treated with 0.3 mM glycyl-l-phenylalanine 2-naphthylamide (GPN) for 13 minutes. 
The number of galectin-3 puncta/nucleus was quantified for each inhibitor concentration and time point, 
following immunocytochemical staining and confocal imaging, and are presented relative to the number 
of galectin-3 puncta/nucleus in cells treated with GPN only (to better compare data set from independent 
experiments). Inhibitor 2 shows significantly higher inhibition of GPN-induced galectin-3 accumulation 
compared to both inhibitors 1 and 3 at 15-minute pre-treatment, whereas the dose-response for 1 and 2 are 
more alike after 24-hour pre-treatment. The results are presented as mean values ± SEM, from analysis of 7–32 
confocal images from 2–8 independent cell cultures for each data set.
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experimental tools in the quest to establish a unifying picture of the diverse roles played by galectins on both sides 
of the plasma membrane.

Furthermore, we present a novel assay for evaluation of galectin inhibition in intracellular environments. By 
treating cells with the lysosomotropic agent GPN, we induced galectin-3 accumulation around damaged lyso-
somes in the cytosol. This phenomenon, known to be dependent on galectin-carbohydrate interaction14,19, could 
then be used as a measurable endpoint for inhibition of galectin carbohydrate-binding activity by small-molecule 
antagonists in the cytosolic compartment. Comparison of three competitive galectin-3 inhibitors suggested that 
their potency in this assay depends on both their affinity for the galectin, their ability to cross cell membranes, 
and time of incubation. In an assay for extracellular activity, inhibition of fluorescein-tagged galectin-3-binding 
to the cell surface, their potency varied within a narrow range (IC50 values of 4, 8, and 10 μM, for inhibitors 1, 2, 
and 3, respectively, Fig. 2) and correlated roughly with their direct binding-affinity as measured by FA (Kd value 
of 2 nM for 1, 37 nM for 2, and 36 nM for 3, Fig. 1b). In contrast, in the assay for intracellular activity, 2 was much 
more potent (IC50 value of about 10 nM after 15 minutes pre-incubation) than 1 and 3 (IC50 values of about 10 μM, 
Fig. 4). This correlated with the cell permeability of the three compounds (as measured in the Caco-2 assay with 
2 ≫ 1 and 3, Fig. 1c) and the calculated PSA of the compounds, where 3 and 1 are disaccharide derivatives, while 
2 is a monosaccharide derivative. Additionally, the potency of 1 in the intracellular assay greatly increased with 
24-hour pre-incubation, and became similar to the potency of 2, suggesting that it also can reach the cytosolic 
compartment given enough time for diffusion/transport over the plasma membrane, in accordance with what we 
have published previously24,47. Inhibitor 3 still had poor inhibitory potency even after 24 hours of pre-incubation; 
this may be due to its slightly higher polarity compared to 1, and/or its >10-fold lower affinity for galectin-3. 
Thus, a compound’s potency in this assay reflects both its direct affinity for the target galectin-3, but also subtle 
difference in its ability to enter the cell. This should be useful in further development of galectin-3 inhibitors for 
different purposes.

Theoretically, an inhibitor might also reach damaged lysosomes within vesicular compartments in the endo-
cytic pathway, after uptake by pinocytosis. However, this is less likely to be a major contribution to the inhibition 
of galectin-3 accumulation seen, because then one would have expected the potency and time course of the effect 
of the three compounds to be more similar.

A notable finding was also that the concentration needed to reach IC50 to inhibit cell surface binding of 
galectin-3 for compound 2 (8 µM) was 1000 times higher than the IC50 value in the intracellular assay (about 
10 nM). This does not violate the arguments about membrane permeability described above, but requires its own 
explanation. In a previous study, we derived an equation that shows that with excess added galectin and high 

Figure 5.  Low basal toxicity of the galectin inhibitors in two cell proliferation assays. (a) Three breast cancer 
cell lines (JIMT-1, MCF-7, and HCC1937) were cultured for 72 hours in the presence of different concentrations 
(x-axis) of the three inhibitors, and their viability measured by an MTT assay and displayed as % of the MTT 
reduction of control (y-axis). No significant effect was found for any of the three inhibitors in any of the cell 
lines. (b) Growth curves for JIMT-1 cells treated with fixed concentrations (5 µM) of inhibitor 1 and 2 or 
without inhibitor (control). The inhibitors were added to the cell cultures 24 hours after seeding the cells, and 
cell numbers (y-axis) determined daily for up to 6 days (x-axis). No effect on cell proliferation, by treatment 
with 1 or 2, could be observed when comparing cells grown in the absence of inhibitor. Results in both panel a 
and b are presented as mean values ± SEM (n = 6).
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affinity cellular galectin receptors, the IC50 value of an inhibitor can be much higher than the Kd of its affinity with 
the galectin47. These are conditions of the cell surface-binding assay, where excess galectin was added to cells and 
multiple washing would have left only the highest affinity receptors for detection. In the intracellular assay, in 
contrast, only endogenous galectin was present and we do not know receptor affinity, degree of equilibration of 
inhibitor with environment, or galectin-3 concentration. Further titrations and timing in the two assays, followed 
by mathematical analysis is interesting for future studies, but beyond the scope of the present study.

In the present investigation, we chose to study cytosolic inhibition of galectin-3 in particular but the assay 
could, most likely, be applied for other galectins as well. Galectin-1, -8, and -9 also accumulate around damaged 
lysosomes15, thus the presented assay could potentially be used to investigate intracellular potency of inhibitors 
specific for those galectins. Here we used GPN as the lysomotropic agent, but other agents could have been used 
for this purpose as well, such as l-leucyl-l-leucine methyl ester18–20, crystalline silica (SiO2)18, and cationic amphi-
philic drugs (e.g. terfenadine, siramesine, and amitriptyline)19,24. In our experimental set up, however, we were in 
need of a rapid induction of galectin-3 accumulation as we wanted to investigate both short and long incubation 
times with the inhibitors, for this reason GPN was a good option as the lysosomal damage, and galectin accumu-
lation, is induced after just 5–10 minutes (compared to a time frame of 24 hours for cationic amphiphilic drugs)24.

High-affinity galectin-3 inhibitors with differences in cellular uptake opens up the possibility for interesting 
and novel studies, where for example galectin-3 functions associated with the extracellular environment can be 
more easily separated from intracellular ones (by choosing the appropriate inhibitor), aiding the quest of eluci-
dating the biological roles of the galectin.

Interestingly, none of the galectin inhibitors (regardless of their permeability) had an effect on cell viability or 
proliferation in the MTT or cell growth assays (Fig. 5 and S3). This implies that galectin-3 has no effect on these 
cell properties, at least not under the specific conditions used in this study. It would, however, be of interest to 
test the different inhibitors in other cell culture systems were galectin-3 previously has been seen to influence 
cell proliferation. In the light of the recent finding of Thode et al.48, showing that galectin-3 (50 nM for 24 hours) 
induced hyperproliferation in keratinocytes, it would be interesting to investigate if treatment with the inhibitors 
used in this study could reduce proliferation and if the putative inhibition is dependent on the cellular location of 
the inhibition (i.e. intracellular or extracellular). This, however, is outside the scope of the present investigation, as 
the main purpose here was to investigate basal toxicity for the inhibitors (on- or off-target effects), as a validation 
for further studies.

The GPN-induced galectin-3 accumulation assay developed here, should also be useful in guiding the refin-
ing of pharmacokinetic properties of galectin inhibitors being developed as drugs. Inhibitor 1, for example, 
has already been investigate in a clinical trial (ClinicalTrials.gov Identifier: NCT02257177) against IPF, but was 
applied topically (inhalation) since it has been previously described to have low absorption, a finding which we 
also confirmed in the present assay. In contrast, a compound like 2 might be available for other administration 
routes (e.g. the oral route) and may have greater tissue distribution. Inhibitor 3 was recently used in an in vivo 
model of obesity-induced insulin resistance in mice (administered by a subcutaneously implanted mini-pump), 
in which the inhibitor was shown to reduce the insulin resistance in both acute and chronic experiments30. The 
authors found that the major mechanism for this effect was by inhibiting the interaction of galectin-3 with the 
extracellular part of the insulin receptor. This hypothesis is further strengthened by the observations in the cur-
rent study, that inhibitor 3 has very low cellular uptake, and thus has to exert its major effect in the extracellular 
compartment.

In conclusion, we characterized galectin-3 inhibitors that may be used as novel experimental tools in 
galectin-3-related research, based on their pronounced differences in cellular uptake. Furthermore, we developed 
a novel assay which could be used to screen future galectin inhibitors for intracellular activity and potentially help 
in the understanding of the pharmacokinetic-pharmacodynamic relationships of the compounds and for under-
standing the role of galectin-3 in a broad range of biologic and pathologic conditions.

Methods
Materials.  Dulbecco’s Modified Eagle Medium (DMEM)/Ham’s F12 medium mixture (1:1), RPMI-1640 medium, 
fetal bovine serum (FBS), penicillin/streptomycin solution, nonessential amino acids, l-glutamine, and formalde-
hyde were from Merck Millipore (Billerica, MA, USA). Trypsin was from VWR International AB (Lund, Sweden). 
Cell culture plastic, Alexa Fluor® 594-conjugated goat anti-rat IgG antibody and Alexa Fluor® 488-conjugated goat 
anti-rabbit IgG, NHS-fluorescein and propidium iodide (PI) were from Thermo Fisher Scientific (Waltham, MA, 
USA). Insulin, epidermal growth factor, TPP® TubeSpin bioreactor tubes, EX-CELL® chemically-defined serum-
free medium for CHO cells, DMEM/Ham’s F12 medium with 15 mM HEPES (2-[4-(2-hydroxyethyl) piperazin-1-yl] 
ethanesulfonic acid) buffer, DMSO (cell culture grade), Hoechst 33342 (bisbenzimide), Mowiol® 4–88, bovine serum 
albumin (BSA), β-d-lactose, N,N-dimethylformamide and TWEEN 20 were from Sigma-Aldrich (St. Louis, MO, 
USA). GPN was from Santa Cruz Biotechnology, Inc. (Dallas, TX, USA). PD10 columns were from GE Healthcare 
(Chicago, IL, USA). Recombinant human galectins were produced in E. Coli BL21 Star (DE3) cells and purified by 
affinity chromatography on lactosyl-sepharose columns, as previously described in Salomonsson et al.40.

Galectin-3 inhibitors.  Galectin-3 inhibitors were synthesized by us as earlier described (124 and 227 
at Galecto Biotech AB and 323 at Lund University). The purity of the inhibitors was determined using liquid 
chromatography-mass spectrometry. The purity of inhibitors 1 and 2 was ≥95%. Two batches of inhibitor 3 were 
used in the present study, one batch had a purity of 95% (used in the Caco-2 assay) and the other 90% (used in the 
remaining experiments). Inhibitors 1 and 2 were diluted and stored in DMSO at a concentration of 20 mM, and 
inhibitor 3 at a concentration of 10 mM. All inhibitors were stored at −20 °C.
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Fluorescence anisotropy assay.  A FA assay was used to determine the affinity of recombinant human 
galectin-3 and the three inhibitors in solution. The use of the FA assay for this purpose has previously been 
described in detail by Sörme et al.49. In short, increasing concentrations of galectins were first titered against a fixed 
concentration of the fluorescent saccharide probe 3,3′-dideoxy-3-[4-(fluorescein-5-yl-carbonylaminomethyl)-
1H-1,2,3-triazol-1-yl]−3′-[4-(3-fluorophenyl)-1H-1,2,3-triazol-1-yl]-1,1′-sulfanediyl-di-β-d-galactopyranoside 
(4 nM) (described in Peterson et al.28), to obtain binding curves in which the anisotropy value increases from a 
value for probe free in solution (A0) to a value where all probe molecules are bound to galectin-3 (Amax). Binding 
curves were constructed for each test condition used in this study (i.e. different buffer, temperature and pH, 
see below) (Fig. S4). To establish the dissociation constant (Kd) values between the inhibitors and galectin-3, a 
competitive variant of the FA assay was utilized. In this study, increasing concentrations of the inhibitors were 
titered against fixed concentrations of galectin-3 and probe. By measuring the anisotropy values for the different 
inhibitor concentrations, together with the values for Amax and A0, the Kd values could be calculated according to 
the equations presented in Sörme et al.49.

The experiments were either performed in PBS (pH 7.2), in 50 mM phosphate buffer with 100 mM NaCl (pH 
6, 7, or 8), or in 50 mM acetate buffer with 100 mM NaCl (pH 5). All buffers were supplemented with 0.1 µM 
BSA (to not lose any protein due to absorbance to plate surfaces). For the experiments performed in PBS (pH 
7.2), a concentration of 20 nM galectin-3 was used (at room temperature and 4 °C). For the experiments done in 
phosphate/acetate buffer, galectin-3 was used at concentrations of 400 nM (pH 5), 100 nM (pH 6), or 50 nM (pH 
7 and 8).

The emitted light from the fluorescent saccharide probes was measured using a PheraStarFS plate reader and 
PHERAstar Mars version 2.10 R3 software (BMG, Offenburg, Germany). The excitation wavelength used was 
485 nm and the emission was read at 520 nm. The anisotropy values for each data point were read in duplicate 
wells of 96-well plates (at a total volume of 140 µl) 30 minutes after the addition of all solutions (for equilibrium 
to arise). Kd values were calculated as weighted mean values from inhibitor concentrations generating between 
20–80% inhibition (where inhibition values of approximately 50% had the highest impact on the mean value).

Cell culture.  JIMT-1 cells were from the German Collection of Microorganisms and Cell Cultures 
(Braunschweig, Germany), and MCF-7 and HCC1937 cells from American Type Culture Collection (Manassas, 
VA, USA). JIMT-1 cells were maintained in DMEM/Ham’s F12 medium mixture (1:1), whereas MCF-7 and 
HCC1937 were maintained in RPMI-1640 medium. The cell culture medium of all three cell lines was supple-
mented with 10% FBS, 100 U/ml penicillin, 100 μg/ml streptomycin, 1 mM nonessential amino acids, and 10 µg/ml  
insulin, and for the HCC1937 cells additionally with 20 ng/ml epidermal growth factor. The cells were kept at 
37 °C in a humidified incubator with 5% CO2 in air and were sub-cultured once per week. The CHOZN® glu-
tamine synthetase (GS)−/− zinc finger nuclease-modified CHO cell line was purchased from Sigma-Aldrich (St. 
Louis, MO, USA), and cultured in EX-CELL® chemically-defined serum-free medium for CHO cells supple-
mented with 4 mM l-glutamine as suspension cultures in 50 ml TPP® TubeSpin bioreactor tubes (at 200 rpm, 
36.5 °C and 5% CO2).

Caco-2 paracellular permeability assay.  The Papp values for the galectin-3 inhibitors, i.e. their abil-
ity to cross biological membranes, was determined in a standardized in vitro assay with the human colorectal 
carcinoma cell line Caco-234–36. The experiments were performed either by Admescope Ltd (Typpitie 1, 90620 
Oulu, Finland) or Chempartner Co., Ltd (DMPK Group, Shanghai ChemPartner Co., Ltd., Ha Lei Rd, Pudong, 
Shanghai, 201203, P.R. China). In brief, Caco-2 cells were seeded and grown to confluence on microporous poly-
carbonate membranes (pore diameter of 0.45 µm), whereupon they differentiate and form monolayers of polar-
ized cells with tight junctions. The inhibitor to be tested was added to either the apical or basolateral side of the 
membrane and the concentration on the other side was measured (by liquid chromatography – tandem mass 
spectrometry) as a function of time, with the last sample taken after 90 or 120 minutes. Papp for each compound 
was calculated according to Equation 1:

P Q
t AC

d
d

1
(1)app

0
= ⋅

where dQ/dt is the steady-state appearance rate of the compound, A is the surface area of the Caco-2 membrane 
and C0 is the initial concentration of the compound added34. All experiments were performed at a constant pH of 
7.4 at 37 °C and all measurements were done in duplicates (n = 2). The integrity of the Caco-2 cell layers was mon-
itored by trans-epithelial electrical resistance measurements before addition of compounds. In addition, reference 
compounds (high permeability: diclofenac or metoprolol, low permeability: atenolol, erythromycin, and digoxin) 
with known permeabilities were included in all experiments for validation and calibration.

NHS-fluorescein labelling of galectin-3.  A 15-fold excess of NHS-fluorescein dissolved in N,N- 
dimethylformamide was added to a 2 mg/ml of galectin-3 solution in 100 mM carbonate/bicarbonate buffer. The 
solution was mixed well and incubated for 1 hour at room temperature. Labeled galectin-3 was separated from 
the unreacted dye by a buffer change to PBS on a PD10 column. The degree of labeling was calculated according 
to the manufacturer’s instructions.

Flow cytometry.  CHOZN® GS−/− cells were cultured in suspension until reaching a density of 0.5–3 × 106 
cells/ml, harvested by centrifugation (500 × g), washed with 200 mM lactose in PBS (containing Mg2+ and Ca2+, 
at pH 7.4) to remove any endogenous galectins on the cell surfaces, and finally washed with PBS to remove excess 
lactose and re-suspended in PBS to obtain 2 × 106 cells/ml. Aliquots of 200 µl (4 × 105 cells) were added to the 
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wells of a 96-well round-bottom plate, and kept on ice throughout the experiment. The cells were spun down in 
the plates, the PBS was removed, and to each well was added 100 μl PBS ± galectin inhibitors 1, 2, or 3 (at different 
concentrations) and 100 μl of PBS with NHS-fluorescein-labelled galectin-3 (0.5 µM). The cells were then incu-
bated at 4 °C for one hour with gentle agitation. Fluorescence cytometry was performed on a LSRII instrument 
(Becton Dickson, San Jose, CA, USA). Fluorescence data was collected using logarithmic amplification on 30,000 
light scatter-gated events (cell counts) and analyzed using FlowJo software. PI was added to a final concentration 
of 40–50 μg/ml just before cytometry to identify dead cells. Untreated CHO cells were used as controls in every 
experiment to normalize for variations in instrument sensitivity and sample handling. Negative controls were 
cells treated only with PBS ± galectin inhibitor. Dead cells as defined by high PI staining and cell aggregates, 
detected by a FSC-A versus FSC-H plot, were excluded from the analyses by gating and geometrical mean fluores-
cence intensity (GMFI) of the remaining sample cell populations was calculated.

Treatment of cells with GPN and galectin-3 inhibitors.  Cells were seeded in multi-well plates with 
sterile glass coverslips placed in each well and allowed to adhere to the cell culture surface for at least 24 hours. 
Then the cells were pre-treated with the different galectin-3 inhibitors at different concentrations (or DMSO as 
control) for 15 minutes or 24 hours followed by addition of the lysosomal damaging peptide GPN42 and incu-
bated another 13 minutes, with the inhibitors still present. The 13-minute incubation with GPN and 15-minute 
pre-incubation with inhibitors were done in DMEM/Ham’s F12 medium with 15 mM HEPES buffer (without 
serum), whereas the 24-hour incubation with inhibitors were performed in fully supplemented DMEM/Ham’s 
F12 medium (as described under Cell culture). Control media contained DMSO concentrations of 0.1 or 0.5% 
(v/v) to match the DMSO concentration in the highest concentration of inhibitor used in the experiment (the 
DMSO concentration was the same in all wells in a given experiment, for the 24-hour pre-treatments the DSMO 
concentration did not exceed 0.1%). For the GPN treatment, DMSO at a concentration of 1.1–1.5% (v/v) was 
used as control.

Detection of galectin-3 accumulation by immunocytochemistry.  After treatment with GPN, the 
cells were fixed in 3.7% (v/v) formaldehyde in phosphate-buffered saline (PBS) for 15 minutes, permeabilized and 
blocked using 1% (v/v) TWEEN 20 and 5% (w/v) BSA in PBS for 30 minutes, then incubated with primary and 
secondary antibodies for one hour each (washed with PBS in between). Primary and secondary antibodies for 
galectin-3 staining were a rat anti-mouse galectin-3 IgG antibody50,51 (1:200) and a Alexa Fluor® 594-conjugated 
goat anti-rat IgG antibody (1:600), respectively, and for LAMP-1 staining a rabbit anti-LAMP-1 IgG (1:600) and 
Alexa Fluor® 488-conjugated goat anti-rabbit IgG (1:600), respectively. All antibodies were diluted in 0.05% 
TWEEN 20 and 5% BSA in PBS. The nuclei were stained using Hoechst 33342. The coverslips were mounted on 
glass slides using Mowiol® 4–88 and left at 8 °C overnight before further examination. For imaging of the cells, a 
LSM-510 confocal laser scanning microscope (Carl Zeiss Microscopy GmbH, Oberkochen, Germany), equipped 
with a Hamamatsu R6357 photomultiplier (Hamamatsu Photonics K.K., Hamamatsu, Japan), was used. To excite 
the Alexa Fluor® 594-conjugated antibody a 561 nm diode-pumped solid-state laser was used and a long-pass 
filter with a cut-off of 575 nm was used for the emission, whereas a 488 nm argon ion laser was used to excite the 
Alexa Fluor® 488-conjugated antibody and a band-pass filter of 505–530 nm for the emission. For the excitation 
of Hoechst 33342, a 405 nm diode-pumped solid-state laser was used and a band-pass filter of 420–480 nm was 
used for the emission. After obtaining stacks of single optical planes (0.32 µm between each plane) in high magni-
fication the cells were visualized using the software ZEN 2012 (black edition) version 8.0 (Carl Zeiss Microscopy 
GmbH). Maximum intensity projections of each picture obtained were analyzed with ImageJ 1.47 v (Rasband, 
W.S., ImageJ, U. S. National Institutes of Health, Bethesda, Maryland, USA) to quantify the number of galectin-3 
dots and the number of nuclei in each picture. The quantification of particles (i.e. galectin-3 puncta/nucleus) was 
carried out using batch processing in the software, where a single macro (including parameters such as image 
thresholds, particle size and circularity) was used for all images obtained from a single experiment, this to reduce 
user bias and time consumption.

MTT assay.  The MTT (3-[4,5-dimethylthiazol-2-yl]−2,5-diphenyltetrazolium bromide) assays were per-
formed as previously described52. In brief, cells were seeded in 96-well plates (6000 cells/well for MCF-7 and 
HCC1937 and 5000 cells for JIMT-1 in 180 μl fully-supplemented medium as described under Cell culture). The 
cells were incubated for 24 hours before addition of galectin-3 inhibitors. The inhibitors were diluted in PBS from 
their respective stock solution in DMSO (see Galectin-3 inhibitors) and used at final concentrations ranging from 
0.04 to 40 μM. DMSO was adjusted to make the final DMSO concentration 0.2% for all inhibitor concentrations, 
including the control sample (no inhibitor). After 72 hours of treatment, 20 μl of 5 mg/ml MTT solution (in PBS) 
was added to each well and incubation continued for 1 hour at 37 °C. Thereafter, the MTT containing medium 
was removed and 100 μl of DMSO was added per well and the plates swirled gently for 10 minutes to dissolve 
the cells and the purple formazan product precipitate. Absorbance was monitored at 540 nm using a Labsystems 
iEMS Reader MF (Labsystems Oy, Helsinki, Finland) and the software DeltaSoft II v.4.14 (Biometallics Inc., 
Princeton, NJ, USA).

Cell proliferation assay.  JIMT-1 cells were seeded in 5 cm diameter Petri dishes at a density of 400 000 cells/
Petri dish. Inhibitor 1 or 2 was added one day after seeding at the final concentration of 5 µM and control cells 
were treated with 0.2% (v/v) DMSO to match the DMSO concentration in inhibitor containing cultures. The cells 
were harvested by trypsinization and the number of cells was determined by counting in a hemocytometer (each 
day for a total of 6 days).

https://doi.org/10.1038/s41598-019-38497-8


www.nature.com/scientificreports/

1 1Scientific Reports |          (2019) 9:2186  | https://doi.org/10.1038/s41598-019-38497-8

References
	 1.	 Barondes, S. H. et al. Galectins: a family of animal beta-galactoside-binding lectins. Cell 76, 597–598 (1994).
	 2.	 Liu, F. T. & Rabinovich, G. A. Galectins: regulators of acute and chronic inflammation. Ann. N. Y. Acad. Sci. 1183, 158–182, https://

doi.org/10.1111/j.1749-6632.2009.05131.x (2010).
	 3.	 Newlaczyl, A. U. & Yu, L. G. Galectin-3–a jack-of-all-trades in cancer. Cancer Lett. 313, 123–128, https://doi.org/10.1016/j.

canlet.2011.09.003 (2011).
	 4.	 Blanchard, H., Yu, X., Collins, P. M. & Bum-Erdene, K. Galectin-3 inhibitors: a patent review (2008-present). Expert Opin. Ther. Pat. 

24, 1053–1065, https://doi.org/10.1517/13543776.2014.947961 (2014).
	 5.	 Johannes, L., Jacob, R. & Leffler, H. Galectins at a glance. J. Cell Sci. 131, https://doi.org/10.1242/jcs.208884 (2018).
	 6.	 Nabi, I. R., Shankar, J. & Dennis, J. W. The galectin lattice at a glance. J. Cell Sci. 128, 2213–2219, https://doi.org/10.1242/jcs.151159 

(2015).
	 7.	 Furtak, V., Hatcher, F. & Ochieng, J. Galectin-3 mediates the endocytosis of beta-1 integrins by breast carcinoma cells. Biochem. 

Biophys. Res. Commun. 289, 845–850, https://doi.org/10.1006/bbrc.2001.6064 (2001).
	 8.	 Dagher, S. F., Wang, J. L. & Patterson, R. J. Identification of galectin-3 as a factor in pre-mRNA splicing. Proc. Natl. Acad. Sci. USA 

92, 1213–1217 (1995).
	 9.	 Liu, F. T., Patterson, R. J. & Wang, J. L. Intracellular functions of galectins. Biochim. Biophys. Acta 1572, 263–273 (2002).
	10.	 Shimura, T. et al. Galectin-3, a novel binding partner of beta-catenin. Cancer Res. 64, 6363–6367, https://doi.org/10.1158/0008-5472.

CAN-04-1816 (2004).
	11.	 Elad-Sfadia, G., Haklai, R., Balan, E. & Kloog, Y. Galectin-3 augments K-Ras activation and triggers a Ras signal that attenuates ERK 

but not phosphoinositide 3-kinase activity. J. Biol. Chem. 279, 34922–34930, https://doi.org/10.1074/jbc.M312697200 (2004).
	12.	 Fritsch, K. et al. Galectin-3 interacts with components of the nuclear ribonucleoprotein complex. BMC Cancer 16, 502, https://doi.

org/10.1186/s12885-016-2546-0 (2016).
	13.	 Haudek, K. C. et al. Dynamics of galectin-3 in the nucleus and cytoplasm. Biochim. Biophys. Acta 1800, 181–189, https://doi.

org/10.1016/j.bbagen.2009.07.005 (2010).
	14.	 Paz, I. et al. Galectin-3, a marker for vacuole lysis by invasive pathogens. Cell. Microbiol. 12, 530–544, https://doi.

org/10.1111/j.1462-5822.2009.01415.x (2010).
	15.	 Thurston, T. L., Wandel, M. P., von Muhlinen, N., Foeglein, A. & Randow, F. Galectin 8 targets damaged vesicles for autophagy to 

defend cells against bacterial invasion. Nature 482, 414–418, https://doi.org/10.1038/nature10744 (2012).
	16.	 Fujita, N. et al. Recruitment of the autophagic machinery to endosomes during infection is mediated by ubiquitin. J. Cell Biol. 203, 

115–128, https://doi.org/10.1083/jcb.201304188 (2013).
	17.	 Li, S. et al. Sterical hindrance promotes selectivity of the autophagy cargo receptor NDP52 for the danger receptor galectin-8 in 

antibacterial autophagy. Science signaling 6, ra9, https://doi.org/10.1126/scisignal.2003730 (2013).
	18.	 Maejima, I. et al. Autophagy sequesters damaged lysosomes to control lysosomal biogenesis and kidney injury. EMBO J. 32, 

2336–2347, https://doi.org/10.1038/emboj.2013.171 (2013).
	19.	 Aits, S. et al. Sensitive detection of lysosomal membrane permeabilization by lysosomal galectin puncta assay. Autophagy 11, 

1408–1424, https://doi.org/10.1080/15548627.2015.1063871 (2015).
	20.	 Chauhan, S. et al. TRIMs and Galectins Globally Cooperate and TRIM16 and Galectin-3 Co-direct Autophagy in Endomembrane 

Damage Homeostasis. Dev. Cell, https://doi.org/10.1016/j.devcel.2016.08.003 (2016).
	21.	 Suthahar, N. et al. Galectin-3 Activation and Inhibition in Heart Failure and Cardiovascular Disease: An Update. Theranostics 8, 

593–609, https://doi.org/10.7150/thno.22196 (2018).
	22.	 Sciacchitano, S. et al. Galectin-3: One Molecule for an Alphabet of Diseases, from A to Z. Int. J. Mol. Sci. 19, https://doi.org/10.3390/

ijms19020379 (2018).
	23.	 Salameh, B. A., Cumpstey, I., Sundin, A., Leffler, H. & Nilsson, U. J. 1H-1,2,3-triazol-1-yl thiodigalactoside derivatives as high 

affinity galectin-3 inhibitors. Bioorg. Med. Chem. 18, 5367–5378, https://doi.org/10.1016/j.bmc.2010.05.040 (2010).
	24.	 Delaine, T. et al. Galectin-3-Binding Glycomimetics that Strongly Reduce Bleomycin-Induced Lung Fibrosis and Modulate 

Intracellular Glycan Recognition. ChemBioChem 17, 1759–1770, https://doi.org/10.1002/cbic.201600285 (2016).
	25.	 Rajput, V. K. et al. A Selective Galactose-Coumarin-Derived Galectin-3 Inhibitor Demonstrates Involvement of Galectin-3-glycan 

Interactions in a Pulmonary Fibrosis Model. J. Med. Chem. 59, 8141–8147, https://doi.org/10.1021/acs.jmedchem.6b00957 (2016).
	26.	 Hsieh, T. J. et al. Dual thio-digalactoside-binding modes of human galectins as the structural basis for the design of potent and 

selective inhibitors. Sci. Rep. 6, 29457, https://doi.org/10.1038/srep29457 (2016).
	27.	 Zetterberg, F. R. et al. Monosaccharide Derivatives with Low-Nanomolar Lectin Affinity and High Selectivity Based on Combined 

Fluorine-Amide, Phenyl-Arginine, Sulfur-pi, and Halogen Bond Interactions. ChemMedChem 13, 133–137, https://doi.org/10.1002/
cmdc.201700744 (2018).

	28.	 Peterson, K. et al. Systematic Tuning of Fluoro-galectin-3 Interactions Provides Thiodigalactoside Derivatives with Single-Digit nM 
Affinity and High Selectivity. J. Med. Chem. 61, 1164–1175, https://doi.org/10.1021/acs.jmedchem.7b01626 (2018).

	29.	 Chen, W. S., Cao, Z., Leffler, H., Nilsson, U. J. & Panjwani, N. Galectin-3 Inhibition by a Small-Molecule Inhibitor Reduces Both 
Pathological Corneal Neovascularization and Fibrosis. Invest. Ophthalmol. Vis. Sci. 58, 9–20, https://doi.org/10.1167/iovs.16-20009 
(2017).

	30.	 Li, P. et al. Hematopoietic-Derived Galectin-3 Causes Cellular and Systemic Insulin Resistance. Cell 167, 973–984 e912, https://doi.
org/10.1016/j.cell.2016.10.025 (2016).

	31.	 Ertl, P., Rohde, B. & Selzer, P. Fast calculation of molecular polar surface area as a sum of fragment-based contributions and its 
application to the prediction of drug transport properties. J. Med. Chem. 43, 3714–3717 (2000).

	32.	 Palm, K., Stenberg, P., Luthman, K. & Artursson, P. Polar molecular surface properties predict the intestinal absorption of drugs in 
humans. Pharm. Res. 14, 568–571 (1997).

	33.	 Kelder, J., Grootenhuis, P. D., Bayada, D. M., Delbressine, L. P. & Ploemen, J. P. Polar molecular surface as a dominating determinant 
for oral absorption and brain penetration of drugs. Pharm. Res. 16, 1514–1519 (1999).

	34.	 Artursson, P., Ungell, A. L. & Lofroth, J. E. Selective paracellular permeability in two models of intestinal absorption: cultured 
monolayers of human intestinal epithelial cells and rat intestinal segments. Pharm. Res. 10, 1123–1129 (1993).

	35.	 Ungell, A. L. Caco-2 replace or refine? Drug Discov Today Technol 1, 423–430, https://doi.org/10.1016/j.ddtec.2004.11.003 (2004).
	36.	 Hayeshi, R. et al. Comparison of drug transporter gene expression and functionality in Caco-2 cells from 10 different laboratories. 

Eur. J. Pharm. Sci. 35, 383–396, https://doi.org/10.1016/j.ejps.2008.08.004 (2008).
	37.	 Patnaik, S. K. et al. Complex N-glycans are the major ligands for galectin-1, -3, and -8 on Chinese hamster ovary cells. Glycobiology 

16, 305–317, https://doi.org/10.1093/glycob/cwj063 (2006).
	38.	 Carlsson, S. et al. Affinity of galectin-8 and its carbohydrate recognition domains for ligands in solution and at the cell surface. 

Glycobiology 17, 663–676 (2007).
	39.	 Ingemann Nielsen, M. et al. Galectin binding to cells and glycoproteins with genetically modified glycosylation reveals galectin-

glycan specificities in a natural context. J. Biol. Chem, https://doi.org/10.1074/jbc.RA118.004636 (2018).
	40.	 Salomonsson, E. et al. Mutational tuning of galectin-3 specificity and biological function. J. Biol. Chem. 285, 35079–35091, https://

doi.org/10.1074/jbc.M109.098160 (2010).
	41.	 Pagliero, R. J. et al. Discovery of Small Molecules That Induce Lysosomal Cell Death in Cancer Cell Lines Using an Image-Based 

Screening Platform. Assay Drug Dev. Technol. 14, 489–510, https://doi.org/10.1089/adt.2016.727 (2016).

https://doi.org/10.1038/s41598-019-38497-8
https://doi.org/10.1111/j.1749-6632.2009.05131.x
https://doi.org/10.1111/j.1749-6632.2009.05131.x
https://doi.org/10.1016/j.canlet.2011.09.003
https://doi.org/10.1016/j.canlet.2011.09.003
https://doi.org/10.1517/13543776.2014.947961
https://doi.org/10.1242/jcs.208884
https://doi.org/10.1242/jcs.151159
https://doi.org/10.1006/bbrc.2001.6064
https://doi.org/10.1158/0008-5472.CAN-04-1816
https://doi.org/10.1158/0008-5472.CAN-04-1816
https://doi.org/10.1074/jbc.M312697200
https://doi.org/10.1186/s12885-016-2546-0
https://doi.org/10.1186/s12885-016-2546-0
https://doi.org/10.1016/j.bbagen.2009.07.005
https://doi.org/10.1016/j.bbagen.2009.07.005
https://doi.org/10.1111/j.1462-5822.2009.01415.x
https://doi.org/10.1111/j.1462-5822.2009.01415.x
https://doi.org/10.1038/nature10744
https://doi.org/10.1083/jcb.201304188
https://doi.org/10.1126/scisignal.2003730
https://doi.org/10.1038/emboj.2013.171
https://doi.org/10.1080/15548627.2015.1063871
https://doi.org/10.1016/j.devcel.2016.08.003
https://doi.org/10.7150/thno.22196
https://doi.org/10.3390/ijms19020379
https://doi.org/10.3390/ijms19020379
https://doi.org/10.1016/j.bmc.2010.05.040
https://doi.org/10.1002/cbic.201600285
https://doi.org/10.1021/acs.jmedchem.6b00957
https://doi.org/10.1038/srep29457
https://doi.org/10.1002/cmdc.201700744
https://doi.org/10.1002/cmdc.201700744
https://doi.org/10.1021/acs.jmedchem.7b01626
https://doi.org/10.1167/iovs.16-20009
https://doi.org/10.1016/j.cell.2016.10.025
https://doi.org/10.1016/j.cell.2016.10.025
https://doi.org/10.1016/j.ddtec.2004.11.003
https://doi.org/10.1016/j.ejps.2008.08.004
https://doi.org/10.1093/glycob/cwj063
https://doi.org/10.1074/jbc.RA118.004636
https://doi.org/10.1074/jbc.M109.098160
https://doi.org/10.1074/jbc.M109.098160
https://doi.org/10.1089/adt.2016.727


www.nature.com/scientificreports/

1 2Scientific Reports |          (2019) 9:2186  | https://doi.org/10.1038/s41598-019-38497-8

	42.	 Jadot, M., Colmant, C., Wattiaux-De Coninck, S. & Wattiaux, R. Intralysosomal hydrolysis of glycyl-L-phenylalanine 
2-naphthylamide. Biochem. J. 219, 965–970 (1984).

	43.	 Berg, T. O., Stromhaug, E., Lovdal, T., Seglen, O. & Berg, T. Use of glycyl-L-phenylalanine 2-naphthylamide, a lysosome-disrupting 
cathepsin C substrate, to distinguish between lysosomes and prelysosomal endocytic vacuoles. Biochem. J. 300(Pt 1), 229–236 
(1994).

	44.	 Nilsson, C., Kagedal, K., Johansson, U. & Ollinger, K. Analysis of cytosolic and lysosomal pH in apoptotic cells by flow cytometry. 
Methods Cell Sci. 25, 185–194 (2003).

	45.	 Nilsson, C., Johansson, U., Johansson, A. C., Kagedal, K. & Ollinger, K. Cytosolic acidification and lysosomal alkalinization during 
TNF-alpha induced apoptosis in U937 cells. Apoptosis 11, 1149–1159, https://doi.org/10.1007/s10495-006-7108-5 (2006).

	46.	 von Mach, T. et al. Ligand binding and complex formation of galectin-3 is modulated by pH variations. Biochem. J. 457, 107–115, 
https://doi.org/10.1042/BJ20130933 (2014).

	47.	 Stegmayr, J. et al. Low or No Inhibitory Potency of the Canonical Galectin Carbohydrate-binding Site by Pectins and 
Galactomannans. J. Biol. Chem. 291, 13318–13334, https://doi.org/10.1074/jbc.M116.721464 (2016).

	48.	 Thode, C. et al. Malignant T cells secrete galectins and induce epidermal hyperproliferation and disorganized stratification in a skin 
model of cutaneous T-cell lymphoma. J. Invest. Dermatol. 135, 238–246, https://doi.org/10.1038/jid.2014.284 (2015).

	49.	 Sorme, P., Kahl-Knutsson, B., Huflejt, M., Nilsson, U. J. & Leffler, H. Fluorescence polarization as an analytical tool to evaluate 
galectin-ligand interactions. Anal. Biochem. 334, 36–47, https://doi.org/10.1016/j.ab.2004.06.042 (2004).

	50.	 Springer, T. A. Monoclonal antibody analysis of complex biological systems. Combination of cell hybridization and immunoadsorbents 
in a novel cascade procedure and its application to the macrophage cell surface. J. Biol. Chem. 256, 3833–3839 (1981).

	51.	 Ho, M. K. & Springer, T. A. Mac-2, a novel 32,000 Mr mouse macrophage subpopulation-specific antigen defined by monoclonal 
antibodies. J. Immunol. 128, 1221–1228 (1982).

	52.	 Huang, X. et al. The Molecular Basis for Inhibition of Stemlike Cancer Cells by Salinomycin. ACS Cent Sci 4, 760–767, https://doi.
org/10.1021/acscentsci.8b00257 (2018).

Acknowledgements
We would like to thank Dr. Darcy Wagner (Lund University) for critical reading of the manuscript and Galecto 
Biotech AB for suppling galectin-3 inhibitors investigated in this study. Funding was provided by the Swedish 
Research Council (Grant no. 2016–07109), the Knut and Alice Wallenberg Foundation (Grant no. KAW 
2013.0022), and the European Community’s Seventh Framework Program (FP7–2007–2013) under grant 
agreement no. HEALTH-F2-2011-256986 (project acronym PANACREAS).

Author Contributions
Production of human recombinant galectin-3 was performed by J.S. and B.K. FA studies were performed and 
analyzed by J.S. and B.K. U.J.N., F.Z. and H.L. designed and synthesized the galectin-3 inhibitors. U.J.N. and co-
workers designed and synthesized the fluorescent saccharide-probes used in the FA assay. Analysis of data from 
the Caco-2 permeability assay and calculations of the PSAs for the galectin-3 inhibitors was performed by F.Z. 
M.C.C. tested the galectin-3 inhibitors for extracellular activity. J.S., M.C.C., G.S. and H.L. designed the GPN-
induced galectin-3 accumulation assay for assessment of intracellular activity of galectin-3 inhibitors, J.S. carried 
out the experiments and analyzed the data. Testing of the galectin-3 inhibitors for basal toxicity was performed by 
J.S. and X.H. The project was supervised by H.S., U.J.N., S.O. and H.L. J.S. and H.L. designed the study and wrote 
the manuscript, with contributions and constructive feedback from all authors.

Additional Information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-019-38497-8.
Competing Interests: F.Z. is an employee and option holder of Galecto Biotech AB (a company that develops 
drugs targeting galectins). H.S. is an employee and shareholder of Galecto Biotech AB. U.J.N. and H.L. are 
shareholders in Galecto Biotech AB. The remaining authors declare that they have no conflicts of interest with 
the contents of this article.
Publisher’s note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

https://doi.org/10.1038/s41598-019-38497-8
https://doi.org/10.1007/s10495-006-7108-5
https://doi.org/10.1042/BJ20130933
https://doi.org/10.1074/jbc.M116.721464
https://doi.org/10.1038/jid.2014.284
https://doi.org/10.1016/j.ab.2004.06.042
https://doi.org/10.1021/acscentsci.8b00257
https://doi.org/10.1021/acscentsci.8b00257
https://doi.org/10.1038/s41598-019-38497-8
http://creativecommons.org/licenses/by/4.0/

	Extracellular and intracellular small-molecule galectin-3 inhibitors

	Results

	Affinity and cell membrane permeability of three galectin-3 inhibitors. 
	Inhibition of extracellular galectin-3 correlates with the Kd values for the galectin-3 inhibitors. 
	Assay for intracellular activity of galectin-3 inhibitors. 
	Inhibition of GPN-induced galectin-3 accumulation correlates with cell membrane permeability of the galectin inhibitors. 
	Low basal toxicity for the galectin-3 inhibitors. 

	Discussion

	Methods

	Materials. 
	Galectin-3 inhibitors. 
	Fluorescence anisotropy assay. 
	Cell culture. 
	Caco-2 paracellular permeability assay. 
	NHS-fluorescein labelling of galectin-3. 
	Flow cytometry. 
	Treatment of cells with GPN and galectin-3 inhibitors. 
	Detection of galectin-3 accumulation by immunocytochemistry. 
	MTT assay. 
	Cell proliferation assay. 

	Acknowledgements

	Figure 1 Structure, affinity, and permeabilities of the three galectin-3 inhibitors.
	Figure 2 Inhibition of galectin-3 binding to the cell surface of CHO cells by the galectin-3 inhibitors.
	Figure 3 Rapid accumulation of galectin-3 around lysosomes upon chemically-induced lysosomal damage.
	Figure 4 Inhibition of GPN-induced galectin-3 accumulation in JIMT-1 breast cancer cells by the galectin-3 inhibitors.
	Figure 5 Low basal toxicity of the galectin inhibitors in two cell proliferation assays.




