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[ Abstract ] Background and objective MiR-148b-3p is an important microRNA that has been reported to be
significantly related to various types of cancer, but its role in lung adenocarcinoma remains elusive. The purpose of this study
is to detect the expression level of miR-148b-3p in lung adenocarcinoma specimens, and to analyze its correlation with the
clinicopathological features as well as the prognosis of patients with lung adenocarcinoma. Methods A total of 123 tumor
specimens from lung adenocarcinoma patients who underwent surgical resection in our department from January 2011 to De-
cember 2012 were collected. The expression of miR-148b-3p was detected by quantitative real-time PCR (QRT-PCR), and its
correlation with clinicopathological features of patients with lung adenocarcinoma was analyzed. Multivariate Cox proportional
hazard models were used to analyze independent predictors of overall survival in patients with lung adenocarcinoma. The over-
all survival (OS) of patients in miR-148b-3p high expression group and miR-148b-3p low expression group were estimated by
means of the Kaplan-Meier method and were compared using the Log-rank test method. Results Of the 123 patients with lung
adenocarcinoma, 71 were in miR-148b-3p high expression group and 52 in low expression group. MiR-148b-3p was signifi-
cantly associated with tumor grade (P=0.001) and tumor size (P=0.007), but not with age, gender, smoking history, history of
alcohol, tumor thrombus, pleural invasion, node status or metastasis status. Multivariate Cox proportional hazard model analy-
sis showed that tumor size (P=0.032), node status (P=0.005) and miR-148b-3p expression level (P=0.047) were significant
independent predictors of overall survival of patients with lung adenocarcinoma. Kaplan-Meier survival analysis showed that

the overall survival of patients with high expression of miR-148b-3p was significantly better than that of patients with low ex-
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pression (P=0.010). Conclusion MiR-148b-3p was significantly associated with tumor grade and tumor size in lung adenocar-

cinoma, and served as an independent predictor of overall survival of patients with lung adenocarcinoma. The overall survival

of patients with high expression level of miR-148b-3p was significantly better than that of patients with low expression.
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Tab 1 Correlation between expression level of miR-148b-3p and

clinicopathological features of patients with lung adenocarcinoma

Variable miR-148b-3p X2 P
expression level
High Low

Age (yr) 0.539
=60 34 22 0.377
<60 37 30

Gender 0.995
Male 4 32 <0.001
Female 30 20

Smoking history 0.817
No 37 26 0.054
Yes 34 26

History of alcohol 0.887
No 50 36 0.020
Yes 21 16

Tumor grade 0.001
G,, 52 23 10.615
G,, 19 29

Tumor thrombus 0.715
Negative 54 4 0.133
Positive 17 1

Pleural invasion 0.698
Negative 27 18 0.151
Positive 44 34

Tumor size (cm) 0.007
>3 29 34 7.234
<3 42 18

Node status 0.817
No 34 26 0.054
Yes 37 26

Metastasis status 0.133
0 67 45 2.259
1 4 7

Adjuvant therapy 0.805
Negative 33 23 0.061
Positive 38 29
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Tab 2 Univariate and multivariate Cox proportional hazard models analysis of overall survival of patients with lung adenocarcinoma

Variable Univariate analysis Multivariate analysis
HR (95%Cl) P aHR (95%Cl) P
Age (yr) 0.036 0.649
=60 Reference Reference
<60 1.824 (1.040-3.200) 1.153 (0.624-2.130)
Gender 0.991
Male Reference
Female 1.003 (0.583-1.728)
Smoking history 0.844
No Reference
Yes 1.056 (0.616-1.810)
History of alcohol 0.430
No Reference
Yes 0.782 (0.424-1.442)
Tumor grade 0.042 0.487
G, Reference Reference
G, 1.751(1.021-3.003) 1.225(0.691-2.171)
Tumor thrombus 0.052 0.216
Negative Reference Reference
Positive 1.79 (0.995-3.221) 1.483 (0.794-2.769)
Pleural invasion 0.304
Negative Reference
Positive 0.751(0.434-1.298)
Tumor size (cm) 0.004 0.032
=3 Reference Reference
<3 0.431 (0.244-0.762) 0.526 (0.292-0.947)
Node status 0.004 0.005
No Reference Reference
Yes 2.308 (1.305-4.082) 2.255(1.272-3.998)
Metastasis status 0.062 0.142
0 Reference Reference
1 2.147(0.963-4.783) 1.827 (0.817-4.090)
Adjuvant therapy 0.032 0.744
Negative Reference Reference
Positive 1.881 (1.056-3.352) 1.114 (0.584-2.125)
miR-148b-3p expression level 0.012 0.047
High Reference Reference
Low 2.012 (1.170-3.460) 1.762 (1.007-3.082)

HR: hazard ratio; aHR: adjusted hazard ratio.
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Fig 1 Kaplan-Meier survival analysis between miR-148b-

Probability of overall survival

3p expression level and overall survival of patients with lung
adenocarcinoma
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