Bioinformatics, 35(11), 2019, 1985

doi: 10.1093/bioinformatics/btz216

Advance Access Publication Date: 19 April 2019
Corrigendum
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In the supplementary material, the phrase “The pairwise variant discon-
cordance rate” has been changed to “The pairwise variant concordance
rate”.

The updated supplementary file is now available online.
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