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Protegrin-1 cytotoxicity towards 
mammalian cells positively 
correlates with the magnitude of 
conformational changes of the 
unfolded form upon cell interaction
Nagasundarapandian Soundrarajan1, Suhyun Park1, Quy Le Van Chanh1, Hye-sun Cho1, 
Govindan Raghunathan2, Byeongyong Ahn1, Hyuk Song1, Jin-Hoi Kim   1 & Chankyu Park1

Porcine protegrin-1 (PG-1) is a broad-spectrum antimicrobial peptide (AMP) with potent antimicrobial 
activities. We produced recombinant PG-1 and evaluated its cytotoxicity toward various types 
of mammalian cell lines, including embryonic fibroblasts, retinal cells, embryonic kidney cells, 
neuroblastoma cells, alveolar macrophage cells, and neutrophils. The sensitivity of the different 
mammalian cells to cytotoxic damage induced by PG-1 differed significantly among the cell types, with 
retinal neuron cells and neutrophils being the most significantly affected. A circular dichroism analysis 
showed there was a precise correlation between conformational changes in PG-1 and the magnitude of 
cytotoxicity among the various cell type. Subsequently, a green fluorescent protein (GFP) penetration 
assay using positively charged GFPs indicated there was a close correlation between the degree of 
penetration of charged GFP into cells and the magnitude of PG-1 cytotoxicity. Furthermore, we also 
showed that inhibition of the synthesis of anionic sulphated proteoglycans on the cell surface decreases 
the cytotoxic damage induced by PG-1 treatment. Taken together, the observed cytotoxicity of PG-1 
towards different membrane surfaces is highly driven by the membrane’s anionic properties. Our results 
reveal a possible mechanism underlying cell-type dependent differences in cytotoxicity of AMPs, such 
as PG-1, toward mammalian cells.

Antimicrobial peptides (AMPs) are small charged molecules that are involved in the innate immune system, and 
whose primary function is to eliminate invading pathogens1,2. They evoke activity against pathogenic bacteria by 
forming pores in the membrane, by inhibiting key cellular mechanisms such as translation/transcription after 
penetrating the cytoplasm, or by bacterial agglutination3–6. Recently, the growing incidence of antibiotic resistant 
bacteria has become a big concern in the health care industry7, and AMPs are being exploited as alternatives or 
combinatorial candidates with antibiotics to combat such pathogens8,9. The availability of genome sequences from 
diverse species also provides increased opportunities for the discovery of new AMPs10,11.

The more negatively charged and cholesterol-poor structure of bacterial membranes result in stronger binding 
of AMPs compared to their mammalian counterparts. The presence of cholesterol in the mammalian membrane 
also weakens the hydrophobic interactions with the AMPs12,13. However, AMPs also show varying degrees of 
cytotoxicity towards mammalian cells14. The use of AMPs for clinical applications raises concerns about the cyto-
toxic effects of AMPs in humans. The therapeutic index (TI) is the ratio between the minimal inhibitory concen-
tration (MIC) towards pathogenic microorganisms and the concentration that causes erythrocyte haemolysis. 
Thus, larger TI values are required for drug candidates15.

Protegrin-1 (PG-1) is a small cationic AMP (CAP) that contains a β-hairpin structure stabilized by disul-
phide bonds (Fig. 1a) and shows a strong antimicrobial activity against a board spectrum of pathogens including 
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multi-drug resistance bacteria16. PG-1 belongs to the cathelicidin family and was first identified in porcine neu-
trophils. Five different allelic forms of PG-1 have been reported17.

The cytotoxic activities produced by AMPs are caused by multiple individual mechanisms, or a combination 
of mechanisms, that cause cell lysis leading to necrosis or programmed cell death18–20. Numerous studies were 
conducted using α-helical AMPs to elucidate the mechanisms of cytotoxicity, which generally caused by higher 
threshold of hydrophobicity, helical propensity and the composition of anionic headgroup components like PG 
or PS (Phosphatidyl-rac-glycerol or serine, respectively) present in the mammalian membranes21–23. Some CAPs 
including PG-1, tachyplesin-1, and polyphemusin-1 show high degrees of haemolytic and cytotoxic activities 
toward mammalian cells compared with other AMPs18,24–26. Several studies experimentally as well as computa-
tionally showed that PG-1 enters the bilipid layer by making toroidal pores which vastly depend on their charges, 
amphipathicity, folding into β-hairpin, and stability of β-barrel pore-forming by oligomerization3,26–29. The spider 
peptide gomesin shows a specific cytotoxicity towards neuroblastoma and cancer cells without displaying any sig-
nificant cytotoxicity to erythrocytes and Hep G2 cells, indicating there are differences in cytotoxicity depending 
on the cell type19,26,30. However, a systemic evaluation of the varied cytotoxic effect of AMPs in different mamma-
lian cells and their mechanisms has not been well understood for β-sheet AMPs.

In this study, we produced a recombinant form of PG-131 and evaluated differences in cytotoxic damage 
toward different types of mammalian cells after PG-1 treatment. Our results showed significant differences in 
PG-1 cytotoxicity in different cell types. To investigate the underlying mechanisms associated with these varia-
tions, using circular dichroism (CD) we analysed differences in peptide conformation when in the presence of the 
different cell types. We also used a super charged-GFP penetration assay in the different cell types and assessed 
the effect of reducing the levels of cellular anionic sulphated proteoglycans on uptake. From these analyses, we 
identified factors that influence mammalian cell cytotoxicity to cathelicidins such as PG-1 and suggest that the 
level of cytotoxicity is influenced by multiple factors including the magnitude of the membrane charge on the cell 
surface and the conformational changes that occur in PG-1 upon cell interaction.

Results
Successful production of recombinant PG-1 in Escherichia coli.  PG-1 was expressed by transform-
ing the pET30b-based plasmid r5M-172-PG-1-173 into BL21 cells (S1) and cultured in 1 L of Luria broth. The 
expressed peptide was then purified, refolded, and analysed by electrophoresis on a 16% Tris-tricine SDS-PAGE 
and peptide was confirmed by probing with rabbit anti-PG-1 antibody (S2). The purified PG-1 showed more than 

Figure 1.  Cytotoxic profile of protegrin-1 to various mammalian cells. (a) Three-dimensional structure of PG-1 
and its amino acid sequence are shown. The structure was created using the PBD ID 1PG1 using Pymol. (b) 
Cytotoxicity was measured as decreases in cell viability. 661W, HEK293T, NIH-3T3, SH-SY5Y, PMN, and 3D4/2 
cells were treated with various concentrations of recombinant PG-1 and their viability were measured after 24 h 
of treatment. (c) IC50 of PG-1 for different cell types after 24 h exposure. IC50, minimum concentration required 
to inhibit 50% of cell growth. The results were presented with 95% confidence interval. (d) 661W cells were 
treated with 6600 µM of PG-1 and viability were measured at various time intervals (1, 4, 8, and 12 h). Triton 
X-100 and PBS were used as the positive and negative controls, respectively. The experiments were carried out 
in triplicates. Cell viability was presented as mean ± standard deviation (b,c).
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95% purity assessed by calculating the target peak area of RP-HPLC (S3). A total of 15.4 mg of purified recombi-
nant PG-1 was obtained. The MIC value for the recombinant PG-1 was 3.0 μg/mL against Escherichia coli ATCC 
25377 which is similar to that of chemically synthesized PG-120.

Retinal neurons (661W) and neutrophils are susceptible to PG-1 cytotoxicity.  The mechanisms 
underlying the variations in cytotoxic sensitivity among different types of mammalian cells are not clearly under-
stood. We compared the magnitude of the cytotoxic effect from PG-1 exposure using a panel of mammalian 
cells including 661W, NIH-3T3, SH-SY5Y, 3D4/2, HEK293T, and PMN cells (neutrophils) by evaluating their 
viability after PG-1 treatment (Fig. 1b). Compared with the other cell types, viability was the lowest in the 661W 
and PMN cells at 455 µM PG-1, with an almost 3-fold greater reduction in viability over NIH-3T3 and 3D4/2 
cells for whom the survival rate was not affected at this concentration. In contrast, PG-1 treatment of SH-SY5Y 
and HEK293T cells showed an intermediate level of reduction in cell viability. Increases in the PG-1 concentra-
tion to 910 and 1365 µM resulted in further decreases in cell viability. The estimated IC50 of 661W showed 2 to 
7-fold lower than other cell types except PMN (Fig. 1c), which also positively correlates with their cell viability 
(Fig. 1b). Interestingly, both 661W and SH-SY5Y were neuron cells but 661W showed much lower IC50 than that 
of SH-SY5Y. Therefore, our results show that the cytotoxic activities of PG-1 vary significantly depending on the 
cell type.

To explore this in more detail, we evaluated changes in cell viability in 661W cells treated with 1365 µM PG-1 
at 4 h intervals for a total of 12 h (Fig. 1d). Significant cytotoxicity was evident even at 1 h post-treatment with 
only 40% of viable cells remaining at this time and the values decreased rapidly to <20% at 4 h post-treatment. 
The cytotoxicity value approached that of the detergent Triton X-100 at 8 h post treatment. This result was further 
confirmed by counting the dead and live cells using trypan blue staining (Table ST1) in which the frequencies of 
unstained viable cells were 8.3% and 0% at 4 and 8 h, respectively. The cytotoxicity of Triton X-100 in MTT assay 
(Fig. 1d) resulted in 5~10% survivability which is likely to be false positive values triggered by background noise 
from cell debris or precipitated proteins. Such a bias in the MTT assay has been reported previously32.

The magnitude of AMP folding determines the level of PG-1 cytotoxicity in mammalian cells.  
Many AMPs are disordered in solution but fold into the proper conformation when they become associated with 
lipid bilayers12,33. However, the magnitude of AMP folding required to reach the final conformations may differ 
depending on the biochemical characteristics of the associated membranes. As a result, the level of PG-1 cytotox-
icity may differ depending on cell types and membrane composition. We analysed the formation of the secondary 
structure of PG-1 using CD spectroscopy after PG-1 treatment. unfolded PG-1 was also subjected to CD analysis 
to evaluate differences in secondary structure formation upon association with membranes of different cell types. 
The MIC value of the unfolded PG-1 was similar to that of folded PG-1, 3 and 4 µg/mL, respectively. The unfolded 
PG-1 was prepared by DTT treatment and dialysed. The amount of reduced PG-1 after dialysis was determined 
by derivatization with monobromobiamine. The results showed that about 60 to 70% of reduced PG-1 was present 
in the 50 to150 µM concentration (S4).

The CD spectra of unfolded PG-1 interacting with E. coli for 2 h was measured. Comparing to the spectra 
of unfolded PG-1 in buffer only, a consistent spectral pattern for the β-sheet structure was observed from both 
folded and E. coli interacted PG-1 (Fig. 2a). To obtain the CD spectra arising from the peptide interaction with 
mammalian cells, we followed the conditions from a previous study34. First, an appropriate concentration of PG-1 
is required to obtain clear spectra from the peptide interaction with mammalian cells. Therefore, CD spectra 

Figure 2.  Changes in the structural conformation of PG-1 upon interaction with various cells. (a) CD spectra 
of unfolded PG-1 interacting with E. coli. Both folded (shown in grey) and unfolded PG-1 (shown in blue) were 
suspended in PBS and its CD spectrum were recorded in the absence of cells. E. coli cells were incubated with 
unfolded PG-1 for 2 h and the CD spectrum recorded (shown in orange). The spectra were subtracted from 
their respective cell spectra without PG-1. (b) 661W, NIH-3T3, SH-SY5Y, and HEK293T cells were suspended 
in PBS and incubated with 150 µM PG-1 for 4 h at 4 °C. The CD spectra for PG-1 in the presence of each cell 
type is shown in different colours. The spectra were obtained after subtracting the spectra of the respective cells. 
Representative data from one set of experiments are shown.
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were recorded by incubating different concentrations of PG-1 (50, 100, and 150 µM) with the same number of 
661W cells for 1 h at 4 °C (Fig. S5). A shallow minimum was most clearly observed at 150 µM PG-1 compared 
with the other concentrations. To determine the appropriate incubation time, four different cells including 661W 
were incubated with PG-1 and the spectra were recorded at 0, 1, and 4 h. The most significant difference in the 
re-folding of PG-1 was observed at 4 h (Fig. S6).

Using the determined parameters, a time course analysis was carried out to observe the folding of PG-1 upon 
interacting with different cell types. The spectra are shown as subtracted spectra where the spectra from cells 
incubated in the absence of PG-1 were subtracted from the respective spectra of cells incubated with PG-1. The 
interaction of PG-1 with 661W cells showed a stronger shallow minimum at 218 nm compared with the other 
cells (Fig. 2). We also observed a significant difference in the conformational changes in PG-1 upon interacting 
with the different cell types. Since we were unable to convert the signal mdeg to molar ellipticity, we have pre-
sented our data as mdeg vs nm. The spectra shown are representative of a single set of experiments.

Typically, beta sheet containing peptides have a CD spectrum with a negative peak at ~218 nm and a positive 
peak at ~195 nm. During the time course study, PG-1 interacted with cells and folded slowly to form the proper 
conformation. However, in 661W cells this folding occurred faster than in other cells in the panel, and thus the 
CD spectra after 1 h of incubation showed a shallow minimum only in 661W cells (S9). As shown in Figs 2b and 
S8, the maximum shallow minima were obtained from all the cell types used at 4 h of incubation with PG-1. 
HEK293T cells showed a shallower minimum at 218 nm compared to NIH-3T3 and SH-SY5Y cells at 4 h of 
incubation, indicating that the degree of beta-sheet formation is higher than with NIH-3T3 and SH-SY5Y cells. 
This is consistent with the higher PG-1 cytotoxicity observed in HEK293T cells than in NIH-3T3 and SH-SY5Y 
cells (Fig. 2b). It should be noted that the spectra from the cells alone (Fig. S7) were subtracted from those of cells 
incubated with PG-1 (Fig. S8), to generate the spectra for the PG-1 conformational change (Fig. 2b). Our results 
reveal that there is a direct correlation between the presence of a CD spectra minima at 218 nm and the level of 
PG-1 cytotoxicity, indicating that the formation of secondary structure in PG-1 is a critical factor in predicting 
the level of PG-1 cytotoxicity.

The magnitude of the positive charges on GFP determines the degree of membrane pen-
etration and the level of mammalian cell cytotoxicity.  It has been shown that the penetration of 
engineered GFPs with differences in positive charges into mammalian cells is related to the magnitude of their 
negative charges through sulphated peptidoglycan-mediated and actin-dependent endocytosis35. To compare 
the relationship between the penetration ability of super charged GFPs into cells and the level of PG-1 cytotox-
icity in different cell types, we produced two differentially charged recombinant GFPs with theoretical surface 
charges of +15 and −17 (s-GFP +15–17) and +5 and −6 (s-GFP +5–6), respectively36 (Fig. S10). We incubated 
these s-GFPs with cells and determined the amount of internalized GFP using whole cell fluorescence and flow 
cytometry.

The observed frequencies of s-GFP +15–17 positive cells, obtained from an analysis of GFP fluorescence 
signals, were 67 ± 4%, 44 ± 4%, 51 ± 2%, 58 ± 2%, and 4 ± 3% for the 661W, NIH-3T3, HEK293T, SH-SY5Y, and 
3D4/2 cells, respectively (S11), indicating significant differences existed among the different cells.

In addition, we also measured the whole cell fluorescence of penetrated s-GFPs into cells. Whole cell fluores-
cence was measured after normalization by subtracting the signal from the same number of cells without s-GFPs 
treatment. 661W cells showed the highest level of internalization with a 2-fold difference compared to other cells 
(Fig. 3), consistent with the degree of PG-1 cytotoxicity toward 661W cells. After 661W cells, SH-SY5Y showed 
the second highest degree of s-GFP +15–17 internalization. It has been shown that the negative charges on the 
super charged GFPs do not significantly affect their internalization into cells35. Therefore, we assumed that the 
effect of negative charges on the s-GFPs in our experiment was negligible.

Figure 3.  Estimation of s-GFP internalization into mammalian cells by measuring whole cell fluorescence. 
Whole cell fluorescence was recorded for NIH-3T3, 661W, SH-SY5Y, HEK293T, and 3D4/2 cells to estimate 
the internalization of s-GFP +15–17 and s-GFP +5–7, respectively. Treatments were performed using 1 μM of 
each s-GFP proteins. The fluorescence was measured with excitation at 490 nm and emission at 512 nm. Whole 
cell fluorescence was determined by subtracting the background signal of cells without s-GFP treatment from 
the signal of cells with s-GFP internalization. The results were presented as mean ± SD from three independent 
experiments.
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While 3D4/2 cells showed a minimal level of GFP internalization, HEK293T cells showed a similar level of 
GFP internalization to NIH-3T3 cells (Fig. 3). This is consistent with the result from a flow cytometry analysis 
(Fig. S11). However, this result partially differs from their respective cytotoxicity’s in which HEK293T cells were 
more significantly affected by PG-1 than NIH-3T3 cells (Fig. 1a), suggesting the mechanisms underlying the 
penetration of s-GFP and PG-1 cytotoxicity are not entirely identical, but both seem to be promoted by negative 
charges on the surface of the cells. For the remainder of the cells, the degree of cytotoxicity indirectly correlated 
well with the degree of s-GFP internalization.

Representative images of s-GFP internalization in 661W and NIH-3T3 cells are shown in S12. s-GFP +5–7 
showed a lower rate of internalization than the highly charged s-GFP +15–17 (Figs 3 and S12). This supports the 
idea that differences in the electric charge of the AMP molecule itself plays an important role in interacting with 
mammalian cells to form a functional conformation.

A reduction in the negative charge on the cell membrane results in a decrease in the mamma-
lian cell cytotoxicity of PG-1.  It has been shown that charged GFPs are able to penetrate cells through 
sulphated proteoglycans which are anionic in nature35. By treating cells with sodium chlorate, the enzyme ATP 
sulfurylase can be inhibited37 and consequently a charged s-GFP is unable to get into the cytoplasm (Fig. 4). 
Considering the similarity in positively charged nature between charged GFPs and antimicrobial peptides, we 
tried to compare the effect of a reduction in the negative charges on the surface of interacting cells using sodium 
chlorate treatment. In our study, s-GFP +15–17 was unable to internalize into sodium chlorate treated 661W 
and NIH-3T3 cells in contrast to untreated cells (Fig. 4), consistent with previous reports. We also showed that 
sodium chlorate treatments itself did not affect cell viability at the level (80 mM) in our experiments (S13). 

Figure 4.  Internalization of s-GFP +15–17 into NaCIO3 treated and untreated 661W and NIH-3T3. 661W 
(A,B) and NIH-3T3 (C,D) cells were treated with and without 80 mM NaCIO3, respectively. These cells were 
also treated with s-GFPs +15–17 for 4 h. Cells without s-GFP treatment are shown labelled as PBS. The GFP 
fluorescent images were taken using a 424–488 nm band filter at 20x magnification (A,C) and their respective 
phase-contrast images are shown in panels b and d. Scale bars, 5 µm.
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Next, we evaluated the changes of cytotoxicity to PG-1 in sodium chlorate treated 661W and NIH-3T3 cells. 
Interestingly, treatment of PG-1-treated 661W cells with sodium chlorate resulted in a significant increase in the 
number of viable cells compared to the same cells not treated with sodium chlorate. These results were consistent 
for all three AMPs, PG-1, PMAP-36, and melittin (Fig. 5a). In contrast, AMP-treated NIH-3T3 cells showed only 
a slight increase in the number of viable cells as a result of sodium chlorate treatment (Fig. 5b). Together, these 
results strongly suggest there is similarity between the internalization of positively charged GFPs and the cyto-
toxicity of AMPs.

Comparison of scanning electron microscopic images between cells showing high (661W) and 
low (NIH-3T3) cytotoxicity to PG-1.  To visualize the morphological differences between cells with dif-
ferent cytotoxic susceptibilities to PG-1, we compared 661W and NIH-3T3 cells after PG-1 treatment using high 
resolution electron microscopy. FE-SEM images of cells after 12 h of PG-1 treatment showed that many cells were 
completely or partially lysed in both cell types (panel B and D) and there was a subsequent outflow of cytoplasm 
compared to untreated cells which had an intact morphology (panel A and C, respectively) (Fig. 6). This result 
was similar to the effect of PG-1 on E. coli3 and indicates that the cytotoxic effect of PG-1 in mammalian cells is 
also likely to be due to membrane rupturing of the treated cells and subsequent cell necrosis. However, at this 
resolution no clear difference was identified between these two cell types despite their different sensitivities to 
PG-1 cytotoxicity.

Discussion
Previous experiments conducted in E. coli cells have shown that the anionic nature of their membranes attracts 
the cationic PG-1 to their surface, and subsequently the peptide rapidly permeabilizes the membranes resulting 
in cell rupture3,4. In addition to their bactericidal effect, AMPs such as PG-1 also shows cytotoxicity in mamma-
lian systems26 which raises a concern about the use of these peptides as possible therapeutic agents. It has been 
reported that the mammalian cell cytotoxicity to AMPs is generally affected by factors including the degree of 
hydrophobicity and the magnitude of the positive charge which influences the interactions between cell mem-
branes and AMPs12,26,38,39. However, the variations in their cytotoxicity toward different cell types and the mech-
anisms have not been well addressed.

In this study, we showed that the cytotoxic effects of PG-1 differ significantly among cell types. Using CD 
spectroscopy, we also showed that these differences in cytotoxicity can be explained by differences in the con-
formational change of PG-1 upon interacting with the different cell types. As far as we aware, this is the first 
report evaluating conformational changes in AMPs especially in mammalian cells using CD spectroscopy. We 
also showed that negatively sulphated peptidoglycans are similarly involved in the binding or penetration of pos-
itively charged GFPs and AMPs into cells.

It has been demonstrated that the degree of positive charge on a protein is important for interaction with an 
anionic cell surface and subsequent cell penetration, highlighting the importance of electrostatic attraction in the 
function of AMPs26. Therefore, we hypothesized that there was a possible relationship between the penetration 
rate of super charged GFP into cells and their sensitivity to PG-1 toxicity because of the cationic nature of catheli-
cidins. Blocking the formation of sulphated proteoglycans can significantly reduce affect the membranes negative 
charge. However, because proteoglycans are not a major component of the mammalian cell membrane, other 
contributing mechanisms are also be possible.

661W cells were the most susceptible to PG-1 cytotoxicity among the cells evaluated in this study (Fig. 1b,c). 
661W cells lacking sulphated proteoglycans had a 3 to 4-fold increase in their overall viability (Fig. 5a). Although 

Figure 5.  Cell viability of sodium chlorate treated 661W and NIH-3T3 cells after PG-1, PMAP-36, and melittin 
treatment. 661W (a) and NIH-3T3 (b) cells treated with and without 80 mM NaCIO3 were reacted with 2200 
and 6600 μM of the AMPs; PG-1, PMAP-36, and melittin, respectively. PBS and Triton-X100 were used as 
negative and positive controls, respectively. Cell viability was measured after 24 h of incubation. All experiments 
were performed in triplicate and the standard deviations were calculated.
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the rate of viability increases for NIH-3T3 cells after sodium chlorate treatment (Fig. 5b), the increase was much 
lower than that of 661W cells. A reason for the lower effect of sodium chlorate treatment in NIH-3T3 cells could 
be that they were initially less susceptible to PG-1 cytotoxicity. Similar results were obtained from the treatment of 
PMAP36, a porcine α-helical AMP, to 661W but no afferent differences in viability was observed from NIH-3T3. 
The net charges for PG-1 and PMAP36 were calculated to be +7 and +13, respectively, at physiological pH. The 
result from melittin (α-helix with +5) treatment was also consistent to those of PG-1 and PMAP36 although the 
increase of viability in sodium chlorate treated cells was lower than the others. It was reported that the analogues 
of cyclic gomesin showed a slight increase in cytotoxicity towards the sodium chlorate treated HL-60 cancer cells, 
which is the opposite to what was shown in this study40. The reason for such difference is unclear but it could be 
due to the differences in types of cells and AMPs.

Figure 6.  Scanning electron microscopy images of 661W and NIH-3T3 cells treated with PG-1. Electron 
micrographs showing the mammalian cells treated with PG-1 (panels b and d). Panels a and c are untreated 
controls. 661W (A,B) and NIH-3T3 (C,D) cells were incubated for 12 h with 2200 and 6600 µM of PG-1, 
respectively. Scale bar, 5 µm.
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Although the difference in the membrane negative charge caused by difference in sulphated proteoglycan 
is unlikely to be able to entirely explain variation in mammalian cell cytotoxicity to PG-1, our results suggests 
that charge-based interactions may be important driving forces for AMP-derived cytotoxicity because consistent 
results were obtained for three different AMPs against the same cell lines (Fig. 5). This suggests that sensitivity to 
AMP cytotoxicity could be conserved for specific cell types for different AMPs of the same subfamily.

Although we used GFPs having different charge values at the surface compared to a previous study35, the level 
of cytotoxicity seen in our cell panel could all be explained by our hypothesis with the exception of HEK293T 
cells (Figs 1c, 3). The lower level of charged s-GFP internalization (Fig. 3) but a shallower minimum at 218 nm in 
HEK293T cells compared with SH-SY5Y cells (Fig. 2b) may suggest that the surface of HEK293T cell is not highly 
anionic in nature compared to 661W and SH-SY5Y cells. The shallow minima CD signature might also be due to 
additional factors such as hydrophobicity, the amphipathic moment, or presence of bulky amino acids. Increased 
hydrophobicity might increase the affinity of AMPs for membranes, resulting in a higher degree of cytotoxicity39. 
Consistent with this, other β-sheet AMPs having a similar hydrophobicity to PG-1 also resulted in cytotoxicity, 
but PG-1 showed the highest level of cytotoxicity18,26.

The mechanism of action of AMPs is generally described by a few models such as the carpet, toroidal-pore, 
and barrel-stave models3,41,42. A recent study demonstrated the interaction of α-helix AMPs with intact E. coli 
membranes using CD spectroscopy33 and showed that the activity of AMPs depends on them adopting their 
proper conformation. In this study, we demonstrated the interaction of AMPs with several mammalian cells using 
CD. For this analysis, we used unfolded PG-1 to monitor their secondary structure formation (Fig. 2). It has been 
reported that the requirement for the presence of disulphide bonds is not necessarily important for the antimicro-
bial nor haemolytic activity of PG-143, which was consistent with our results. PG-1 mutants lacking the cysteine 
amino acids showed antibacterial activity and formed β-hairpin like structure upon lipopolysaccharides (LPS) 
interactions44. The cys deleted mutant of PG-1 also did not show any conformational changes upon zwitterion 
micelles interactions. We assume that the reduced PG-1 upon interacting with different cell membranes under-
goes conformational changes to form β-hairpin structure, then this may help in the formations of correct intra 
molecular disulfide bonds within PG-1 by oxidization of thiols. In the POPC/cholesterol membrane it was shown 
that β-hairpin structure was formed in the membrane surface and membrane compositions plays a decisive role4. 
Hence, the degree of β-hairpin structure formations upon different cell types (Fig. 2b) may be determined pri-
marily due to charge and other biochemical composition of the membrane (Fig. 3).

Several theories have been proposed to explain the mammalian cytotoxicity of AMPs including non-receptor 
meditated interaction26,45,46. It has been proposed that if the hydrophobicity exceeds a threshold, then AMPs lose 
their membrane selectivity45, along with increased secondary structure propensity22,23,45. The binding of PG-1 to 
zwitterion membranes is weak but the presence of varying degree of anionic lipids in the membrane may influ-
ence the binding through electrostatic interactions47. In addition, a few studies have shown that the primary inter-
action of CAPs occurs through electrostatic interactions with anionic components in mammalian membranes 
due to the cationic nature of CAPs12,38. This may be supported by the strong shallow minima seen at 218 nm in the 
CD spectra seen in 661W cells and the high cytotoxicity seen in these cells in this study. Our results are consistent 
with a theory in which a primary initial electrostatic interaction is crucial in determining cytotoxicity. This view 
was also justified by a study in which cationic β-hairpin AMP SVS-1 was fully folded and was active only in the 
presence of a charged membrane38. In addition, arginine in PG-1 interacts with the phosphate atoms of lipid 
membranes through series of bidentate network of bonds and helps the translocation of PG-148.

The higher penetration of GFP +15–17 molecules into neuronal cells (661W and SH-SY5Y cells) compared 
with fibroblast cells (NIH-3T3 and HEK293T) may suggest there is a higher degree of negative charge in the 
membrane of neuronal cells compared to other cells (Fig. 3). This could be due to the function of neuronal cells in 
facilitating the transport of cationic ions such as K+ and Ca2+. Our study showed that the viability of neutrophils, 
a main repository of AMPs, was also significantly affected by PG-1. The proprotein form of PG-1 in neutrophils 
may protect them from cytotoxic damage, suggesting the importance of regulatory mechanisms in AMP biol-
ogy22. The low cytotoxicity of PG-1 toward fibroblasts and 3D4/2 macrophage cells indicates the resistance to 
AMP cytotoxicity among innate immune cells which frequently contact pathogens.

Not all AMPs exert severe cytotoxic effects in mammalian cells10,11. However, understanding the underlying 
mechanism allows for a window to rationally design AMPs to reduce their cytotoxicity which is a very important 
factor for their therapeutic application. We have shown the existence of a wide variation in cytotoxicity depending 
on the mammalian cell type and suggest that such variation is caused by difference in the degree of membrane 
negative charge. As we have shown in this study, a secondary structure analysis of AMPs in a whole cell system 
provides data that could model the in vivo situation. We feel that this is an improvement over isolated studies 
using LPS, micelles, or artificial membranes4,38. Our study should therefore contribute to deepening our under-
standing of the consequences of AMP treatments in mammalian systems.

Materials and Methods
Cell culture.  NIH-3T3 (mouse embryonic cells, ATCC CRL-1658), HEK293T (human embryonic kidney 
cells, ATCC CRL-1573), SH-SY5Y (human neuroblastoma, ATCC CRL-2266), and 3D4/2 (porcine macrophage 
cells, ATCC CRL-2845), obtained from ATCC (Manassas, VA, USA), and 661W cells (mouse retinal cell)49 were 
cultured in growth media containing Dulbecco’s modified Eagle’s medium (DMEM, HyClone, GE Life Sciences, 
PA, USA), 10% foetal bovine serum (FBS, HyClone), 100 U/mL penicillin, 100 U/mL streptomycin, and 2 mM 
glutamine (HyClone). All cell cultures were maintained at 37 °C in a 5% CO2 humidified environment. The 
medium was changed every other day until the cells reached 80% confluence prior to the next passage. In addi-
tion, to inhibit the synthesis of sulphated proteoglycans in NIH-3T3 and 661W, the cells were cultured in DMEM 
containing 5% FBS and 80 mM sodium chlorate (NaClO3, Sigma Aldrich, St. Louis, MO, USA).
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Isolation of mouse neutrophils.  The experimental protocols and animal care were approved and super-
vised by the Institute of Animal Care and Use Committee of Konkuk University (KU15119). All animal experi-
ments were performed and approved in accordance with the relevant guidelines and regulations set by the same 
committee (KU15119). All mice were maintained under specific pathogen-free conditions with unrestricted feed-
ing. Briefly, two-month-old male BALB/6 mice were injected with 1 mL of sterile casein in 1 × PBS containing 
0.5 mM MgCl2 and 0.9 mM CaCl2 (Sigma Aldrich) into their peritoneal cavity, and a second injection was carried 
out the following morning. Three hours later, the mice were euthanized by CO2 inhalation and peritoneal fluids 
were collected. The harvested fluid was centrifuged to collect the peritoneal exudate cells. The cells were washed 
three times with 1 x PBS and resuspended in 9 mL of a Percoll (GE Life Sciences) gradient solution (10 mL of 10 
x PBS and 90 mL of sterile Percoll solution). The mixture was ultracentrifuged at 60000 × g for 20 min at 4 °C. The 
neutrophil-enriched (>95%) polymorphonuclear (PMN) cell layer was collected. The PMNs were washed once 
with 1 x PBS and resuspended in DMEM containing 15% FBS. The cells were used within 24 h of isolation.

Cytotoxic activity assay.  Cells were cultured in DMEM containing 10% FBS in 5% CO2 at 37 °C until 
they reached 80% confluence. The cells were detached by treating with accutase (Sigma Aldrich) and seeded 
into a 96-well plate containing 1–4 × 104 cells per well in 100 µL media. The cells were treated with recombinant 
PG-1 (0–3680 µM), melittin (Sigma Aldrich) (460 and 1840 µM), and recombinant PMAP-36 (460 and 1840 µM) 
which had been produced as previously reported31, and the plates were incubated for 24 h in 5% CO2 at 37 °C. 
Untreated cells were used as the negative control and Triton X-100 (Sigma Aldrich) was used as the positive con-
trol for 100% cell lysis. After 24 h, the media were removed from the wells and 100 μL of fresh DMEM and 10 μL 
of detection reagent (Cell proliferation reagent WST-1; Sigma-Aldrich) was added to each well according to the 
manufacturer’s protocol and incubated further 4 h. Subsequently, the absorbance of each well was measured at 
450 and 650 nm with a microplate reader (xMark™ spectrophotometer; Bio-Rad). Cell viability was calculated 
using the following formula: cell viability (%) = (At − A0)/(Ac − A0) × 100, where At is the absorbance (at 450 nm) 
of the treated cells, A0 is the background absorbance (at 650 nm), and Ac is the absorbance of the negative con-
trol. Additionally, dead and live cells were counted using Trypan blue (Sigma Aldrich) staining using a haemo-
cytometer. All experiments were carried out in triplicate. IC50 is the measure of the peptide concentration that 
inhibit 50% of cells viability after 24 h of exposure. The IC50 was calculated by regression analysis of corresponding 
dose-response sigmoidal curves fitted using GraphPad Prism (San Diego, USA).

Circular dichroism spectroscopy.  All CD spectra were recorded at 25 °C using a 1 cm quartz cell over the 
195 to 260 nm range in a Jasco J-810 spectropolarimeter (Jasco, MD, USA) with data modes of 1 nm bandwidth, 
1 s response time, 50 nm/min scanning speed, and four accumulations. Unfolded PG-1 was prepared by reducing 
the peptide with 10-fold molar mass excess of DTT to PG-1 concentration in sodium phosphate buffer pH 7.4 for 
5 min at 50 °C. The sample was dialyzed against water to remove the excess DTT and lyophilised. Both unfolded 
and folded PG-1 were suspended in 1 x PBS and CD spectra were measured. CD data obtained from samples 
were subtracted with the baseline spectra of 1 x PBS. To obtain the CD spectra of unfolded PG-1 interacting with 
E. coli cells (0.1 OD) was treated with 30 µM PG-1 and incubated for 2 h and the spectra was recorded under the 
same conditions as previously reported33. In the case of mammalian cells, 2 × 106 cells were washed twice with 1 
x PBS, suspended in 100 µL of 1 x PBS, treated with denatured recombinant PG-1 (50, 100, and 150 µM, respec-
tively), and incubated at 4 °C with occasional gentle mixing for different time intervals (0, 1, and 4 h). The spectra 
were recorded by resuspending the cells to a final volume of 400 µL with 1 x PBS. The CD spectra signal of the 
respective mammalian cells without PG-1 was subtracted from the PG-1 treated cells to eliminate background 
cell signals.

Expression and purification of supercharged GFPs.  Recombinant E. coli BL21 (DE3) expressing two 
differently charged GFP proteins (s-GFP +5–7 and s-GFP +15–17)36 were grown at 37 °C for 5 h, respectively, 
after 0.1 mM IPTG treatment at an OD600 of 0.6–0.8. The cells were harvested by centrifugation and lysed using a 
Constant flow press (Constant Systems Limited, Northants, UK). The suspension was spun at 20000 g for 15 min 
at 4 °C to collect the soluble protein fraction. Protein was purified according to method previously described36.

Whole cell florescence assay using charged GFPs.  NIH-3T3, 661W, HEK293T, SH-SY5Y, and 3D4/2 
cells were seeded into 96-well plates (5 × 103 cells/well) and incubated overnight in DMEM containing 10% FBS. 
Following this, the media was changed to serum-free DMEM. s-GFP +5–7 or s-GFP +15–17 were added to the 
wells at a final concentration of 1 μM, respectively, and incubated for 4 h at 37 °C in 5% CO2. Cells incubated with 
1 x PBS served as the control. Finally, the excess and surface-bound cells s-GFPs were were washed out with 1 x 
PBS twice and cells were treated with trypsin. The detached cells were washed with 1 x PBS and 3000 cells were 
resuspended in 100 μL of 1 x PBS for analysis. Whole cell fluorescence measurements were recorded on a Perkin 
Elmer/Wallac Victor 2 Multilabel Counter (1420–011, MA, USA) by measuring the fluorescence intensity at 
excitation and emission wavelengths of 485 nm and 515 nm, respectively, with excitation/emission slits of 5.0 nm.

Microscopy to assess the penetration of s-GFP +15–17 into 661W and NIH-3T3 cells.  661W 
and NIH-3T3 cells were cultured for three additional passages in the presence of 80 mM NaClO3, as described 
above. Subsequently, 2.5 × 104 cells were seeded into chamber slides in the presence of 80 mM NaClO3 and further 
grown for 24 h. The cells were then treated with 1 µM of s-GFP +15–17 for 4 h in serum free DMEM. Cells incu-
bated with 1 x PBS without s-GFP +15–17 served as the negative control. The media were removed and washed 
twice with 1 x PBS to remove excess GFPs and the cover slides were mounted. Similarly, both these cells were 
grown in the absence of NaCIO3 and treated either with 1 µM s-GFP +5–7 or s-GFP +15–17 for 4 h in serum free 
DMEM. Images of s-GFP penetration were acquired using a fluorescence microscope with a 428–484 nm band 
filter (Leica, Japan).
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Scanning electron microscopy.  NIH-3T3 and 661W cells were seeded at 6.0 × 105 cells per well in a 6-well 
plate and incubated in a humidified incubator at 37 °C and 5% CO2 for 24 h. The cells were treated with recom-
binant PG-1 (1365 and 455 μM for NIH-3T3 and 661W cells based on their sensitivity to PG-1, respectively) for 
12 h. The cells were harvested by centrifugation at 1000 g for 5 min and then washed twice with 1 x PBS. The cells 
were fixed in Karnovsky’s fixative (2% paraformaldehyde, 2.5% glutaraldehyde in 0.2 M cacodylate buffer, Sigma 
Aldrich) overnight at 4 °C. The cells were then washed three times with 0.1 M cacodylate buffer. Subsequently, the 
cells were post-fixed with 1% osmium tetroxide (Sigma Aldrich) in 0.1 M cacodylate buffer at 4 °C. The samples 
were washed three times with 0.1 M cacodylate and dehydrated through a graded series of acetone (50%, 70%, 
90%, and 100%) for 15 min each time and then twice in propylene oxide for 15 min each time. The cells were 
further dried with hexamethyldisilazane (Daejung Chemicals and Metals Co. Ltd., Siheung, South Korea) for 
15 min. For observation, the prepared samples were sputter-coated with platinum using a Cressington sputter 
coater (Cressington, Watford, UK). Images were acquired using a Hitachi S-2700 Scanning Electron Microscope 
(Tokyo, Japan).

References
	 1.	 Ganz, T. The Role of Antimicrobial Peptides in Innate Immunity1. Integrative and Comparative Biology 43, 300–304, https://doi.

org/10.1093/icb/43.2.300 (2003).
	 2.	 Reddy, K., Yedery, R. & Aranha, C. Antimicrobial peptides: Premises and promises. Vol. 24 (2004).
	 3.	 Bolintineanu, D., Hazrati, E., Davis, H. T., Lehrer, R. I. & Kaznessis, Y. N. Antimicrobial mechanism of pore-forming protegrin 

peptides: 100 pores to kill E. coli. Peptides 31, 1–8, https://doi.org/10.1016/j.peptides.2009.11.010 (2010).
	 4.	 Mani, R. et al. Membrane-dependent oligomeric structure and pore formation of a beta-hairpin antimicrobial peptide in lipid 

bilayers from solid-state NMR. Proceedings of the National Academy of Sciences of the United States of America 103, 16242–16247, 
https://doi.org/10.1073/pnas.0605079103 (2006).

	 5.	 Sinha, S., Zheng, L., Mu, Y., Ng, W. J. & Bhattacharjya, S. Structure and Interactions of A Host Defense Antimicrobial Peptide 
Thanatin in Lipopolysaccharide Micelles Reveal Mechanism of Bacterial Cell Agglutination. Scientific Reports 7, 17795, https://doi.
org/10.1038/s41598-017-18102-6 (2017).

	 6.	 Florin, T. et al. An antimicrobial peptide that inhibits translation by trapping release factors on the ribosome. Nature Structural 
&Amp; Molecular Biology 24, 752, https://doi.org/10.1038/nsmb.3439, https://www.nature.com/articles/nsmb.3439#supplementary-
information (2017).

	 7.	 Park, S.-C., Park, Y. & Hahm, K.-S. The role of antimicrobial peptides in preventing multidrug-resistant bacterial infections and 
biofilm formation. International journal of molecular sciences 12, 5971–5992, https://doi.org/10.3390/ijms12095971 (2011).

	 8.	 Deslouches, B. et al. Engineered cationic antimicrobial peptides to overcome multidrug resistance by ESKAPE pathogens. 
Antimicrobial agents and chemotherapy 59, 1329–1333, https://doi.org/10.1128/AAC.03937-14 (2015).

	 9.	 Gopal, R. et al. Synergistic effects and antibiofilm properties of chimeric peptides against multidrug-resistant Acinetobacter 
baumannii strains. Antimicrobial agents and chemotherapy 58, 1622–1629, https://doi.org/10.1128/AAC.02473-13 (2014).

	10.	 Kim, D. et al. Genomewide Analysis of the Antimicrobial Peptides in Python bivittatus and Characterization of Cathelicidins with 
Potent Antimicrobial Activity and Low Cytotoxicity. Antimicrobial agents and chemotherapy 61, https://doi.org/10.1128/aac.00530-17 
(2017).

	11.	 Cho, H.-s. et al. The novel cathelicidin of naked mole rats, Hg-CATH, showed potent antimicrobial activity and low cytotoxicity. 
Gene 676, 164–170, https://doi.org/10.1016/j.gene.2018.07.005 (2018).

	12.	 Glukhov, E., Stark, M., Burrows, L. L. & Deber, C. M. Basis for selectivity of cationic antimicrobial peptides for bacterial versus 
mammalian membranes. The Journal of biological chemistry 280, 33960–33967, https://doi.org/10.1074/jbc.M507042200 (2005).

	13.	 Stark, M., Liu, L.-P. & Deber, C. M. Cationic Hydrophobic Peptides with Antimicrobial Activity. Antimicrobial agents and 
chemotherapy 46, 3585, https://doi.org/10.1128/AAC.46.11.3585-3590.2002 (2002).

	14.	 Laverty, G. Cationic Antimicrobial Peptide Cytotoxicity. SOJ Microbiology & Infectious Diseases 2, https://doi.org/10.15226/
sojmid.2013.00112 (2014).

	15.	 Bacalum, M. & Radu, M. Cationic Antimicrobial Peptides Cytotoxicity on Mammalian Cells: An Analysis Using Therapeutic Index 
Integrative Concept. International Journal of Peptide Research and Therapeutics 21, 47–55, https://doi.org/10.1007/s10989-014-
9430-z (2014).

	16.	 Fahrner, R. L. et al. Solution structure of protegrin-1, a broad-spectrum antimicrobial peptide from porcine leukocytes. J Chemistry 
& biology 3 (1996).

	17.	 Choi, M.-K. et al. Defining the genetic relationship of protegrin-related sequences and the in vivo expression of protegrins. The FEBS 
Journal 281, 5420–5431, https://doi.org/10.1111/febs.13072 (2014).

	18.	 Paredes-Gamero, E. J., Martins, M. N. C., Cappabianco, F. A. M., Ide, J. S. & Miranda, A. Characterization of dual effects induced by 
antimicrobial peptides: Regulated cell death or membrane disruption. Biochimica et Biophysica Acta (BBA) - General Subjects 1820, 
1062–1072, https://doi.org/10.1016/j.bbagen.2012.02.015 (2012).

	19.	 Soletti, R. C. et al. Peptide gomesin triggers cell death through L-type channel calcium influx, MAPK/ERK, PKC and PI3K signaling 
and generation of reactive oxygen species. Chemico-Biological Interactions 186, 135–143, https://doi.org/10.1016/j.cbi.2010.04.012 
(2010).

	20.	 Cruz-Chamorro, L., Puertollano, M. A., Puertollano, E., de Cienfuegos, G. Á. & de Pablo, M. A. In vitro biological activities of 
magainin alone or in combination with nisin. Peptides 27, 1201–1209, https://doi.org/10.1016/j.peptides.2005.11.008 (2006).

	21.	 Sanders, M. R., Clifton, L. A., Frazier, R. A. & Green, R. J. Tryptophan to Arginine Substitution in Puroindoline-b Alters Binding to 
Model Eukaryotic Membrane. Langmuir: the ACS journal of surfaces and colloids 33, 4847–4853, https://doi.org/10.1021/acs.
langmuir.6b03030 (2017).

	22.	 Avrahami, D., Oren, Z. & Shai, Y. Effect of Multiple Aliphatic Amino Acids Substitutions on the Structure, Function, and Mode of 
Action of Diastereomeric Membrane Active Peptides. Biochemistry 40, 12591–12603, https://doi.org/10.1021/bi0105330 (2001).

	23.	 Huang, Y. et al. Role of helicity of α-helical antimicrobial peptides to improve specificity. Protein Cell 5, 631–642, https://doi.
org/10.1007/s13238-014-0061-0 (2014).

	24.	 Ostberg, N. & Kaznessis, Y. Protegrin structure–activity relationships: using homology models of synthetic sequences to determine 
structural characteristics important for activity. Peptides 26, 197–206, https://doi.org/10.1016/j.peptides.2004.09.020 (2005).

	25.	 Ramamoorthy, A. et al. Deletion of all cysteines in tachyplesin I abolishes hemolytic activity and retains antimicrobial activity and 
lipopolysaccharide selective binding. Biochemistry 45, 6529–6540, https://doi.org/10.1021/bi052629q (2006).

	26.	 Edwards, I. A. et al. Contribution of Amphipathicity and Hydrophobicity to the Antimicrobial Activity and Cytotoxicity of beta-
Hairpin Peptides. ACS infectious diseases 2, 442–450, https://doi.org/10.1021/acsinfecdis.6b00045 (2016).

	27.	 Drin, G. & Temsamani, J. Translocation of protegrin I through phospholipid membranes: role of peptide folding. Biochimica et 
Biophysica Acta (BBA) - Biomembranes 1559, 160–170, https://doi.org/10.1016/S0005-2736(01)00447-3 (2002).

https://doi.org/10.1038/s41598-019-47955-2
https://doi.org/10.1093/icb/43.2.300
https://doi.org/10.1093/icb/43.2.300
https://doi.org/10.1016/j.peptides.2009.11.010
https://doi.org/10.1073/pnas.0605079103
https://doi.org/10.1038/s41598-017-18102-6
https://doi.org/10.1038/s41598-017-18102-6
https://doi.org/10.1038/nsmb.3439
https://www.nature.com/articles/nsmb.3439#supplementary-information
https://www.nature.com/articles/nsmb.3439#supplementary-information
https://doi.org/10.3390/ijms12095971
https://doi.org/10.1128/AAC.03937-14
https://doi.org/10.1128/AAC.02473-13
https://doi.org/10.1128/aac.00530-17
https://doi.org/10.1016/j.gene.2018.07.005
https://doi.org/10.1074/jbc.M507042200
https://doi.org/10.1128/AAC.46.11.3585-3590.2002
https://doi.org/10.15226/sojmid.2013.00112
https://doi.org/10.15226/sojmid.2013.00112
https://doi.org/10.1007/s10989-014-9430-z
https://doi.org/10.1007/s10989-014-9430-z
https://doi.org/10.1111/febs.13072
https://doi.org/10.1016/j.bbagen.2012.02.015
https://doi.org/10.1016/j.cbi.2010.04.012
https://doi.org/10.1016/j.peptides.2005.11.008
https://doi.org/10.1021/acs.langmuir.6b03030
https://doi.org/10.1021/acs.langmuir.6b03030
https://doi.org/10.1021/bi0105330
https://doi.org/10.1007/s13238-014-0061-0
https://doi.org/10.1007/s13238-014-0061-0
https://doi.org/10.1016/j.peptides.2004.09.020
https://doi.org/10.1021/bi052629q
https://doi.org/10.1021/acsinfecdis.6b00045
https://doi.org/10.1016/S0005-2736(01)00447-3


1 1Scientific Reports |         (2019) 9:11569  | https://doi.org/10.1038/s41598-019-47955-2

www.nature.com/scientificreportswww.nature.com/scientificreports/

	28.	 Lipkin, R. B. & Lazaridis, T. Implicit Membrane Investigation of the Stability of Antimicrobial Peptide β-Barrels and Arcs. J Membr 
Biol 248, 469–486, https://doi.org/10.1007/s00232-014-9759-4 (2015).

	29.	 Lam, K. L. H. et al. Mechanism of structural transformations induced by antimicrobial peptides in lipid membranes. Biochimica et 
Biophysica Acta (BBA) - Biomembranes 1818, 194–204, https://doi.org/10.1016/j.bbamem.2011.11.002 (2012).

	30.	 Rodrigues, E. G. et al. Effective topical treatment of subcutaneous murine B16F10-Nex2 melanoma by the antimicrobial peptide 
gomesin. Neoplasia (New York, N.Y.) 10, 61–68 (2008).

	31.	 Soundrarajan, N. et al. Green fluorescent protein as a scaffold for high efficiency production of functional bacteriotoxic proteins in 
Escherichia coli. Scientific Reports 6, 20661, https://doi.org/10.1038/srep20661, https://www.nature.com/articles/srep20661#supplementary-
information (2016).

	32.	 Stepanenko, A. A. & Dmitrenko, V. V. Pitfalls of the MTT assay: Direct and off-target effects of inhibitors can result in over/
underestimation of cell viability. Gene 574, 193–203, https://doi.org/10.1016/j.gene.2015.08.009 (2015).

	33.	 Avitabile, C., D’Andrea, L. D. & Romanelli, A. Circular Dichroism studies on the interactions of antimicrobial peptides with bacterial 
cells. Scientific Reports 4, 4293, https://doi.org/10.1038/srep04293, https://www.nature.com/articles/srep04293#supplementary-
information (2014).

	34.	 Tietze, L. F. et al. CD-Spectroscopy As a Powerful Tool for Investigating the Mode of Action of Unmodified Drugs in Live Cells._J. 
Am. Chem. Soc. 16 Sep. 131(36), 13031-6 (2009).

	35.	 McNaughton, B. R., Cronican, J. J., Thompson, D. B. & Liu, D. R. Mammalian cell penetration, siRNA transfection, and DNA 
transfection by supercharged proteins. Proceedings of the National Academy of Sciences of the United States of America 106, 
6111–6116, https://doi.org/10.1073/pnas.0807883106 (2009).

	36.	 Raghunathan, G. et al. Modulation of protein stability and aggregation properties by surface charge engineering. Molecular 
BioSystems 9, 2379–2389, https://doi.org/10.1039/C3MB70068B (2013).

	37.	 Baeuerle, P. A. & Huttner, W. B. Chlorate — a potent inhibitor of protein sulfation in intact cells. Biochemical and Biophysical 
Research Communications 141, 870–877, https://doi.org/10.1016/S0006-291X(86)80253-4 (1986).

	38.	 Reid, K. A., Davis, C. M., Dyer, R. B. & Kindt, J. T. Binding, folding and insertion of a beta-hairpin peptide at a lipid bilayer surface: 
Influence of electrostatics and lipid tail packing. Biochimica et biophysica acta. Biomembranes 1860, 792–800, https://doi.
org/10.1016/j.bbamem.2017.12.019 (2018).

	39.	 Dathe, M. & Wieprecht, T. Structural features of helical antimicrobial peptides: their potential to modulate activity on model 
membranes and biological cells. Biochimica et Biophysica Acta (BBA) - Biomembranes 1462, 71–87, https://doi.org/10.1016/S0005-
2736(99)00201-1 (1999).

	40.	 Troeira Henriques, S. et al. Redesigned Spider Peptide with Improved Antimicrobial and Anticancer Properties. ACS Chemical 
Biology 12, 2324–2334, https://doi.org/10.1021/acschembio.7b00459 (2017).

	41.	 Wimley, W. C. Describing the mechanism of antimicrobial peptide action with the interfacial activity model. ACS chemical biology 
5, 905–917, https://doi.org/10.1021/cb1001558 (2010).

	42.	 Yang, L., Harroun, T. A., Weiss, T. M., Ding, L. & Huang, H. W. Barrel-stave model or toroidal model? A case study on melittin pores. 
Biophysical journal 81, 1475–1485, https://doi.org/10.1016/S0006-3495(01)75802-X (2001).

	43.	 Dawson, R. M. & Liu, C.-Q. Disulphide bonds of the peptide protegrin-1 are not essential for antimicrobial activity and haemolytic 
activity. International Journal of Antimicrobial Agents 36, 579–580, https://doi.org/10.1016/j.ijantimicag.2010.08.011 (2010).

	44.	 Mohanram, H. & Bhattacharjya, S. Cysteine deleted protegrin-1 (CDP-1): Anti-bacterial activity, outer-membrane disruption and 
selectivity. Biochimica et Biophysica Acta (BBA) - General Subjects 1840, 3006–3016, https://doi.org/10.1016/j.bbagen.2014.06.018 
(2014).

	45.	 Chen, Y. et al. Role of peptide hydrophobicity in the mechanism of action of alpha-helical antimicrobial peptides. Antimicrobial 
agents and chemotherapy 51, 1398–1406, https://doi.org/10.1128/AAC.00925-06 (2007).

	46.	 Tomasinsig, L. et al. Mechanistic and functional studies of the interaction of a proline-rich antimicrobial peptide with mammalian 
cells. The Journal of biological chemistry 281, 383–391, https://doi.org/10.1074/jbc.M510354200 (2006).

	47.	 Lazaridis, T., He, Y. & Prieto, L. Membrane interactions and pore formation by the antimicrobial peptide protegrin. Biophysical 
journal 104, 633–642, https://doi.org/10.1016/j.bpj.2012.12.038 (2013).

	48.	 Lai, P.-K. & Kaznessis, Y. N. Insights into Membrane Translocation of Protegrin Antimicrobial Peptides by Multistep Molecular 
Dynamics Simulations. ACS Omega 3, 6056–6065, https://doi.org/10.1021/acsomega.8b00483 (2018).

	49.	 al-Ubaidi, M. R. et al. Bilateral retinal and brain tumors in transgenic mice expressing simian virus 40 large T antigen under control 
of the human interphotoreceptor retinoid-binding protein promoter. The Journal of cell biology 119, 1681–1687 (1992).

Acknowledgements
We thank Prof. Sun-gu Lee from Pusan National University, Busan for providing the differently charged s-GFP 
constructs. We also thank Dr. Muayyad Al-Ubaidi, University of Oklahoma, USA for kindly providing the 661W 
cell line. This work was supported by the Korea Institute of Planning and Evaluation for Technology in Food, 
Agriculture, Forestry, and Fisheries (116134-3) of the Ministry of Agriculture, Food, and Rural Affairs, Republic 
of Korea and by the Science Research Centre (2015R1A5A1009701) of the National Research Foundation of 
Korea, Republic of Korea.

Author Contributions
N.S. and S.P. performed the main experiments and wrote the draft of the manuscript. Q.V.C.L. and H.C. were 
involved in cell culture and MIC assays. N.S. and B.A. involved in mouse neutrophil isolation. G.R. was involved 
in interpreting the results of the CD spectroscopy. H.S. and J.H.K. helped with experimental design and provided 
comments. C.P. designed and supervised all experiments and finalized the manuscript as the PI of the project.

Additional Information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-019-47955-2.
Competing Interests: The authors declare no competing interests.
Publisher’s note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

https://doi.org/10.1038/s41598-019-47955-2
https://doi.org/10.1007/s00232-014-9759-4
https://doi.org/10.1016/j.bbamem.2011.11.002
https://doi.org/10.1038/srep20661
https://www.nature.com/articles/srep20661#supplementary-information
https://www.nature.com/articles/srep20661#supplementary-information
https://doi.org/10.1016/j.gene.2015.08.009
https://doi.org/10.1038/srep04293
https://www.nature.com/articles/srep04293#supplementary-information
https://www.nature.com/articles/srep04293#supplementary-information
https://doi.org/10.1073/pnas.0807883106
https://doi.org/10.1039/C3MB70068B
https://doi.org/10.1016/S0006-291X(86)80253-4
https://doi.org/10.1016/j.bbamem.2017.12.019
https://doi.org/10.1016/j.bbamem.2017.12.019
https://doi.org/10.1016/S0005-2736(99)00201-1
https://doi.org/10.1016/S0005-2736(99)00201-1
https://doi.org/10.1021/acschembio.7b00459
https://doi.org/10.1021/cb1001558
https://doi.org/10.1016/S0006-3495(01)75802-X
https://doi.org/10.1016/j.ijantimicag.2010.08.011
https://doi.org/10.1016/j.bbagen.2014.06.018
https://doi.org/10.1128/AAC.00925-06
https://doi.org/10.1074/jbc.M510354200
https://doi.org/10.1016/j.bpj.2012.12.038
https://doi.org/10.1021/acsomega.8b00483
https://doi.org/10.1038/s41598-019-47955-2


1 2Scientific Reports |         (2019) 9:11569  | https://doi.org/10.1038/s41598-019-47955-2

www.nature.com/scientificreportswww.nature.com/scientificreports/

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

https://doi.org/10.1038/s41598-019-47955-2
http://creativecommons.org/licenses/by/4.0/

	Protegrin-1 cytotoxicity towards mammalian cells positively correlates with the magnitude of conformational changes of the  ...
	Results

	Successful production of recombinant PG-1 in Escherichia coli. 
	Retinal neurons (661W) and neutrophils are susceptible to PG-1 cytotoxicity. 
	The magnitude of AMP folding determines the level of PG-1 cytotoxicity in mammalian cells. 
	The magnitude of the positive charges on GFP determines the degree of membrane penetration and the level of mammalian cell  ...
	A reduction in the negative charge on the cell membrane results in a decrease in the mammalian cell cytotoxicity of PG-1. 
	Comparison of scanning electron microscopic images between cells showing high (661W) and low (NIH-3T3) cytotoxicity to PG-1 ...

	Discussion

	Materials and Methods

	Cell culture. 
	Isolation of mouse neutrophils. 
	Cytotoxic activity assay. 
	Circular dichroism spectroscopy. 
	Expression and purification of supercharged GFPs. 
	Whole cell florescence assay using charged GFPs. 
	Microscopy to assess the penetration of s-GFP +15–17 into 661W and NIH-3T3 cells. 
	Scanning electron microscopy. 

	Acknowledgements

	Figure 1 Cytotoxic profile of protegrin-1 to various mammalian cells.
	Figure 2 Changes in the structural conformation of PG-1 upon interaction with various cells.
	Figure 3 Estimation of s-GFP internalization into mammalian cells by measuring whole cell fluorescence.
	Figure 4 Internalization of s-GFP +15–17 into NaCIO3 treated and untreated 661W and NIH-3T3.
	Figure 5 Cell viability of sodium chlorate treated 661W and NIH-3T3 cells after PG-1, PMAP-36, and melittin treatment.
	Figure 6 Scanning electron microscopy images of 661W and NIH-3T3 cells treated with PG-1.




