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Abstract

Pregnancy is a unique immunological situation in which a fetus-bearing paternal histocompatibility antigens can survive
in a maternal environment without apparent rejection. To face this challenge, cells of the uterine immune system show
characteristic changes in absolute number and composition during pregnancy. Particularly relevant to this process are
uterine natural killer (uNK) cells and their cell surface receptors, killer immunoglobulin-like receptors (KIRs). The main
purpose of this review is to outline the current body of knowledge on the involvement of KIRs in the complications of
pregnancy. Implantation depends on the invasion of embryonic trophoblast cells into maternal uterine tissue and remod-
eling of the uterine spiral arterioles, which is essential for placental perfusion and successful pregnancy. The proper
interaction between maternal KIRs and their ligands human leukocyte antigen (HLA) class I molecules, expressed by the
extravillous trophoblast cells, is crucial in this process. KIRs are a complex family that includes both activator and
inhibitory receptors. The activation profile is genetically determined in each individual and leads to diverse levels of
functionality for NK and T cells on engagement with specific HLA class I molecules. An association between different
KIR alleles and HLA molecules has been reported in pregnancy complications, supporting the idea of a relevant role of
these receptors in successful pregnancy.

Keywords KIR - HLA - Recurrent miscarriage - Uterine natural killer - Extravillous trophoblast

Introduction loantigens from the fetus [1]. Dysregulation of immune re-

sponses can lead to reproductive failure. During a normal

Pregnancy and its maintenance represents a challenge for the
maternal immune system, since it must defend the mother
from pathogens while simultaneously tolerating paternal al-
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pregnancy, the maternal immune system recognizes fetal an-
tigens and an equilibrium is established between the defense
of the integrity of the uterus (by preventing over-invasion of
the endometrium by the trophoblast) and fetal nutrition [2].
In turn, this balance depends on the tolerance of maternal
leukocytes to antigens expressed in fetal cells. Conversely,
the fetus must develop tolerance to maternal antigens. The
immune cell characteristics and composition of the decidua,
the maternal portion of the placenta [3], and especially sur-
face receptors on natural killer (NK) cells, one of the most
important subpopulations in implantation, are intricately in-
volved in maintaining this homeostasis between uterus in-
tegrity and fetal nutrition. Among NK cell receptors, killer
immunoglobulin-like receptors (KIRs), which bind to li-
gands on trophoblast cells, have been associated with repro-
ductive failure [3-5]. The main purpose of this review is to
survey the current body of knowledge on the involvement of
KIRs in complications of pregnancy.
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Leukocyte subpopulations

Several cell types are involved during a successful pregnancy.
The process of implantation requires a low degree of inflam-
mation, with the consequent participation of inflammatory
cells. Nevertheless, excessive inflammation might cause im-
plantation failure or miscarriage [6]. The control of inflamma-
tion depends on the leukocyte populations present in the en-
dometrium and in the mother-fetus interphase [7].
Endometrium leukocyte populations are characteristically dif-
ferent from those typically found in peripheral blood. Indeed,
the endometrium is devoid of B cells, has a low amount of
neutrophils, and is mainly composed of T cells, macrophages,
dendritic cells, and uterine natural killer (uNK) cells [8]. uNK
cells are distinct from peripheral NK cells in that they do not
express CD16 or CD57 receptors, but instead express CD38
and KIRs, and are characterized as CD56° 8", Also, uNK
cells exhibit a reduced cytotoxic activity but have a high ca-
pacity to produce cytokines and angiogenic factors [9].

The absolute number and proportion of leukocyte subpop-
ulations varies during the menstrual cycle and in early preg-
nancy. T lymphocytes represent ~45% of the total number of
leukocytes in the proliferative endometrium. Although this
population remains stable during the menstrual cycle or early
pregnancy, the T/uNK cell ratio decreases due to an increase in
the numbers of uNK cells. Similarly, macrophages represent ~
15% of the endometrium leukocytes, but this increases to 20%
during the secretory phase of the cycle and early pregnancy.

The most significant change in leukocyte composition dur-
ing the menstrual cycle is in the proportion of uUNK CD56"" &
cells. Whereas their total number is similar to that of T cells in
the proliferative phase, they represent 70% of all endometrial
leukocytes in the secretory phase, and this further increases
during decidualization of the endometrium in early pregnancy.
Moreover, the size and complexity of uNK cells change after
ovulation, from being small and sparse to large with promi-
nent cytoplasmic granules [10]. Indeed, recent studies on the
architecture of human decidua have revealed the presence of
different subsets of perivascular and stromal cells that are
located in distinct decidual layers. Specifically, three major
subpopulations of decidual NK cells with distinctive immu-
nomodulatory and chemokine profiles have been described
[11]. CD56°€" cells normally undergo apoptosis some days
before menstruation but are rescued by human chorionic go-
nadotropin (hCG) if implantation occurs. Indeed, hCG has
been shown to act as a homing signal for T regulatory cells
to enter the decidua, suggesting a main role for these cells in
implantation [12]. Implantation begins with the migration of
embryonic trophoblast cells into maternal uterine tissue and
the remodeling of the uterine spiral arterioles, with destruction
of the media by extravillous trophoblast (EVT) cells. These
processes are essential for optimal utero-placental blood per-
fusion during pregnancy [13]. Remodeling of the uterine
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spiral arterioles depends on the interaction of the EVT and
the decidual immune cells, and failure of this remodeling process
is associated with preeclampsia and may be caused by defective
EVT endovascular invasion. Indeed, spiral arteriole remodeling
is restricted in mice deficient for uNK and T cells, resulting in a
preeclampsia-like disorder [14]. Moreover, it has been reported
that leukocytes migrate into the arteriolar walls before the arrival
ofthe EVT [15]. That the participation of the EVT is required for
spiral arteriole remodeling suggests paracrine regulation [16].
uNK cells play a central role in this complex and dynamic pro-
cess, particularly the interaction between maternal KIRs
expressed by uNK cells and their cognate ligands, human leuko-
cyte antigen (HLA) class I molecules, expressed by the EVT
[10]. The presence of fetus-specific anti-HLA antibodies and
cytotoxic T lymphocytes (CTLs) has been demonstrated in ma-
ternal peripheral blood, but there is no evidence for a response
against the fetus at the fetal-maternal interface [17]. A study on
the relevance of HLA mismatch between mother and fetus in
uncomplicated term pregnancies showed the association of the
HLA-C allele mismatch with an abnormal immune response,
which led to an increase in the percentage of CD4+ CD25%™-
activated T cells in the decidua parietalis together with the pres-
ence of functional CD4+ CD25”" regulatory T cells in decidua
[17].

The complexity of the killer
immunoglobulin-like receptor family

The leukocyte receptor complex (LRC) is formed by a cluster
of genes encoding a family of proteins containing immunoglob-
ulin (Ig)-like domains. These include the KIR, “leukocyte Ig-
like receptor” (LILR) and “leukocyte-associated Ig-like
receptor” (LAIR) families. The “signaling lectins”
(SIGLECs) and members of the CD66 family are also found
close to the LCR, which is located in human chromosome 19.
The KIR gene cluster constitutes a multigene family that cur-
rently consists of 15 genes (KIR2DLI, KIR2DL2, KIR2DL3,
KIR2DL4, KIR2DL5A, KIR2DL5B, KIR2DS1, KIR2DS?2,
KIR2DS3, KIR2DS4, KIR2DSS5, KIR3DLI1, KIR3DL?2,
KIR3DL3, and KIR3DSI) and two pseudogenes (KIR2DP1
and KIR3DPI). KIR genes encode both activating (KIR2DS
and KIR3DS) and inhibitory (KIR2DL and KIR3DL) recep-
tors, with the exception of KIR2DLA4, which is unique among
the KIR family as its mRNA is detected in most NK popula-
tions whereas protein expression is not always evident.
Depending on the circumstances, KIR2DL4 can mediate inhib-
itory or activating signals ([ 18] see later). The genomic diversity
of the KIR family is achieved through differences in gene con-
tent, expression, and allelic polymorphism, leading to substan-
tial variation in gene content across individuals and populations
[19]. The nomenclature used for the KIR gene family is based
on whether they have two (2D) or three (3D) Ig-like domains,
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and whether they possess a short (S) or a long (L) cytoplasmic
tail (Fig. 1). The haplotype variability of the KIR gene family is
due to their different number and nature, and KIR alleles can be
categorized into two basic groups: haplotypes A and B.
Haplotype A contains only one activating KIR gene
(KIR2DS4), whereas haplotype B contains various combina-
tions of activating KIR genes: KIR2DS1, -2DS2, -2DS3, -
2DS4, -2DS5, and -3DS1. However, the reality is more com-
plex. Linkage disequilibrium studies identified two separate
regions in the KIR cluster around the KIR2DL4 gene: a centro-
meric region, which seems to be driven by the KIR2DL5 and
KIR2DL2/2DL3 loci, and a telomeric region driven by the

KIR3D
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KIR3DL1/3DSI1 locus (Fig. 1) [20]. These haplotypes are pres-
ent in all populations and are thought to be maintained by the
balancing selection pressures of infection, immunopathology,
and reproduction [21].

It has been described that homozygosity for haplotype A is
associated with a more robust response to pathogens such as
hepatitis C virus or Ebola virus [22, 23]. Although more stud-
ies of susceptibility to infections and KIR haplotypes are war-
ranted, these findings suggest that the KIR A haplotypes can
provide more effective immunity against acute viral infections
than the KIR B haplotypes, which have an accumulation of
attenuated and less polymorphic KIRs. However, haplotype A
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homozygosity is also associated with preeclampsia. This re-
flects a compromise of haplotypes A and B between the func-
tions that NK cells exert in immunity and reproduction. The
occurrence of an epidemic disease such as Ebola in a popula-
tion enriches for haplotype A, but the less efficient reproduc-
tion of these individuals selects for an increase in haplotype B,
restoring the equilibrium between the haplotypes [21].

The different combinations of expressed KIR genes leads
to diverse responses in NK and T cells after engagement with
their specific HLA class I molecules [24]. Accordingly, KIR-
mediated immune responses are uniquely shaped in each in-
dividual and are difficult to study collectively. However, in
contrast to the villous trophoblast, which is HLA null (to avoid
recognition by the immune system of the mother), EVT has a
unique HLA profile and does not express the polymorphic T
cell ligands HLA-A and HLA-B class I, or any HLA class II
molecules, but does express HLA-C allotypes as its only poly-
morphic HLA class I molecule [25]. The lack of expression of
any HLA allele would result in NK cells attacking the EVT
since NK cells recognize the absence or the aberrant expres-
sion of HLA as indicative of a target cell. In addition, EVT
expresses two nonclassical and nonpolymorphic HLA class 1
molecules: HLA-G and HLA-E. HLA-E binds CD94
(NKG2A) and its activating counterpart CD159¢ (NKG2C),
and HLA-G binds to members of the LILR family and KIR.
KIR receptors expressed on NK cells thus play an important
role in the induction of NK cell responses, which can be acti-
vating or inhibiting depending on the allele presence.

KIR polymorphisms and miscarriage
HLA-G and KIR

HLA-G is a nonclassical HLA class I molecule. It differs
from classical HLA class I molecules in expression, ge-
netic diversity, structure, and function. HLA-G is
expressed as 7 isoforms: 4 membrane-bound (HLA-GI, -
G2, -G3, and -G4) and 3 soluble (HLA-GS5, -G6, and -G7)
forms generated by alternative splicing. Soluble HLA-G
can be also be generated by proteolytic release of the
HLA-G membrane-bound forms (shed HLA-G) [26].
HLA-G is stably expressed in the membrane of EVT,
and its function seems to be to modulate the secretion of
cytokines by decidual lymphocytes for immune tolerance
generation and control of EVT invasion, and to contribute
to the remodeling of the spiral arteries for implantation
and successful pregnancy [27]. HLA-G binds to the inhib-
itory immunoglobulin-like transcript 2 receptor (ILT2)
expressed by all monocytes, B cells, some lineages of T
cells, and NK cells. HLA-G also binds to inhibitory ILT4,
which is present only on dendritic cells and monocytes,
and to KIR2DL4 expressed on all NK cells. As mentioned
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earlier, KIR2DL4 is unique among KIR receptors, be-
cause of its structure, expression, cell localization, and
signaling characteristics. Unlike other KIRs that show
variegated expression among individual NK cells,
KIR2DL4 is present in all haplotypes. KIR2DL4 has a
hybrid D0-D2 domain structure and has only one immune
receptor tyrosine-based inhibition motif (ITIM) and a pos-
itively charged arginine in its transmembrane domain.
Therefore, it can both activate and inhibit NK responses
to their environment. Its inhibitory potential is very weak,
and as an activator, it is involved in chemokine and pro-
inflammatory and proangiogenic cytokine secretion rather
than cytotoxicity. Unlike the typical cytoplasmic mem-
brane expression of the other KIRs, KIR2DL4 is
expressed in endosomes, and its only known ligand is
HLA-G. Specifically, KIR2DL4 binds to the soluble form
of HLA-G, which accumulates in KIR2DL4+ endosomes
and triggers endosomal signaling [28]. HLA-G expression
is atypical as it is almost only constitutively expressed in
fetal trophoblast cells at the maternal-fetal interface (and
in some other tissues and cells, including thymus, cornea,
nail matrix, pancreas, and erythroid and endothelial pre-
cursors), but it can be upregulated by transformation, neo-
vascularization, inflammation, or infection [29].
Accordingly, soluble HLA-G is secreted by trophoblast
cells and might be endocytosed by KIR2DL4 into
endosomes, causing a sustained pro-inflammatory and
pro-angiogenic secretory response [30].

The majority of studies have described a protective role of
HLA-G, including inhibiting allocytotoxic T lymphocyte re-
sponses and NK and T cell-mediated cell lysis, inducing a
shift from a pro-inflammatory Thl response to a Th2 re-
sponse, upregulating inhibitory receptors in NK and T cells,
and inducing long-term unresponsiveness of CD4+ T cells
(reviewed in [31]). HLA-G inhibits the function of NK cells,
T lymphocytes and antigen-presenting cells through direct
binding to the inhibitory receptors ILT-2, ILT-4, and
KIR2DLA4 [32]. Indeed, it has been proposed that this interac-
tion between HLA-G and KIR2DL4 inhibits fetal attack by
the maternal immune system and upregulates the secretion of
cytokines and angiogenic factors, which favors implantation,
placental development, and successful pregnancy [33].

Although HLA-G has comparatively little polymorphism
in its coding region, non-coding polymorphisms have been
associated with autoimmune disease [29] and, interestingly,
with spontaneous abortion [34]. KIR2DL4 also shows low
polymorphism, but two common alleles with 9 or 10 consec-
utive adenines in the transmembrane domain exist. The 10A
allele encodes the full-length receptor, whereas the 9A poly-
morphism has only 9 adenines leading to a frame-shift and
stop codon, which generates a truncated receptor lacking the
transmembrane region or with a smaller cytoplasmic tail. The
function of this truncated receptor is unknown but it is likely
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Table 1

Basic research studies showing the associations between KIR and HLA and recurrent miscarriage

Reference KIR (and HLA) implicated Type of experiment/objective

Conclusions

[40] Inhibitory KIRs 26 childless couples with >2 abortions
(2DL1,2DL2,and 2DL3)  and 26 control couples. KIR genotyping

[41] No association 51 women with unexplained recurrent
spontaneous abortions consecutively
referred/55 controls. KIR genotyping.

[42] Inhibitory KIRs Cohort of 30 fertile couples (without previous

(in particular 2DL2) abortions)/139 healthy controls/88 couples
with >3 recurrent spontaneous abortions.
KIR genotyping
[43] Activating KIRs 73 pairs of childless couples with >3 abortions
(in particular 2DS1). characterized as unexplained and 68 pairs
KIR2DSI in the absence of healthy control couples. KIR genotyping
of KIR2DL1/HLA-C2. and HLA-C groups C1/C2 identification.

[44] KIR2DS1 Male (n=67) and female (n = 95) partners of
couples with > 3 spontaneous miscarriages/269
controls (women primiparae, no miscarriages,
or ectopic pregnancies). KIR genotyping
and HLA-C groups’ identification.

[45] Activating KIRs 68 patient couples with recurrent miscarriage
and 68 control fertile couples. KIR genotyping

[46] KIR2DL1/HLA-C2 177 couples with recurrent miscarriages

KIR2DS2/HLA-C1 (primary aborters, no live births) and 200
healthy couples (at least two live births and
with no history of miscarriage, preeclampsia,
ectopic pregnancy, or preterm delivery).
Maternal KIR gene content and HLA-C
genotypes to allele level in couples experiencing
recurrent miscarriage and controls.

[47] Activating KIRs 40 women with unexplained recurrent miscarriage
and 90 controls. KIR genotyping.

[48] Inhibitory KIRs Retrospective study that included 291 women,
with recurrent miscarriages or recurrent implantation
failure, who had a total of 1304 assisted reproductive
cycles. KIR genotyping.

[49] KIR2DS1/HLA-C2 The frequencies of KIR and HLA-C1 and HLA-C2

genes were evaluated in 139 women with >2 con-
secutive spontaneous pregnancy losses.

Some alloimmune abortions may occur when
the MHC class I molecules on trophoblasts are
recognized by decidual NK cells lacking
appropriate inhibitory KIR receptors that would
stop activating signals.

The data provide little evidence that KIR
polymorphism plays a role in predisposition
to recurrent spontaneous abortions.

The balance between inhibitory and activating
receptors present in natural killer cells is inclined
toward an activating state that may contribute to
pregnancy loss.

A decrease in the ligands for inhibitory KIRs could
potentially lower the threshold for NK cell
activation, mediated through activating
receptors, thereby contributing to the
pathogenesis of recurrent spontaneous abortion.

The findings support the idea that successful
placentation depends on the correct balance of
ulNK cell inhibition and activation in response to
trophoblasts.

Recurrent miscarriage could be associated with NK
cell activation mediated by a profile rich in
activating KIR genes.

The activation spectrum of KIR-HLA-C compound
genotype for NK cells may contribute to the
immunological etiology of recurrent
miscarriage.

Shifted balance of KIRs toward an activating
state in NK cells may contribute to recurrent
miscarriage.

These new insights could have an impact on the
selection of single embryo transfer in patients
with miscarriages or recurrent implantation
failure, and with a KIR AA haplotype.

KIR and HLA-C genotyping is important for
predicting immune-related problems in women
with recurrent pregnancy loss women.

involved in miscarriage [35]. KIR2DLA4 is expressed in NK
CD56°€" cells of the decidua and placenta but not in periph-
eral blood NK CD56"€" [36], suggesting a relevant role of
this receptor in the maintenance of pregnancy.

HLA-C and KIR

HLA-C alleles present in populations can be divided into
two groups. Specifically, Ser77/Asn80 (C1) and Asn77/
Lys80 (C2) amino acid positions define serologically dis-
tinct allotypes and are found in the region where KIRs bind
to HLA-C molecules: KIR2DL2, KIR2DL3, and KIR2DS2

interact with HLA-C1, whereas KIR2DL1 and KIR2DS1
recognize HLA-C2 [10]. HLA-C alleles from the father
will be different from the mother, and will be specific for
each pregnancy. The combination of the great variety of
the polymorphic KIR alleles and the broad diversity of
HLA-C alleles generates an extraordinary variability. This
is a prolific substrate for natural selection and is one of the
mechanisms that lead to immune system adaptation to a
continuously changing environment; the functional conse-
quences of which remain largely unexplored.
Maternal-fetal HLA-C mismatch has been associated with
increased decidual T cell activation [17]. Interestingly, KIRs
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are not only expressed in NK cells, but also in CD8+, CD4+,
and yOTCR+ T cells [37]. T cells from the decidua (both
basalis and parietalis) exhibit different characteristics to the
T cells from peripheral blood, with the former showing an
increased proportion of atypical T cell populations, such as
CD4— CD8— axTCR+, CD3+ ydTCR+ T, and NK T cells
[38]. KIR+ T cells from the decidua are mainly CD4— CD8—,
but CD4+ and CD8+ cells are also present. The mechanism of
induction of KIR expression on T cells is not yet known, but
its function seems to be regulatory [39].

Several studies have examined the relationship between
maternal KIR genes and recurrent spontaneous abortion, but
the conclusions are conflicting (Table 1). Most studies have
involved small patient numbers and, in some cases, different
clinical criteria for recruitment. An important factor is the
different methodology used for KIR genotyping, especially
in view of the complexity of the KIR cluster. As mentioned
earlier, two distinct regions in the KIR cluster around the
KIR2DLA gene have been identified [20], although no study
has made this distinction, and the majority have examined
individual KIR genes. Based on the results, however, what is
clear is that the KIR/HLA-C axis provides a mechanism for
maternal immune identification of the fetus [10]. In this con-
text, the mechanism of recognition may be modulated by the
presence of soluble HLA-G as an inhibitor of the immune
response. Indeed, lower levels of soluble HLA-G have been
associated with preeclampsia [50] and soluble HLA-G has
been postulated as a promoter of tolerance during pregnancy
through its engagement with KIR2DL4 or other receptors in
ulNK cells, such as ILT2 and ILT4 [51].

Expression of HLA class | molecules
and successful pregnancy

The expression of HLA molecules is not uniform along normal
pregnancy. In the case of HLA-C, immunohistochemistry anal-
ysis of placental and decidual tissue samples at different stages of
gestation showed a strong staining of EVT membranes at
5 weeks’ gestation, while a decrease in staining intensity was
evident from 12 weeks onwards; however, expression was high
in fetal amniotic and chorion membranes of 38-week placenta
[52]. Expression of HLA-G in pregnancy has been extensively
studied. During pregnancy, HLA-G is consistently expressed in
EVT of the placenta [S51]. HLA-G seems be very relevant for
early placentation, as it is expressed by the blastocyst and early
embryo and its concentration in blood increases two- to fivefold
in pregnant women [53]. Thus, high expression of HLA-G is
associated with successful pregnancy, whereas low levels of
HLA-G have been associated with pregnancy complications
[54, 55]. Indeed, polymorphisms in HLA-G, especially a 14-bp
insertion/deletion polymorphism in exon 8 related to low HLA-
G expression, have been associated not only with reduced suc-
cess of in vitro fertilization treatment and pregnancy outcome,
but also with lower birth weight and weight of the placenta [31,
52, 56] (Fig. 2).

HLA-E and HLA-F have not been extensively studied. HLA-
E binds to the NK cell receptor CD94/NKG2A promoting im-
mune surveillance, and also to the T cell receptor CDS. The study
of its role in successful pregnancy has produced contradictory
results, with some associating gene polymorphisms with recur-
rent spontaneous abortion and others finding no association [55,

MOTHER FETUS
KIR2DL3 KIR2DL1 KIR2DL4
(HLA-C1 ligand) (HLA-C2 ligand) (HLA-G ligand)
— [T 1 {1
KIR AA L HLA C1 allele Neutral
genotype — T 1 e HLA C2 allele Increased risk of miscarriage
—I T 7 e
KIR AB HLA C1 allele Neutral
genotype T — I e — HLA C2 allele Increased risk of high birth weight
KIR2DL2
(HLA-C1 ligand)
H{IE T +—
KIRBB — [ | HLA C1 allele Neutral
genotype T e - HLA C2 allele Increased risk of high birth weight
KIR2DL4 KIR2DS1
(HLA-G ligand)  (HLA-C2 ligand)

Fig. 2 KIR involvement in miscarriage depends on the expression and
polymorphism of the classical and nonclassical HLA class I molecules.
The HLA-C2 allele is associated with miscarriage when K/R AA
genotype is present in uNKs but not when the genotype is AB or BB.
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KIR2DLA4-mediated inhibition of uNKs depends on HLA-G expression
in the EVT, described as associated with polymorphisms, especially a 14-
bp insertion/deletion polymorphism in exon 8 (adapted from Moffett et al.
57D
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58]. HLA-F function remains to be clearly elucidated, but its
known receptors are KIR3DL2 and KIR2DS4 [59], and it also
interacts with ILT2 and ILT4. During pregnancy, HLA-F is
expressed in EVT both on migratory and invasive EVT cells in
the first and second trimester, but not in the third trimester [51].

Conclusions

Because of their diversity and capacity to recognize specific
HLA class I allotypes, KIRs are good candidates for balancing
maternal leukocyte tolerance to the antigens expressed in fetal
cells. In turn, the activation profile of KIRs is genetically deter-
mined in each individual and leads to diverse levels of function-
ality in NK and T cells, with several KIR gene alleles (notably,
KIR2DL1/L2/L3 and KIR2DL 1/S2) potentially associated with
pregnancy complications. Overall, these findings support a role
for KIRs in successful pregnancy. However, there is still much
to be accomplished in this area: to provide alternatives to the
traditional methodology of KIR identification, for example
through high-resolution genotyping or next-generation sequenc-
ing; to understand the biology of EVT and uNK cell interactions;
and to improve the number of cases recruited, as well as finding
consensus in the clinical inclusion criteria.

Taking into consideration that human blastocysts only ex-
press HLA-G, and very small quantities of HLA-C and HLA-E
late after implantation, special emphasis should be paid to what
type of pregnancy failures may potentially benefit from HLA-C
and KIR genotyping as, for example, implantation failures may
have a different etiology compared with recurrent miscarriage.
Moreover, demographic genetic studies of fertile mothers and
their healthy offspring need to be undertaken to better under-
stand the successful KIR/HLA-C allotype combinations of
fertility.

If the interaction between HLA-haplotype and KIR holds
true, it will be possible to use the identification of KIR and
HLA-C alleles to select gametes from donors with specific
genotypes, in order to avoid pregnancy complications and
improve the probability of a successful pregnancy.
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