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Expression of transcription factor SOX12 in lung adenocarcinoma and its clinical

significance
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Abstract: Objective To explore the expression patterns of transcription factor SOX12 in lung adenocarcinoma and its
significance in the diagnosis and prognosis of the malignancy. Methods Large cancer genome databases were used to analyze
SOX12 expression level in lung adenocarcinoma. Immunohistochemistry (IHC) and semiquantitative PCR were used to detect
the expression of SOX12 in 36 specimens of lung adenocarcinoma tissues, 15 adjacent tissues and 21 normal lung tissues. The
prognostic value of SOX12 in lung adenocarcinoma and lung squamous cell carcinoma were analyzed using Kaplan-Meier
Plotter database, and the relationship between SOX12 expression and the overall survival (OS) and progression free survival
(PPS) of the patients were analyzed. Results Analysis of TCGA database and GEO (GSE40419) database showed that SOX12
expression levels were significantly higher in in lung adenocarcinoma than in normal lung tissues (P<0.001). The results of IHC
and semiquantitative PCR revealed that SOX12 was expressed at significantly higher levels in lung adenocarcinoma than in
normal lung tissues (P<0.001). Kaplan-Meier survival analysis showed that patients with lung adenocarcinoma positive for
SOX12 had a significantly shorter OS and PPS time than those negative for SOX12 (P<0.05), but SOX12 positivity did not
significantly affect OS and PPS of patients with lung squamous cell carcinoma. Conclusion High expression levels of SOX12 in
lung adenocarcinoma are significantly associated with a poor OS of the patients, suggesting the value of SOX12 to assist in
early diagnosis and prognostic evaluation of lung adenocarcinoma.
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Fig.1 Analysis of TCGA and GEO databases for expression of SOX12 in lung adenocarcinoma. A: SOX12
expression in human lung adenocarcinoma expression profile generated from TCGA database; B: Statistical results
of SOX12 expression in TCGA database; C: Statistical results of SOX12 expression level in GEO database. P values

were calculated versus normal group.

2.2 SOX12 A& B Fodk & LIRS S 5 B 2084
LRI P o Rk

LA GAPDH A%, > fit PCR 45 4L i /R SOX12
FE PRI Al B 2 27 (Y Bk i 5 1 LS URINIE H 41
Am (E2AB) , 27 BA G2 L (P<0.001) 1M
THC 255 7R SOX 12 B FALE S5 1E H AU VRNE #4241
ThICFRIA S 25, e R 2 SOX 12
BEPAE G €, F2 8 A T 20 A, B =) S A o e o
(E12C) s il THC PustinF oy, 255 i Al a2t
THC U o 55 1E H 4L EURIE B U BT, 22
SEAGHFE L (P<0.001,/82D) ., ¥E R PCRE5 T
FITHC 45 R —FbiEs: T SOX 12 7EfliflffiH 4 h A
BRI K
2.3 Kaplan-Meier Plotter ##% & 547 SOX12 & B 5 %
FIEH % &

W5 1 Kaplan- Meier Plotter (4% ZE H B T

866 171lfili i £ 35 1 675 11l il s £ 5 T AR AP, LA
3T SOX 12 JE R FE R AKX A A - AT s . F&AT]
i 1:F Kaplan-Meier Plotter 7347, & B SOX 12 FE K ik
TRV AT R A SOX 12 J PRk /K SRR i e 5
SELER(OS) M RAAAI (PPS) i, 2 BA5e1 T
R L(P<0.05, F13A B) s 2R, SOX 12 FEH A 7K
SEXfilifiE A 1) OS A PPS JCHH st (1 3C D) o

3 itig

it e X AR AR A= i ot A ) e i DL P
PR IIRE 2 — T s A 8 ) DL, L R R A
FsEE TR 24 7 40% , I S AE T ARa A, iliEs &
SR, L = REE I RN, N5 5808, 45 i
B2, Holm AR R (228 e, R et 52 %
15, REBUEFEAATAE AT T rh g sl i
%, M2 B X IRER AY TRCR 22 itk Sk



http://www.j-smu.com J South Med Univ, 2019, 39(2): 186-191 - 189 -

A B 257 P<0.0001
£ 207
NT#1 LUAD# NT# LUAD#2 NT#3 LUADH3 ng’
21
SOX12 E
= 101
GAPDH ~
% 05
z 05
wn
0.
NT LUAD
c D
97 P=0.0003
o
NT
o 7
3
361
A 44
<
23
5]
LUAD 1
oA

NT LUAD

B2 JZE8PCRANHCHNSOX1 2 FERRRE EE AL PRIRIA
Fig.2 Expression of SOX12 in lung tissues of patients with lung adenocarcinoma detected by semi-quantitative
PCR and immunohistochemistry. A: Semi-quantitative PCR; B: Statistical analysis of the gray values of the
bands by semi-quantitative PCR; C: Results of immunohistochemical staining (scale bar=200 um); D: Statistical
results of immunohistochemistry score. P values were calculated versus NT group.
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Fig.3 Analysis of Kaplan- meier Plotter database for the relationship between SOX12 expression level and prognosis of
patients with lung adenocarcinoma and lung squamous cell carcinoma. A: OS of patients with lung adenocarcinoma; B: PPS
of patients with lung adenocarcinoma; C: OS of patients with lung squamous cell carcinoma; D: PPS of patients with lung
squamous cell carcinoma. P values were calculated versus low SOX12 group.
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