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Table 1 Comparison of mMRNA expression of MCMs in glioma tumor tissue by gRT-PCR and microarray analysis
Gene  Unique D  Gene Fold p value
origin I/ 117 v/ A A VA (VY T — - V— =l Vol Vol
Normal Normal Normal Normal Normal Normal Normal
MCM2  202107_s_at gRT-PCR 197 398 452 202 229 1.4 35 1.59E-02 2.15E-04 3.97E-04 3.80E-03 6.10E-04 8.31E-02
Microarray 1.68 374 5.21 223 310 139 342E-02 298E-05 1.75E-08 8.38E-09 7.03E-06 1.26E-06
MCM3  201555_at  gRT-PCR 151 335 4.29 222 284 128 3.1 1.37E-02 195E-03 2.73E-04 1.89E-02 1.10E-03 1.72E-03
Microarray 1.84 262 291 142 158 1.11 485E-03 266E-05 3.71E-06 1.06E-02 9.77E-07 6.82E-04
MCM4  222036_s_at gRT-PCR  2.07 4.29 6.68 207 323 156 43 621E-02 436E-02 2.53E-02 7.30E-02 4.26E-02 6.82E-02
Microarray 1.93 247 393 128 204 159 7.19E-02 1.82E-02 3.68E-03 6.01E-03 2.89E-03 4.29E-03
MCM5  201755_at  gRT-PCR 177 3.51 6.05 198 342 172 38 149E-02 1.38E-03 5.05E-04 1.32E-02 1.67E-03 7.29E-03
Microarray 0.95 1.63 2.89 172 304 177 591E-03 2.79E-03 5.81E-03 3.09E-04 8.59E-07 1.23E-03
MCM6  201930_at  gRT-PCR 1.5 3.89 4.95 251 319 127 35 396E-02 1.05E-02 1.16E-02 2.65E-02 1.17E-02 7.92E-02
Microarray 2.65 2.88 4.75 1.09 179 165 9.12E-03 1.07E-04 6.77E-04 8.10E-09 524E-03 142E-03
MCM7  208795_s_at gRT-PCR 1.3 3.08 4.52 201 295 147 30 3.82E-02 202E-03 9.81E-03 1.25E-02 1.20E-03 4.01E-03
Microarray 131 282 361 215 276 1.28 1.59E-04 5.09E-04 3.80E-04 4.79E-08 9.28E-08 6.36E-02
MCM10 220651_s_at gRT-PCR 217 359 5.05 165 233 141 36 390E-02 4.50E-04 146E-04 296E-02 1.88E-03 260E-03
Microarray 6.92 2387 2796 345 404 1.7 1.376-03 539E-08 7.61E-09 586E-07 259E-09 5.83E-02

MCM3 and MCM5, MCM7 and MCM10 were significant different between grade I, Il and IV samples (p < 0.05). MCM2 and MCM6 expressions were significantly
increased between grade Il (low grade) and IlI-IV (high grade) samples (p < 0.05)

Table 2 Multivariate analysis on prognosis of the patients (n=51)

Parameter Risk ratio 95% Cl p

Sex 2.067 0.789-4.670 0.151
Age (240) 3.155 1.984-4.039 0.042
WHO (Grade 4) 3.0843 1.523-3.810 0.034
MCM2 8519 6.280-10.508 0.004
MCM3 7.328 5.102-9.833 0.007
MCM4 0.506 0.843-1.441 0477
MCM5 2117 0.946-3.127 0.146
MCM6 2873 1.377-4.073 0.090
MCM7 6.576 4.114-8.243 0.010
MCM10 0.029 0.015-1.093 0937
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