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Inheritance
patterns of the transcriptome in
hybrid chickens and their parents

misaaine7 iz F@VEaled by expression analysis

Hongchang Gu(®), Xin Qi, Yaxiong Jia, Zebin Zhang, Changsheng Nie, Xinghva Li, Junying Li,
Zhihva Jiang(®), Qiong Wang & Lujiang Qu

Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-42019-x, published online 08 April 2019

This Article contains an error in the order of the Figures. Figures 1, 2, 3, 4, 5, 6, 7 are published as Figures 5, 6, 1,
2,3, 7, 4 respectively. The Figure legends are correct.

In addition, there is an error in Figure 6B, where “Cor>WL’ should read “Cor<WZL>

The correct Figures appear below.
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Figure 3.
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Figure 4.
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Figure 5.
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Figure 6.
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Figure 7.
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format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the
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