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[Abstract] Objective To explore the possible relationship between recurrent aphthous ulcer (RAU) and single nucleotide
polymorphism (SNP) of transforming growth factor-1 (TGF-B1) -509T/C and interleukin-10 (IL-10) -1082A/G sites. Methods
A total of 138 RAU patients were recruited for this study. The control group consisted of 124 subjects. TGF-B1-509T/C and
IL-10-1082A/G sites were detected by restriction fragment length polymorphism-polymerase chain reaction (RFLP-PCR)
and sequence specific primer-polymerase chain reaction (SSP-PCR). Relative risk ratios were estimated by odds ratios (OR)
and 95% confidence interval (95%CI). Results Significant differences were found in the genotype frequencies or allele
frequencies of TGF-f1-509T/C and IL-10-1082A/G sites between the RAU patients and controls (P<0.05). CT genotype
(OR=1.231, 95%CI1=0.702-2.160), TT genotype (OR=2.482, 95%CI=1.250-4.927), and T allele (OR=1.465, 95%CI=1.036—
2.074) at the TGF-B1-509 site exhibited high risks. AG genotype (OR=1.391, 95%CI=0.808-2.396), GG genotype (OR=4.165,
95%CI=1.944-8.924), and G allele (OR=2.134, 95%CI=1.474-3.089) at the IL-10-1082A/G site also showed high risks.
Conclusion TGF-B1-509T/C and IL-10-1082A/G sites are associated with the risk of RAU. The TGF-B1 gene-509T allele

and IL-10 gene-1082G allele may serve as genetic determi-
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2RO RESZ (recurrent aphthous ulcer, RAU )
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1.2.2 HEATIRZAPER R 38 BRI R B
Z M- RAEWFEEU N (restriction fragment length
polymorphism-polymerase chain reaction, RFLP-PCR )

B SR RS | )-SR G EE S (sequence spe-
cific primer-polymerase chain reaction, SSP-PCR )
K TGF-B1-509T/C A7 5 5 TL-10-1082A/G A s5 it .
AR 280, RIS 51y 1S B 3 A
B ¥—MHEARTLHI25 LR G EFEE N (poly-
merase chain reaction, PCR) Jg ik %, HEH K.

12.5 uLifJ2xReaction Mix . 0.5 UfTagZE&1#F. 300 ng
TR IFE AR DNA . TGF-B1-50947 S5 FAIAL uL
FUESI . 1 uLNEES I (3R1) , FARHddH,0%k
JERR, IL-10-108207 L FFAAL nL N2 BRIE )5
Y. 1 WLNZS B 514, 1 pL @514, 1l
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Tab 1 Each sequence primers of gene site and annealing temperature

FEHAL A BlIL A S IR SR/ C
TGF-B1-5091% 1LY -CAGACTCTAGAGACTGTCAG-3’ 58
ANiElkY) -GTCACCAGAGAAAGAGGAC-3’
IL-10-10821 15, NG L) -GCCTTCCCAACCATTCCCTTA-3’ 60

e DY
FrseIEm T MA
FERIER 511G
i) eIt

L Y Y Y Y I

>-TCACGGATTTCTGTTGTGTTTC-3’
*-AACACTACTAAGGCTTCTTTGGGTA-3’
*-AACACTACTAAGGCTTCTTTGGGTG-3’
>-GTAAGCTTCTGTGGCTGGAGTC-3’

1.3 Geifehb i
¥ HHardy-Weinberg V-t o A FR L R

FSPSS 17.05 4 X} SE s K da A 1004, i 2k 5
T A5 ) FE DR AR NS FE AR, PAP<0.05
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hESHASFE L, FIHER (odds ratio, OR) 0.05, fF&Hardy-Weinberg -1, ELARHACHEME

F195%n]{Z X 8] ( 95% confidence interval, 95%CI )
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2.1 TGF-B1-509T/CAi 5 SIL-10-1082A/GAi 55 Y 3
DI 7R Ay I 43 A
TGF-B1-509T/C A7 s R AV L kA5 3 WL 1. fh
EITAT UL, TGF-B1-5090 i1 H B9 5L 2419 bpi)—
7, ZBsu36 1 BRI N UIBEIF A, ATRE A5 7 5
RICHEEY], HILTTHRAI 419 bphY2kity, CTH:A
AI419, 229, 190 bpl4cis, CCHEHAIHR 229,
190 bpHI 457 o

9 DD i 419 bD

. S

229 bp

229 bp

190 bp 190 bp

M: DNA Marker; 1. 2: TTIERBIBEEA; 3. 4. CTIEFBK
FEAS; 5. 6. CCHEBIRFEA
B 1 TGF-B1-509T/CAv ik J R 28 H vk (&
Fig 1 The genotype electrophoregram of TGF-B1-509T/C site
IL-10-10820 5 H LR 161 bplt)— %47,
MNEKIBR NS R 429 bpiy— 557 . B — e
Ko RAEEGE, FifAMEARTE G NEREE
WS, AAJEIRAL. A A 161 bpli&ir, G
B 161 bplyocil ; GGIRENARIZE RS Z A
AGHERT: A, GHETHA 161 bpryscily, HAK
TLE2,
2.2 Hardy-Weinberg - fij i %
X 1EH X 20 124 A4 T T Hardy-Weinberg F-ff
KIS TEARACENE, 45 R BR: TGF-B1-5091 5 =
0.057 3, P>0.05; IL-10-10821 5 fy?=1.328, P>

M 1 2 3 4 5 6

429 bp

161 bp

M: DNA Marker; 1. 2HAAJERRIAFEA, 1A% . 20GH;
3. ARAGEEIHA, 3 WA . ARG 5. 6 HGGHRK R
ENR 6 hGHE .
B 2 TL-10-1082A/GAv s I HE K 5]

SHARE

Fig 2 The genotype electrophoregram of IL-10-1082A/G site
2.3 TGF-B1-509T/CH s HIL-10-1082A/GAi7 i ) 5

DRG0 235 SR 0 Hr

TGF-B1-50917 &5 5 IL-10-1082/3 s it 8- 25 o7 KL
R R SE R R G 45 R W32 . 3. ARBFFE AL 58 138
BIR AU R 12445 fd B XF BE 35 [ TGF-B1-50913 15,
5IL-10-10820 S AN, 25 5L 3R . o4l 5 1
i X B A R DR AT A8 55 S e DRI 1) 40 |
W B 225 (P<0.05) . 24HTGF-B1-5091 14
[JCC. CT. TTHRFEAM R LI, =7.273, P=
0.026; C. THISEAEFIEAH L, =4.671, P=
0.031, SEEAICCHILE, FEHAICTHOR=1.231
(95%CI1=0.702~2.160 ) , FEKFITTHOR=2.482
(95%CI=1.250~4.927 ) . PACEEAIFERAE MbrifE,
TZ FE[FIOR=1.465 (95%CI=1.036~2.074 ) . 241
IL-10-10821 S HYAA . AG. GGHYRE R BRI A
B, =14.569, P=0.001; A. GIHJZE(7 B2 .
2=16.387, P=0.000, SIEHRTIAAMHLEL, FEHT
AGI®OR=1.391 ( 95%CI=0.808~2.396) , FEHEIGG
fJOR=4.165 ( 95%CI=1.944~8.924 ) , LAAZE{7 KA
VERFRUE, GEAIIEFIOR=2.134 (95%CI=1.474~
3.089) .

R 2 TGF-p1-5091 & 51L-10-10821% S EF B %Kit H R

Tab 2 Genotype statistical analysis tables

of TGF-B1-509 site and IL-10-1082 site

FE[A 7Y RAUBH /% R E /% Pall:! PfH OR{H 95%C1
TGF-B1-50917 54, cc 38/27.54 46/37.10 7.273 0.026 1
CT 59/42.75 58/46.77 1.231 0.702~2.160
TT 41/29.71 20/16.13 2.482 1.250~4.927
IL-10-10821%7 /5. AA 55/39.86 70/56.45 14.569 0.001 1
AG 47/34.06 43/34.68 1.391 0.808~2.396
GG 36/26.09 11/8.87 4.165 1.944~8.924
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X 3 TGF-p1-5090 55 51L-10-1082 SN E R E R KT SR
Tab 3 Allele statistical analysis tables of TGF-p1-509 site and IL-10-1082 site

e RAUREn/Y% {EE# /% E PE OR{H 95%CI
TGF-B1-50907 & C 135/48.91 150/60.48 4.671 0.031 1
T 141/51.09 98/39.52 1.465 1.036~2.074
IL-10-1082{37 & A 157/56.88 183/73.79 16.387 0.000 1
G 119/43.12 65/26.21 2.134 1.474~3.089
SEREIN, X S AT R B CT S TT e AU S R Y
3 ITig KTy v RIS 867 22 PR 485 SR A — 3

TGF-BUREMA AN FZ R APEJRY I, REMIHIT
NI T S oAk, SRSl BRI E
FYiR19q13.1~q13.3, SHTMMNEF, ZHERS
Ui P B S B B RIE IX . IR PRI,
2R XA R BT X F5E R R BLTGF-B15E
() SR 7K FIE PR B 55 -509T/C A i . -869C/ T
B FI-915C/GIL L I Z A PEARDE, -509T/CAv A1)
T 5 TGF-B1 s #5156, TGF-p1-509T/C
NS BT TR Z A 5 Z R 11 2 AR A OC
o ds: IgABIRE ., 18 H 7 R RO, AR
HIHAXTRAURH S OEH X R VEA TTGF-B1 B I i il
RS B S, R IIRAUSE & M1 P TGE-B1HY &
HRIEH XA He, AR ST RAUEE H5IE
O R TGF-B1-5094 £ 5 1L-10-108213 5 [ FLA%
TR ZAVESATR , 455 IR, g4 5k w %t
HEZH TGF-B1-509T/CA i () 5 PR 7R 031 3 A543 3k [H]
R Z A EEHE N 2ZS (P<0.05) o TSN
FHSFHMERBRAUM RS ECEMFE 1 1.465
fs, PRTAENILR N 5 BIEH, "RESRAUM K
Wi —E R .
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CALE T A5 FE DK AT 8 55 AH I A AZ B 1 7 SR IR 7 11
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SEEEME, AT B9 X U BHIL-10-108240 1 H
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