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Flower biomass varies widely across the angiosperms. Each plant
species invests a given amount of biomass to construct its sex
organs. A comparative understanding of how this limited resource
is partitioned among primary (male and female structures) and
secondary (petals and sepals) sexual organs on hermaphrodite
species can shed light on general evolutionary processes behind
flower evolution. Here, we use allometries relating different
flower biomass components across species to test the existence
of broad allocation patterns across the angiosperms. Based on a
global dataset with flower biomass spanning five orders of
magnitude, we show that heavier angiosperm flowers tend to
be male-biased and invest strongly in petals to promote pollen
export, while lighter flowers tend to be female-biased and invest
more in sepals to insure their own seed set. This result demon-
strates that larger flowers are not simple carbon copies of small
ones, indicating that sexual selection via male–male competition is
an important driver of flower biomass evolution and sex allocation
strategies across angiosperms.

sexual selection | allometry | flower evolution | outcrossing | male–male
competition

Flowers are sexual organs that exhibit astonishing interspecific
variation in color, structure, shape, and biomass (1, 2).

Flower biomass captures the construction costs of a flower, being
a species-specific functional trait bound to the flower biomass vs.
number trade-off which modulates plant reproductive success.
Flower biomass correlates with pollinator number, type, and size,
influencing pollen dispersal distance and outcrossing rates (3, 4).
In hermaphrodite flowers, this limited resource is partitioned
between male (androecium) and female (gynoecium) primary
sexual organs, producing pollen and ovules, respectively, but also
between petals (corolla) and sepals (calyx), considered secondary
sexual organs. How flower resources are partitioned between
primary and secondary sexual organs can shed light on the se-
lective forces behind the evolution of sex strategies across the
angiosperms (2, 5).
Sex allocation theory predicts that relative investment into

flower organs is governed by trade-offs due to resource limitation
(5–8). In plants with hermaphrodite flowers, individual fitness
will be the sum of male and female genetic contributions to the
next generation. The relative investment into competing primary
sexual organs should depend on the shape of the two fitness
return curves describing how male-line and female-line re-
productive success respond to investment. If biomass is reallo-
cated from one sex to the other, the optimum is where marginal
gains in fitness in one sex are balanced against marginal losses
through the opposite sex. In line with Bateman’s principle, male-
biased allocation can emerge when fitness return through the
female function saturates due to resource limitation (considering
also the requirements for seed and fruit production), while fit-
ness return through male function continues to increase with
investment in reproductive structures (9). Female-biased allo-
cation is likely to emerge in evolutionary contexts where in-
vestment in self-fertilized seeds brings higher fitness gains than
investment in pollen export (7).

The secondary sexual organs of flowers also contribute to re-
productive success. Petals send long-distance signals to attract
pollinators and promote outcrossing. However, observational
and experimental studies indicate that investments in petals
confer more impact on male than on female fitness (10–12). In
contrast, sepals protect the inner flower organs against envi-
ronmental hazards, herbivores, and pathogens of ovaries, ovules,
and eventually seeds, thus with a higher impact on female fitness
(13, 14). Therefore, allocation between petals and sepals is also
expected to be determined by the shapes of male and female
fitness returns on investment.
Evolutionary trade-offs have been successfully analyzed by

cross-species allometry in both animals and plants (15, 16).
When resources are limiting, distinct selective pressures will lead
species to allocate their resources into alternative components.
The biomass of a single flower (X), for instance, is simply the
sum of the biomass of its i components (Yi). Across species, the
relationship between a given component and the whole flower
can be described by the allometric equation Y = αXβ, the slope βi
being the rate at which Yi changes with X, and αi being the in-
tercept. Thus, βi = 1 indicates that biomass of the component
increases proportionally to the flower biomass, while βi higher or
lower than 1 indicates steeper or shallower increase of the
component in relation to the whole flower.
Several plant reproductive traits are thought to be influenced

by sexual selection (17-19). Female choice plays a strong role in
evolution and maintenance of heterostyly, autoincompatibility
systems, style length, and selective seed abortion. Male–male
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competition has been implicated in the emergence of flower
dimorphism among monoecious species, pollen:ovule ratio, and
pollen tube growth rates. We hypothesize that male–male com-
petition will have a strong role in the evolution of flower biomass
and associated allocation trade-offs. Stronger male–male com-
petition should favor heavier, male-biased flowers, and a higher
allocation to petals to promote pollen export and outcrossing. In
contrast, weaker male–male competition should favor lighter
female-biased flowers, and a higher relative allocation to sepals
to promote female fitness. Thus, we expect a steeper allometric
slope for the male than for the female organs (βmale > βfemale)
and for petals than for sepals (βpetals> βsepals).

Results and Discussion
In our global dataset (20) encompassing 307 angiosperm species
from 75 families and 32 orders (see Dataset S1 for the species
list), flower biomass varied five orders of magnitude, from
0.000083 (Lepidium virginicum, Brassicaceae) to 0.73 g (Nym-
phaea alba, Nymphaeaceae, Fig. 1A and see SI Appendix, Table
S2). The male:female biomass ratio (Fig. 1B) was centered
around 1:1, but varied widely and continuously from 22.6
(male-biased, Epidendrum fulgens, Orchidaceae) to 0.07
(female-biased, Gentiana bavarica, Gentianaceae). Indeed, the
allocation into the four main flower components (androecium,
gynoecium, corolla, and calyx) varied considerably across an-
giosperm lineages reflecting an impressive diversity of flower
allocation strategies (Fig. 1C and SI Appendix, Figs. S4–S6 and
Table S1). In other words, a continuous spectrum of sex allo-
cation strategies is found in nature.
In terms of biomass allocation, large flowers are not simply

enlarged copies of small ones; instead, flower organs scale at
different rates with flower biomass (Figs. 2 and 3 and SI Ap-
pendix, Table S3). Standardized major axis (SMA) analyses
revealed that the male organs scaled more steeply than one with
total flower biomass (β = 1.10, CI95% = 1.056–1.156, Pβ=1 =
0.00002, r2 = 0.84, Fig. 2A) while the female organs showed an
isometric relationship (β = 1.03, CI95% = 0.986–1.082, Pβ=1 =
0.16555, r2 = 0.83, Fig. 2B), the slopes being statistically different
[LR = 4.12, degrees of freedom (d.f.) = 1, P = 0.042304]. The

masculinization of heavier flowers (βmale > βfemale) was further
supported by phylogenetic SMA regressions, also showing posi-
tive allometry for the male organs (β = 1.11, Pβ=1 < 0.00001, r2 =
0.86) and isometry for the female organs (β = 0.99, Pβ=1 =
0.69380, r2 = 0.83); the difference being statistically significant
(dif = 0.13, P = 0.0341) (see SI Appendix, section 5 for details).
Biomass allocation to petals also scaled steeper than one with

total flower biomass (SMA, β = 1.10, CI95% = 1.063–1.143,
Pβ=1 < 0.00001, r2 = 0.90; Fig. 2C) while biomass allocation to
sepals showed an isometric relationship (SMA, β = 1.03, CI95% =
0.986–1.076, Pβ=1 < 0.18297, r2 = 0.85; Fig. 2D). As expected, the
slope for petals was significantly higher than for sepals [likeli-
hood ratio (LR) = 5.49, d.f. = 1, P = 0.019145]. The results
remained qualitatively similar when phylogenetic distance was
taken into consideration. The slope for petals (phylogenetic
SMA, β = 1.218, Pβ=1 < 0.00001, r2 = 0.85; Fig. 2C) was higher
than for sepals (phylogenetic SMA, β = 0.960, Pβ=1 = 0.11124, r2 =
0.80; Fig. 2D), the difference being statistically significant (dif =
0.26, P = 0.0013, see SI Appendix, section 5 for details).
Sensitivity analyses showed that the allometric line fits pre-

sented above were robust to different types of uncertainties, such
as sampling effort, taxonomic influence, and phylogenetic un-
certainty (SI Appendix, Figs. S7–S15). The results also remained
the same when each component was related to the sum of the
others rather than to the total, for both phylogenetic and non-
phylogenetic SMA fits (SI Appendix, Figs. S14 and S15).
Using ordinary least-square (OLS) regressions to predict how

each flower component changes with total flower biomass
(Fig. 3), one can estimate that the mean share allocated to fe-
male organs is predicted to decline from 24% to 13% across the
studied range of total flower mass (∼0.0001–1.0 g), while the
share allocated to male organs increases slightly, from 13% to
16%. More drastic changes are predicted for secondary sexual
organs. While small flowers are expected to allocate similar
biomass to both petals and sepals (around 31%), heavier flowers
allocate most biomass to petals (53%) and relatively less to se-
pals (18%). Estimates from phylogenetic generalized least-
squares (PGLS) fits (21) provided similar results (SI Appendix,
Figs. S19 and S20).

A

B

C

Fig. 1. Flower biomass and its partitioning across 307 hermaphrodite species from 75 families and 32 orders of angiosperms. (A) Flower biomass distribution
across species, (B) distribution of male:female allocation ratio (log10-transformed) across species, and (C) phylogenetic distribution of the percentage of
biomass allocated to primary and secondary sexual organs. Male:female ratio was calculated dividing the biomass of androecium by the biomass of gy-
noecium. Colors represent different flower components.
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Thus, larger angiosperm flowers were not simply enlarged
carbon copies of smaller ones. Smaller flowers tended to be
female-biased and to invest relatively more in sepals, while larger
flowers were more male-biased and invested relatively more in
petals. This indicates male–male competition is less important
among small flowers and becomes an increasingly important
driver as flowers get larger. These results are consistent with a
previous suggestion based on a small number of North American
species (22).
Male–male competition in angiosperms is frequently expressed

by plant–plant competition for pollinators (19, 23). Investment with
positive impact on the amount of pollen effectively exported is
expected to increase male fitness. Within species, plants producing
more and larger flowers, with large showy petals, and more reward
for pollinators will have a higher male fitness. Larger flowers can be
detected by pollinators from longer distances and are good indica-
tors of nectar and pollen resource rewards (24). In pursuing their
own interest, pollinators reward plants with heavier flowers. Across
species, flower biomass has a good correlation with pollinator size
and type. Larger flowers generally attract vertebrate or larger insect
pollinators which have higher pollen-carrying capacity and capa-
bility to export pollen to longer distances, promoting outcrossing.
Some traits associated with female choice also demand biomass
allocation, such as long style tubes (25). However, several female
choice mechanisms take place without substantial allocation of
biomass (18, 19). For instance, the histochemical control over pistil
receptivity, pollen germination, pollen tube growth, and selective
seed abortion are female-choice mechanisms that assure the se-
lection of high-quality pollen donors (19, 25, 26).
At the lower end of the flower biomass spectrum, female

function tends to predominate over male fitness. Small flowers
(0.00001 g) have the highest relative biomass investment in fe-
male organs but the lowest in male organs, suggesting a shift in
the relevance of seed set over pollen export. They also have the

highest relative investment in sepals and lowest in petals, in-
dicating that ovule and seed defense is important for fitness
when compared to pollinator attraction. Small flowers tend to be
self-compatible and self-fertilized, to have low pollen–ovule ra-
tios, and to commonly attract only tiny insects which promote
short-distance pollination (27). Besides low levels of male–male
competition, other forces are known to promote selfing. Under
pollinator limitation, for instance, self-fertilization promotes
reproductive assurance (28). The high fitness of locally adapted
genomes can also promote selfing (29). Plant species associated
with a lower diversity of pathogenic fungi have lower outcrossing
rates, as predicted by the Red Queen hypothesis (30).
The higher relative allocation to sepals in smaller flowers

supports the idea that they have a larger effect on female fitness
(31). Being the outermost whorls, tougher, and hairier than
petals, possessing secondary compounds, and often persisting
after flower opening into fruit maturation, all these character-
istics indicate sepals serve to defend ovaries, ovules, and de-
veloping seeds against insect herbivores and other natural
enemies (13, 14). The higher investment in petals in larger
flowers corroborates their predominantly male function, as has
been well documented. For instance, in dioecious species, male
flowers have larger petals than female flowers (10, 32). In her-
maphrodite species, larger petals are positively correlated with
pollen export but not necessarily with seed production. Experi-
mental reduction of petal size has a more negative effect on
pollen export than on fruit and seed set (10, 33). The higher
relative biomass allocation into petals relative to male organs
suggests continuing marginal gains to male fitness from alloca-
tion to petals more so than from investments made directly into
stamens and pollen grains.
The flower allometries described here express general patterns

across angiosperms. The fit of the relationships was fairly high (r2 =
0.83–0.90), considering that species data were collected from
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Fig. 2. Across-species flower allometries of 307 angiosperm species. Standardized major-axis relationship between flower biomass and the biomass allocated
to (A) male organs, (B) female organs, (C) group of petals (corolla), and (D) group of sepals (calyx). All axes are log10-transformed. The black lines are
standardized major-axis line fits and the gray shadow their 95% CI. Allometric equations (Y = αXβ) and R2 are provided. Pβ=1 indicates the probability of
rejecting the isometric hypothesis (β = 1). See SI Appendix for sensitivity analysis details.
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different phylogenetic lineages (75 families), continents, lati-
tudes, habitats, soil types, light environments, life forms, and
pollination syndromes. Still, for a given total flower size, the
biomass allocated to specific structures often varied considerably
(Fig. 2). In some orchids, for example, sepals are as large and
colorful as petals, and in many Proteaceae and Myrtaceae sta-
mens are showy, suggesting that they are also being selected by
male–male competition. In others, scents probably modulate the
investment in petals. Still, some of the scatter can be explained
by the effect of flower number and arrangement on pollination
attraction (3, 4). Additional sensitivity analyses, however, indi-
cates that our conclusions are robust to such species variation in
showiness strategy (SI Appendix, Fig. S12 and Table S6). Im-
portant taxa which have been excluded from our sampling, such
as Asteraceae and Poaceae, represent additional variation across
the angiosperms. In Asteraceae, pollinators are attracted pri-
marily by specialized, enlarged ligules (fusion product of all
petals of a flower) of the ray flowers, and not by the small petals
of the core flowers, while bracts around the inflorescence take
over the protective function of the sepals. In Poaceae, which are
wind-pollinated, petals are present as lodicules with different
function than attraction since they are not needed for pollina-
tion. In such systems, the intensity of male–male competition is
better expressed by pollen–ovule ratios (27).
A longstanding quest in ecology is to summarize plant eco-

logical strategies via a small number of easy-to-measure, but
meaningful, traits. Maximum plant height, specific leaf area, and

seed size, for instance, are simple measurements that express
important trade-offs (34). We propose that flower biomass has
the potential to be such a key trait. Flower biomass captures the
construction costs of a flower and, as shown here, it is strongly
correlated with petal biomass that expresses pollen-export effort.
It is a species-specific functional trait bounded to the flower
biomass vs. number trade-off which modulates plant fitness.
Nevertheless, flower biomass is poorly represented in most plant
trait databases, perhaps due to the long botanical tradition of
describing flower structures by counting and linear dimensions.
Yet it is easy to measure and captures a fair amount of sex
strategy variation across the angiosperms.
Angiosperm flowers are flamboyant adornments that have

enchanted poets and artists across the globe. At first glance their
elaborate and showy structures seem to be as nonsensical as the
tail of a peacock. Under close investigation, however, both
structures arose as complex products of sexual selection. Our
comparative results indicate that increasing male–male compe-
tition across the spectrum of flower size is an important driver
behind the evolution of sex allocation partitioning. The com-
parative patterns here described represent a predictable back-
bone behind the ravishing variation in flower size, structure,
shape, color, and sex strategy across the angiosperms. We believe it
can help to order our knowledge of all aspects of flower biology.

Methods
We collected data on flower biomass of hermaphrodite species for four
different continents: South America (Brazil), Europe (Germany), Oceania
(Australia), and North America (USA). While for North America the data came
from the literature, most data for the remaining continents were collected in
the field.

Field Sampling. Species sampling was dependent on flower availability but we
consciouslymaximized 1) phylogenetic diversity, by searching for species from
a wide taxonomic range, 2) habitat diversity, by sampling species from
contrasting ecosystem types (e.g., forests, shrublands, grasslands, alpine); 3)
life-form diversity (e.g., herbaceous, shrubs, trees, lianas, aquatic), and 4)
flower size range, by searching for species with distinct flower sizes, from
tiny to very large. Because we were interested in the relative allocation of
biomass among the four flower components in perfect flowers, we refrained
from collecting: dioecious species; species whose individual flowers could not
be confidently isolated; species with flowerheads containing different types
of flowers (e.g., Asteraceae with enlarged peripheral flowers and reduced
core flowers); and species lacking petals and sepals, such as many wind-
pollinated taxa (e.g., Poaceae). Thus, we are mostly restricted to animal-
pollinated species. Despite the wide spatial scale of our sampling, tropical
species and trees were underrepresented.

In the field, species with flowering individuals were selected, and 10
spatially separated plants were selected from a population. From each in-
dividual plant, we sampled a single intact, fully opened and functional flower
(preferably just after flower opening). Flowers with signs of developmental
stress, physical damage, or herbivory were excluded. Each flower was in-
dividually placed in sealed tubes and stored inside a cooling bag with ice for
tissue preservation.

In the laboratory, each individual flower was divided into four compo-
nents: 1) male, including stamens with anthers (i.e., androecium); 2) female,
including ovary, style, and stigma (i.e., gynoecium); 3) petals (i.e., corolla); and
4) sepals (i.e., calyx). For species with tepals, we used a functional approach to
partition flower biomass. Tepal biomass was allocated into petals or sepals
based on their positioning, color, and morphology, where inner, larger, and
colorful tepals were considered petals. All flowers were dissected, while the
tissues were still fresh. The material from each component was then oven
dried at 70 °C for at least 48 h, and the dry biomass determined with 1-μg
precision. For species with very small flowers, samples were pooled between
individuals to calculate average values. In the following analyses, species
traits were characterized by means across individuals.

Literature Data. Data on flower biomass partition are scarce in the literature,
but a pioneer study was available with data on several North American
species (4). Besides that, a search was made in Web of Science looking for
other papers with flower biomass data (keywords: flower AND plant AND
flower biomass OR male biomass OR androecium biomass OR female
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Fig. 3. Relative biomass allocation in primary (male and female) and sec-
ondary (petals and sepals) sexual organs along the flower biomass gradient.
(A) Predicted allocation (%) calculated from mean unbiased estimates for
each component at a given total flower mass according to the OLS allometric
regression models (Methods and SI Appendix), and then converted into
percentages. (B) Visual representation of biomass partitioning between
lighter (0.00001 g), medium (0.001 g), and heavier (1.0 g) flowers.
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biomass OR gynoecium biomass OR petal biomass OR corolla biomass OR
sepal biomass OR calyx biomass). Few articles had the required information
(35, 36), but such data were added to our database. Literature data repre-
sented 13% of the study dataset.

The Allometric Approach. Allometric relationships can be described by (15)

y  =   γxβ.

If variables are log transformed, then the formula can be rewritten as

log(y)  =   log(γ)  +   βX.

Then by substituting the log terms, the equation is described by a simple
linear regression:

Y  =   α  +   βX.

In this study, we want to understand how the biomass of the four flower
components i (Yi) scale with the total flower biomass (X). βi represents the
scaling coefficient of the component i and can be used to test if the relative
resource allocation to any flower organ increases, decreases, or remains
constant with increasing total flower biomass. In other words, one can ask if
the estimated βi statistically differs from 1. When βi > 1, the relative allo-
cation to a flower component increases with total flower biomass, repre-
senting a positive allometric relationship. When βi < 1, the relative allocation
to a flower component decreases with increasing flower biomass, repre-
senting a negative allometric relationship. Finally, if βi = 1, the relative al-
location to a flower component remains constant with increasing flower
total biomass, indicating an isometric relationship where allocation to a
flower organ increases proportionally with total floral biomass.

Statistical Analysis. Several bivariate line-fitting methods have been used in
allometric comparative studies, each one with its own assumptions, weak-
nesses, and strengths. It is now clear that model selection depends on the
question at hand and the data under scrutiny. Here in the main text we
present SMA line fits to describe how each flower component (y) scales with
total flower biomass (x). Because there is continuing debate about line-
fitting methods (e.g., ref. 37, 38), we present also OLS equivalents in SI
Appendix, Supplementary Materials, and these show similar outcomes.
Briefly, where OLS minimizes the sum of squares of the residual vertically, in
respect to the y variable alone, SMA minimizes the sum of squares for both
y- and x variables. SMA slopes have the same meaning regardless of which
variable is treated as X and which as Y (37), an important property for
measuring coordination between traits.

In recognition of the longstanding discussion about the meanings of al-
lometric slopes for phylogenetically structured data (39, 40), we also per-
formed phylogenetic reduced major axis line fits (phySMA), assuming the
Brownian motion mode of evolution for the error structure (41). This anal-
ysis adjusts the expected covariances in the variance–covariance matrix
according to phylogenetic structure.

Using SMA and phySMA line fits, we tested the isometric hypothesis that
the regression slope (βi) of each flower component was significantly different
from 1 with a one-sample test of the SMA slope (37). We also tested dif-
ferences in slope for the male (βmale) compared to the female organs
(βfemale), and for petals (βpetals) compared to sepals (βsepals) using a likelihood
ratio test for common SMA slope (37). SMA analyses were performed in the
R packages “smatr” (42). For the phySMA fits, the isometric hypothesis for
each flower component was tested using the R package “phytools” (43).
Because a test for common SMA slope is not available for phySMA fits, we
used a randomization procedure to test for differences in slope between the
male (βmale) and female organs (βfemale), and between petals (βpetals) and
sepals (βsepals). The difference in phySMA slopes between flower organs was
tested with a permutation test using a null distribution generated from
10,000 permutations (shuffling the raw data) (SI Appendix).

In order to predict how flower biomass is partitioned between the four
flower components, we used OLS regressions. For prediction purposes, OLS is
the preferable line-fitting method while SMA performs poorly (37). Because
the data have phylogenetic structure, we repeated such analyses using PGLS
(21). PGLS analyses were performed using the R package “phylolm” (44). The

working phylogeny for our species was pruned from the most recent cali-
brated supertree of the angiosperms (45).

An additional statistical concern emerges when allometric studies aim to
understand how two or more parts are changing in respect to a whole: the
problem of axis nonindependence. In our study, for instance, when one
analyzes the biomass of petals against flower biomass, the component petal is
present in both axes because flower biomass is simply the sum of the four
flower components. This axis nonindependence can potentially generate bias
in the estimates. To deal with this concern we also fitted regressions using
flower component on the y axis and total flower biomass minus the flower
component on the x axis (SI Appendix). Additionally, we performed 1) pairwise
SMA regressions between flower organs (e.g., male ∼ female, male ∼ petals,
male ∼ sepals), 2) between primary and secondary sexual organs against
flower biomass, and 3) between primary against secondary sexual organs
(SI Appendix).

Sensitivity Analysis. Comparative results can be sensitive to several un-
certainty causes (46). Here, we performed multiple sensitivity analyses to test
the robustness of our conclusions (SI Appendix):

(1) Sampling effort and species set: allometric models were reanalyzed af-
ter removing between 5–50% of the species at random. This procedure
was repeated 1,000 times for each percentage of species removal.
Model estimates fitted with reduced data were then compared with
the estimates from the full data model. Additionally, in some species,
stamens or sepals are showy, with a role in pollinator attraction while, in
others, sepals and petals are alike (i.e., tepals). To test the robustness of
our results, we reran the models after removing these species from
the dataset.

(2) Taxonomic influence: to account for possible effects of species-rich tax-
onomic groups driving model estimates. We reanalyzed all fitted regres-
sions after removing species belonging to each of the top five species-
rich families and orders from the dataset and compared the slopes and
confidence intervals with full dataset estimates.

(3) Phylogenetic uncertainty: to account for uncertainty in the variance–
covariance matrix which describes the phylogenetic structure. In our
study, 53 species were not present in the most recent calibrated super-
tree of the angiosperms (45). To overcome this problem, missing species
were replaced by a random close relative (from the same taxonomic
genus) available in the phylogeny, providing a good estimate of the
phylogenetic placement of each missing species. This procedure was re-
peated 300 times, with unique solutions for the placement of each
missing species, therefore producing 300 alternative phylogenetic hy-
potheses including all study species. One of these trees was selected
at random for the main analysis and to represent the study phylogeny
(working tree). PGLS and phylogenetic SMA regressions were repeated
across all alternative trees to test if phylogenetic uncertainty affected
the main results. All sensitivity analyses were performed following ap-
proaches proposed in the R package “sensiPhy” (46).

Data Availability. Data and code supporting all findings of this study are
available in the GitHub repository: https://github.com/paternogbc/ms_global_
flower_allometry and Zenodo: https://doi.org/10.5281/zenodo.3746453.

ACKNOWLEDGMENTS. We are grateful to Gislene Ganade, Eduardo Ven-
ticinque, Silvana Buzato, Patricia Morelatto, Alexandre F. Souza, Vanessa
Staggemeier, Harry Venterink, and Sharon Strauss for discussing the ideas.
We thank Timo Conradi, Marina Fagundes, Laura Martinez, Martina
Kotowski, Leonardo Teixeira, and Milena Sampaio for their valuable support
during field excursions; we also thank the editor and three reviewers for
their many helpful comments. C.R.F. was supported by Conselho Nacional de
Desenvolvimento Científico e Tecnológico (Grant: 306812/2017-7) and G.B.P.
was supported by Coordenação de Aperfeiçoamento de Pessoal de Nível
Superior, Brazil with a doctoral scholarship (Finance Code 001) and a sand-
wich scholarship to Australia (Programa de Doutorado-sanduíche no Exte-
rior: 88881.132040/2016-01), by the German Academic Research Council
(DAAD-Tumbra, Germany), and by CNPq with a Pós-Doutorado Júnior
Scholarship 153064/2018-8.

1. The Angiosperm Phylogeny Group, An update of the angiosperm phylogeny group

classification for the orders and families of flowering plants: APG IV. Bot. J. Linn. Soc.

181, 1–20 (2016).
2. R. W. Cruden, D. L. Lyon, Patterns of biomass allocation to male and female functions

in plants with different mating systems. Oecologia 66, 299–306 (1985).

3. C. Goodwillie et al., Correlated evolution of mating system and floral display traits in

flowering plants and its implications for the distribution of mating system variation.

New Phytol. 185, 311–321 (2010).
4. C. J. Kettle et al., Ecological implications of a flower size/number trade-off in tropical

forest trees. PLoS One 6, e16111 (2011).

Paterno et al. PNAS | May 19, 2020 | vol. 117 | no. 20 | 10925

EV
O
LU

TI
O
N

https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://www.pnas.org/lookup/suppl/doi:10.1073/pnas.1910631117/-/DCSupplemental
https://github.com/paternogbc/ms_global_flower_allometry
https://github.com/paternogbc/ms_global_flower_allometry
https://doi.org/10.5281/zenodo.3746453 


5. D. Charlesworth, M. T. Morgan, Allocation of resources to sex functions in flowering
plants. Philos. Trans. R. Soc. Lond. B. Biol. Sci. 332, 91–102 (1991).

6. R. L. Charnov, The Theory of Sex Allocation, (Princeton University Press, 1982).
7. D. Charlesworth, B. Charlesworth, Allocation of resources to male and female func-

tions in hermaphrodites. Biol. J. Linn. Soc. 15, 57–74 (1981).
8. D. G. Lloyd, Evolutionarily stable sex ratios and sex allocations. J. Theor. Biol. 105,

525–539 (1983).
9. S. J. Arnold, Bateman’s principles and the measurement of sexual selection in plants

and animals. Am. Nat. 144, S126–S149 (1994).
10. G. Bell, On the function of flowers. Proc. R. Soc. Lond. B. 224, 223–265 (1985).
11. D. C. Queller, Sexual selection in a hermaphroditic plant. Nature 305, 706–707 (1983).
12. M. L. Stanton, A. A. Snow, S. N. Handel, Floral evolution: Attractiveness to pollinators

increases male fitness. Science 232, 1625–1627 (1986).
13. D. Cariveau, R. E. Irwin, A. K. Brody, L. S. Garcia-Mayeya, A. von der Ohe, Direct and

indirect effects of pollinators and seed predators to selection on plant and floral
traits. Oikos 104, 15–26 (2004).

14. C. M. Herrera, Post-floral perianth functionality: Contribution of persistent sepals to
seed development in Helleborus foetidus (Ranunculaceae). Am. J. Bot. 92, 1486–1491
(2005).

15. J. S. Huxley, Problems of Relative Growth, (Dial Press, 1932).
16. K. Niklas, Plant Allometry: The Scaling of Form and Process, (University of Chicago

Press, 2004).
17. M. F. Willson, Sexual selection in plants: Perspective and overview. Am. Nat. 144,

S13–S39 (1994).
18. I. Skogsmyr, A. Lankinen, Sexual selection: An evolutionary force in plants? Biol. Rev.

Camb. Philos. Soc. 77, 537–562 (2002).
19. J. C. Moore, J. R. Pannell, Sexual selection in plants. Curr. Biol. 21, R176–R182 (2011).
20. G. B. Paterno, C. L. Silveira, J. Kollmann, M. Westoby, C. R. Fonseca. Data and code for:

The maleness of larger angiosperm flowers. Zenodo. https://doi.org/10.5281/zenodo.
3746453. Deposited 9 April 2020.

21. A. Grafen, The phylogenetic regression. Philos. Trans. R. Soc. Lon. B Biol. Sci. 326,
119–157 (1989).

22. K. Niklas, Allocation of organ biomass in perfect and imperfect flowers. Ann. Bot. 72,
475–483 (1993).

23. L. F. Delph, T. L. Ashman, Trait selection in flowering plants: How does sexual selec-
tion contribute? Integr. Comp. Biol. 46, 465–472 (2006).

24. J. F. Ornelas, M. Ordano, A. J. De-Nova, M. E. Quintero, T. Garland Jr., Phylogenetic
analysis of interspecific variation in nectar of hummingbird-visited plants. J. Evol. Biol.
20, 1904–1917 (2007).

25. A. Lankinen, I. Skogsmyr, Evolution of pistil length as a choice mechanism for pollen
quality. Oikos 92, 81–90 (2001).

26. Å. Lankinen, J. A. Madjidian, Enhancing pollen competition by delaying stigma re-
ceptivity: Pollen deposition schedules affect siring ability, paternal diversity, and seed
production in Collinsia heterophylla (Plantaginaceae). Am. J. Bot. 98, 1191–1200
(2011).

27. R. W. Cruden, Pollen-ovule ratios: A conservative indicator of breeding systems in
flowering plants. Evolution 31, 32–46 (1977).

28. A. L. Teixido, M. A. Aizen, Reproductive assurance weakens pollinator-mediated se-
lection on flower size in an annual mixed-mating species. Ann. Bot. 123, 1067–1077
(2019).

29. C. Olito, J. K. Abbott, C. Y. Jordan, The interaction between sex-specific selection and
local adaptation in species without separate sexes. Philos. Trans. R. Soc. Lond. B Biol.
Sci. 373, 20170426 (2018).

30. J. W. Busch, M. Neiman, J. M. Koslow, Evidence for maintenance of sex by pathogens
in plants. Evolution 58, 2584–2590 (2004).

31. D. G. Lloyd, C. J. Webb, Secondary sex characters in plants. Bot. Rev. 43, 177–216
(1977).

32. S. C. H. Barrett, J. Hough, Sexual dimorphism in flowering plants. J. Exp. Bot. 64, 67–82
(2013).

33. M. Arista, P. L. Ortiz, Differential gender selection on floral size: An experimental
approach using Cistus salvifolius. J. Ecol. 95, 973–982 (2007).

34. M. Westoby, A leaf-height-seed (LHS) plant ecology strategy scheme. Plant Soil 199,
213–227 (1998).

35. D. R. Campbell, Variation in sex allocation and floral morphology in Ipomopsis ag-
gregata (Polemoniaceae). Am. J. Bot. 79, 516–521 (1992).

36. A. L. Parachnowitsch, E. Elle, Variation in sex allocation and male-female trade-offs in
six populations of Collinsia parviflora (Scrophulariaceae s.l.). Am. J. Bot. 91, 1200–1207
(2004).

37. D. I. Warton, I. J. Wright, D. S. Falster, M. Westoby, Bivariate line-fitting methods for
allometry. Biol. Rev. Camb. Philos. Soc. 81, 259–291 (2006).

38. T. F. Hansen, K. Bartoszek, Interpreting the evolutionary regression: The interplay
between observational and biological errors in phylogenetic comparative studies.
Syst. Biol. 61, 413–425 (2012).

39. M. Westoby, M. R. Leishman, J. M. Lord, On misinterpreting the “phylogenetic cor-
rection”. J. Ecol. 83, 531–534 (1995).

40. J. C. Uyeda, R. Zenil-Ferguson, M. W. Pennell, Rethinking phylogenetic comparative
methods. Syst. Biol. 67, 1091–1109 (2018).

41. J. Felsenstein, Phylogenies and the comparative method. Am. Nat. 125, 1–15 (1985).
42. D. I. Warton, R. A. Duursma, D. S. Falster, S. Taskinen, SMART 3An R package for

estimation and inference about allometric lines. Methods Ecol. Evol. 3, 257–259
(2012).

43. L. J. Revell, Phytools: An R package for phylogenetic comparative biology (and other
things). Methods Ecol. Evol. 3, 217–223 (2012).

44. L. Ho, C. Ané, A linear-time algorithm for Gaussian and non-Gaussian trait evolution
models. Syst. Biol. 63, 397–408 (2014).

45. S. A. Smith, J. W. Brown, Constructing a broadly inclusive seed plant phylogeny. Am.
J. Bot. 105, 302–314 (2018).

46. G. B. Paterno, C. Penone, G. D. A. Werner, sensiPhy: An R-package for sensitivity
analysis in phylogenetic comparative methods. Methods Ecol. Evol. 9, 1461–1467
(2018).

10926 | www.pnas.org/cgi/doi/10.1073/pnas.1910631117 Paterno et al.

https://doi.org/10.5281/zenodo.3746453
https://doi.org/10.5281/zenodo.3746453
https://www.pnas.org/cgi/doi/10.1073/pnas.1910631117

