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Correction to: Nature Communications https://doi.org/10.1038/s41467-018-06382-z, published online 03 October 2018

The original version of this Article contained an error in Fig. 2, in which the performance of the MERLIN+P method shown in green

in Fig. 2a, b, d, e was incorrectly reported. The correct version of Fig. 2 is

Comparison on various of percentage of true edges in prior networks with fixed number of total edges

a Recover the gold standard GRN b Prediction of novel edges C Evaluate priors via PriorBoost
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Comparison on various of ratio of true to false edges in prior networks with 50% “golden standard” edges

Using half # true edges e Prediction of novel edges (ait true edges) f Evaluate priors via PriorBoost
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The original version of Fig. 2 is

Comparison on various of percentage of true edges in prior networks with fixed number of total edges

a Recover the gold standard GRN b Prediction of novel edges C Evaluate priors via PriorBoost
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d Using half # true edges e Prediction of novel edges (haff true edges) f Evaluate priors via PriorBoost
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This has been corrected in both the PDF and HTML versions of the Article.
Published online: 29 July 2019

Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which permits use, sharing, adaptation, distribution and
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reproduction in any medium or format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Creative Commons license,
and indicate if changes were made. The images or other third party material in this article are included in the article’s Creative Commons license, unless indicated otherwise in a credit
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