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CORRECTION Open Access

Correction: Drp1 regulates mitochondrial
dysfunction and dysregulated metabolism
in ischemic injury via Clec16a-, BAX-, and
GSH- pathways

Chenyang Duan, Lei Kuang, Xinming Xiang, Jie Zhang, Yu Zhu, Yue Wu, Qingguang Yan, Liangming Liu and Tao Li

Correction to: Cell Death and Disease Program of the National Natural Science Foundation of
https://doi.org/10.1038/541419-020-2461-9 China (No. 81730059).”
published online 20 April 2020 This has now been corrected in both the PDF and HTML

versions of the Article.
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