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Correction to: Nature Communications https://doi.org/10.1038/s41467-017-02395-2, published online 30 January 2018.

The original version of this Article contained an error in the spelling of the author Jule Müller, which was incorrectly given as Julia
Müller. Additionally, in Fig. 4a, the blue-red colour scale for fold change in ageing/disease regulation included a blue stripe in place of a
red stripe at the right-hand end of the scale. These errors have been corrected in both the PDF and HTML versions of the Article.
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