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1  |   PATHOPHYSIOLOGICAL 
ROLES OF HISTAMINE VIA 
HISTAMINE RECEPTORS

Histamine is synthesized through decarboxylation of l-his-
tidine by the enzymatic activity of HDC and stored in the 
intracellular granules of basophils and mast cells. When an-
tigen–IgE complex binds to the high-affinity IgE receptor 
(FcεRI) on the surface of basophils and mast cells, the stored 
histamine is promptly released and reaches relatively high 
local concentration (Gilfillan & Tkaczyk, 2006). Histamine 
exerts a wide range of pathophysiological activities through 
four types of specific G protein-coupled receptors: histamine 
H1, H2, H3 and H4 receptors (Figure 1; reviewed in Tiligade 

& Ennis,  2020). Histamine H1 receptor (H1R) is globally 
expressed in various tissues, including bronchial smooth 
muscle cells and vascular smooth muscle cells. When his-
tamine binds to H1R, it elicits airway contraction, vascular 
relaxation, vascular permeabilization and mucosal secre-
tion. Consequently, the type I immediate allergic responses 
emerge, including bronchial asthma and anaphylaxis.

In the stomach, gastric ECL cells secrete histamine upon 
stimulation with gastrin and acetylcholine. Thereafter, se-
creted histamine binds to the histamine H2 receptor (H2R) in 
parietal cells and activates gastric acid secretion from parietal 
cells (Tanaka et  al.,  2002). A series of studies have shown 
that histamine exerts immunomodulatory activity through 
H2R signaling (Branco, Yoshikawa, Pietrobon, & Sato, 
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Abstract
Histamine is a bioactive monoamine that is synthesized by the enzymatic activity of 
histidine decarboxylase (HDC) in basophils, mast cells, gastric enterochromaffin-
like (ECL) cells and histaminergic neuronal cells. Upon a series of cellular stimuli, 
these cells release stored histamine, which elicits allergies, inflammation, and gastric 
acid secretion and regulates neuronal activity. Recent studies have shown that cer-
tain other types of myeloid lineage cells also produce histamine with HDC induc-
tion under various pathogenic stimuli. Histamine has been shown to play a series of 
pathophysiological roles by modulating immune and inflammatory responses in a 
number of disease conditions, whereas the mechanistic aspects underlying induced 
HDC expression remain elusive. In the present review, we summarize the current 
understanding of the regulatory mechanism of Hdc gene expression and the roles 
played by histamine in physiological contexts as well as pathogenic processes. We 
also introduce a newly developed histaminergic cell-monitoring transgenic mouse 
line (Hdc-BAC-GFP) that serves as a valuable experimental tool to identify the 
source of histamine and dissect upstream regulatory signals.
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2018). For instance, histamine represses the release of hista-
mine itself from basophils and mast cells (Bissonnette, 1996; 
Lichtenstein & Gillespie,  1973; Masini, Blandina, 
Brunelleschi, & Mannaioni, 1982), represses the proliferation 
of lymphocytes (Wang & Zweiman, 1978), diminishes neu-
trophil infiltration (Anderson, Glover, & Rabson, 1977) and 
suppresses cytokine production from macrophages through 
H2R (Azuma, Shinohara, Wang, Hidaka, & Ohura, 2001).

The histamine H3 receptor (H3R) functions as an inhibitory 
autoreceptor at the presynaptic membrane of neurons in the cen-
tral nervous system and inhibits neuronal release of histamine 
and other neurotransmitters, including glutamate, γ-aminobu-
tyric acid (GABA), dopamine, noradrenaline and acetylcholine 
(Haas, Sergeeva, & Selbach, 2008; Tiligade & Ennis, 2020). In 
the CNS, histamine regulates arousal and cognition through the 
activity of H3R. Based on this activity, pitolisant, a potent H3R 
antagonist, has recently been approved for the treatment of sleep 
disorders (Kollb-Sielecka et al., 2017). The function of H3R in 
the inflammatory response has been described in nervous sys-
tems. It was reported that H3R participates in neurogenic con-
trol of blood–brain permeability and inflammatory response, 
and thereby eliminates excessive inflammation in the CNS 
(Dimitriadou et  al.,  1994; Krementsov et  al.,  2013). Another 
study showed that H3R signaling reduces susceptibility to au-
toimmune encephalomyelitis in mouse models and attenuates 
peripheral inflammatory signals (Teuscher et al., 2007).

The histamine H4 receptor (H4R) is mainly expressed in 
immunocompetent cells, including mast cells, eosinophils, 
monocytes, dendritic cells and T cells, and H4R promotes 
immune cell chemotaxis and allergic and inflammatory re-
sponses (Walter, Kottke, & Stark,  2011). H4R antagonists 
have been shown to have anti-inflammatory and anti-allergic 
efficacy in preclinical models of asthma, colitis, dermatitis 
and arthritis (Cowden et al., 2014).

2  |   MECHANISM OF Hdc  GENE 
REGULATION

Transcriptional regulation of Hdc gene expression has been 
analyzed mostly by cultured cell-based reporter assays, 
and several different stimuli have been shown to activate 
Hdc promoter activity (summarized in Hirasawa,  2019). 

Intraperitoneal administration of LPS (lipopolysaccharide) 
or inflammatory cytokines, including IL-1 (interleukin-1) 
or TNF-α (tumor necrosis factor-α), induces the Hdc ex-
pression in various tissues. A previous report showed that 
DNA methylation in the promoter sequences of the Hdc 
gene is crucial for transcriptional repression of Hdc gene 
in mast cell lines (Kuramasu, Saito, Suzuki, Watanabe, & 
Ohtsu, 1998; Suzuki-Ishigaki et al., 2000). Another study 
showed that LPS treatment promotes the binding of tran-
scription factor specificity protein 1 (SP1) at a GC box 
that is located in the promoter region, and thereby en-
hances Hdc gene expression (Hirasawa, Torigoe, Kano, & 
Ohuchi, 2006). Whether the SP1 binding induces demethyl-
ation of the GC box would be of interest. In a gastric cancer 
cell line, Hdc gene expression is activated by gastrin sign-
aling through gastrin-responsive elements in the promoter 
region (Ai, Liu, Langlois, & Wang, 2004). This induction 
mechanism is mediated by eviction of KLF4 (Kruppel-
like factor 4) that functions as a negative regulator of the 
Hdc expression (Ai et al., 2004). KLF4 represses the Hdc 
expression by competing with SP1 in the KLF4/SP1 com-
posite binding site at the promoter GC box. Gastrin treat-
ment diminishes the binding of KLF4 in the GC box, which 
allows accessibility of SP1 and consequently activates the 
Hdc expression (Ai, Zheng, Yang, Liu, & Wang,  2007). 
More recently, it was reported that KLF4 suppresses the 
Hdc expression in the bone marrow-derived mast cells, as 
well (Nishimura et al., 2020).

3  |   Hdc -BAC-GFP MOUSE 
MONITORS HISTAMINE-
PRODUCING CELLS

The tissue and cell lineage-specific regulation of Hdc gene 
expression has rarely been analyzed in vivo. Therefore, we 
attempted to elucidate this issue by exploiting a transgenic 
mouse reporter assay system. To this end, we initially 
tested the in vivo regulatory activity of 1-kb Hdc gene 
minimal promoter DNA sequences. However, this small 
fragment failed to recapitulate the endogenous tissue-spe-
cific Hdc gene expression profile in the reporter transgenic 
mouse. We surmised that tissue-specific cis-regulatory 

F I G U R E  1   Primary function 
of histamine through the four types of 
histamine receptors
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elements for the Hdc gene are scattered across a broad 
range of franking and intron regions of the Hdc locus. 
Mouse and human Hdc loci are both composed of twelve 
exons spanning a 24-kb genomic region (Figure 2). The ac-
cumulation of H3K4me1 (histone H3 lysine 4 monometh-
ylation) and H3K27ac (histone H3 lysine 27 acetylation), a 
combination of which represent active enhancer elements, 
is detected throughout the Hdc gene body and the 5′- and 
3′-flanking sequences in bone marrow and splenic cells, 
suggesting that multiple cis-regulatory elements partici-
pate in Hdc gene regulation in various lineages of cells 
(Figure 2).

To thoroughly examine the scattered cis-regulatory el-
ements in the Hdc locus, we used a 293-kb bacterial ar-
tificial chromosome (BAC) clone encompassing 120-kb 
5′ upstream to 148-kb 3′ downstream sequences along 
with 24-kb Hdc structural gene sequences (Figure 3). We 
constructed a reporter BAC construct by inserting green 
fluorescence protein (GFP) cDNA by homologous recom-
bination in Escherichia coli. Subsequently, we generated 
two independent lines of BAC transgenic mice (Hdc-BAC-
GFP). Scarce availability of useful antihistamine antibody 
had been hampering clear detection of histamine-produc-
ing cells in vivo. Therefore, we hoped that the Hdc-BAC-
GFP could monitor the histamine-producing cells. As 
anticipated, the Hdc-BAC-GFP transgenic mice faithfully 
recapitulated the endogenous Hdc gene expression pattern, 
including peritoneal mast cells, bone marrow basophils, 
gastric ECL cells and hypothalamic histaminergic neurons 
(Takai et al., 2019). Subsequent mass spectrometry analy-
sis showed that the GFP-positive cells contained high level 
of histamine (Takai et al., 2019). Thus, the Hdc-BAC-GFP 
transgenic mice enable specific and quick detection of the 
histamine-producing cells by histological as well as flow 
cytometric analyses.

A recent closer epigenomic analysis showed that H3K4me1 
and H3K27ac were accumulated around −8.8-kb upstream re-
gion of the Hdc gene in bone marrow-derived mast cells (Li 
et al., 2018). The transcriptional factors GATA2 and MITF 
participate in the activation of Hdc gene expression through 
the −8.8-kb regulatory elements in the mast cells (Li et al., 
2018). Both lines of our Hdc-BAC-GFP transgenic mice har-
bored −8.8-kb upstream sequences, and so, both lines of mice 
recapitulate mast cell-specific GFP reporter expression.

Structural configuration analysis of the Hdc-BAC-GFP 
transgene in these two independent lines of mice showed that 
the 1st line harbors 5′ far distal flanking sequences beyond 
the −10-kb region, whereas the 2nd line carries a relatively 
short 5′ regulatory region of <10 kb. We found that the 1st 
line of Hdc-BAC-GFP mouse directed the GFP reporter ex-
pression in mast cells and bone marrow basophils, as well 
as other immature myeloid lineage cells (Takai et al., 2019). 
Meanwhile, the 2nd line of our Hdc-BAC-GFP mice carrying 
the short 5′ region showed the GFP reporter expression more 
specifically in the mast cells and basophils, but not in other 
immature myeloid lineage cells (Takai et  al.,  2019). These 
results suggest that mast cell- and basophil-specific regula-
tory elements were located in proximity (i.e., <10 kb) 5′ to 
the promoter region. For other histamine-producing myeloid 
lineage cells, putative distal regulatory elements might be re-
quired, which are deductively located far beyond the 10-kb 
upstream region of the Hdc locus (Figure 3).

Yang et al. generated another line of transgenic GFP re-
porter mice, using BAC DNA containing a similar length of 
the mouse Hdc gene locus. They reported robust GFP re-
porter expression in CD11b+Gr-1+ myeloid lineage cells in 
the bone marrow, which is consistent with our observations 
(Yang et  al.,  2011). However, their reporter mice failed to 
direct the GFP expression in mast cells in multiple tissues, 
presumably due to positional effect variegation.

F I G U R E  2   Accumulation 
of H3K4me1 (histone H3 lysine 4 
monomethylation) and H3K27ac (histone 
H3 lysine 27 acetylation) in the gene body 
and flanking regions of the mouse Hdc locus 
on chromosome 2 in bone marrow (BM) and 
spleen (SP) cells. The data were obtained 
from the UCSC Genome Browser (http://
genome.ucsc.edu)

http://genome.ucsc.edu
http://genome.ucsc.edu


446  |      Genes to Cells MORIGUCHI and TAKAI

4  |   FUNCTION OF HISTAMINE IN 
MYELOID LINEAGE CELLS

The Hdc gene is expressed in various myeloid lineage cells, 
including dendritic cells, macrophages, neutrophils and im-
mature myeloid progenitors under various pathophysiological 
conditions (summarized in Hirasawa, 2019). A series of stud-
ies show that histamine in these cells participates in the im-
munomodulation under various disease processes (Figure 4). 
A recent study showed that the histamine produced by a 
subset of myeloid lineage cells maintains dormancy of mye-
loid-biased hematopoietic stem cells (MB-HSCs) in the he-
matopoietic niche through H2R signaling (Figure 4) (Chen, 
Deng, et al., 2017). MB-HSCs give rise to myeloid lineage 
progenitors on demand and supply inflammatory leukocytes 
upon infection and inflammation. Therefore, histamine may 
play a role for immune and inflammatory responses by main-
taining the MB-HSCs.

It has been reported that in myocardial infarction (MI) pa-
tients, serum histamine levels are significantly increased, and 
this trend is reproduced in an animal model of MI (Clejan 
et al., 2002; Zdravkovic et al., 2011). Analysis in the mouse 
model of MI showed that CD11b+ myeloid lineage cells ac-
cumulate in the damaged cardiac muscles and are responsi-
ble for histamine secretion (Chen, Hong, et al., 2017). The 
increased histamine inhibits the proliferation of heart fibro-
blasts via H1R and H2R and thus prevents adverse cardiac 
fibrosis (Figure 4; Chen, Hong, et al., 2017).

More recently, an interesting study showed that histamine 
plays an anti-inflammatory role by suppressing inflammatory 
cytokine gene expression through the histamine H3 recep-
tor (H3R) in cardiorenal syndrome animal model (Figure 4) 
(Noguchi et al., 2020). This study showed that an H3R ago-
nist (immethridine) had a preventive efficacy toward chronic 
heart and kidney diseases (Noguchi et al., 2020). H3R func-
tions as a presynaptic inhibitory autoreceptor and diminishes 

F I G U R E  3   The 293-kb BAC clone (RP23-40N15) containing all Hdc exons and 120 kb of 5′ and 148 kb of 3′ flanking sequence was 
modified by inserting GFP (green fluorescence protein) cDNA into the 1st exon. The mast cell- and basophil-specific cis-regulatory elements are 
located in proximity to the Hdc gene. Other myeloid lineage cell-directed elements are located further than the 10-kb upstream region

M

F I G U R E  4   Examples of the 
pleiotropic functions of histamine produced 
in myeloid lineage cells
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the release of neurotransmitters (Haas et al., 2008; Tiligade 
& Ennis, 2020). H3R signaling reportedly eliminates neu-
rogenic activation of the immune response, which might 
underlie the anti-inflammatory efficacy of the H3R agonist 
(Krementsov et al., 2013).

The implication of histamine in cancer biology has 
been receiving broad interest. It has been generally recog-
nized that tumorigenesis is associated with the recruitment 
of CD11b+Ly6G+ tumor-associated neutrophils (TANs) 
(Flavell, Sanjabi, Wrzesinski, & Licona-Limon, 2010; 
Mantovani, Sozzani, Locati, Allavena, & Sica, 2002). In par-
ticular, N2-type TANs support tumor growth by participat-
ing in the tumor-supportive microenvironment (Fridlender 
et  al.,  2009). It has been shown that histamine promotes 
the cellular differentiation of TANs through H1R or H2R, 
which diminishes the tumor-supportive microenvironment; 
therefore, histamine may function against tumorigenesis 
(Figure 4) (Yang et al., 2011).

5  |   IMMUNOMODULATORY ROLE 
OF HISTAMINE IN SEPSIS

Sepsis is defined as systemic inflammatory response 
syndrome (SIRS), and the mortality can reach 25%–40% 
(Singer et al., 2016). Despite increasing demand for the 
sepsis treatments, the mechanistic aspects underlying mul-
tiorgan failures in sepsis remain largely elusive. Under sep-
tic conditions, pro-inflammatory cytokines, such as TNFα 
and IL-6, evoke cytokine storms, which are responsible 
for tissue damage during sepsis. Septic patients show in-
creased histamine levels in peripheral blood, suggesting 
potential involvement of histamine in the pathogenesis of 
sepsis (Neugebauer et  al.,  1996). Animal models of sep-
sis with cecal ligation puncture (CLP) or administration 
of LPS are associated with increased Hdc expression and 
increased histamine levels in the liver, kidney and lung 
(Hattori et  al.,  2016). Analysis using Hdc-deficient mice 
showed that the increase in TNFα, IL-1b, IL-6 and MCP1 
levels in sepsis was attenuated when there was a lack of 
histamine, indicating that the induced histamine promotes 
the production of the pro-inflammatory cytokines (Hattori 
et  al.,  2016). Many of these pro-inflammatory cytokines 
are under the regulation of the transcription factor NF-κB. 
In the lungs of Hdc-deficient mice, nuclear levels of NF-κB 
under CLP-induced sepsis were significantly lowered 
(Hattori et  al.,  2016). This result suggests that histamine 
enhances NF-kB activity and thereby induces the synthesis 
of pro-inflammatory cytokines and chemokines. Analysis 
using H1R and H2R knockout mice showed that this effect 
was mediated by H1R and H2R (Hattori et  al.,  2016). In 
contrast, a separate study reported that the Hdc-deficient 
mice exhibited enhanced recruitment of macrophages and 

neutrophils in peritoneal cavity upon bacterial inoculation 
(Hori et al., 2002). Consequently, the Hdc-deficient mice 
showed the increased level of serum pro-inflammatory cy-
tokines, suggesting anti-inflammatory activity of histamine 
(Hori et al., 2002). These pleiotropic activities of histamine 
should be precisely assessed in each disease stage during 
sepsis progression.

6  |   HISTAMINE-PRODUCING 
CELLS IN SEPSIS

Identification of the histamine-producing cells under septic 
conditions will be valuable in understanding the etiology and 
developing an efficient therapeutic strategy. To delve into 
this, we induced sepsis in the Hdc-BAC-GFP mouse by LPS 
administration and examined whether the tissue distribution 
and the number of histamine-producing cells were altered. 
We found that the GFP-positive histamine-producing neu-
trophils were dramatically increased in lung and circulating 
peripheral blood under septic conditions (Takai et al., 2019). 
Mass spectrometry analysis showed that the GFP fluores-
cence level was increased in parallel with the increased his-
tamine synthesis in the neutrophils upon LPS administration 
(Takai et al., 2019). These results show that the infiltrating 
neutrophils may be the major histamine source populations in 
the septic lung and thus can be a hopeful target for treatment 
(Takai et al., 2019). Hdc-BAC-GFP mouse will be useful to 
identify source of histamine in various other disease contexts 
as well.

7  |   PERSPECTIVE

To achieve a comprehensive understanding of the hista-
mine-mediated etiology of allergic and inflammatory dis-
eases, elucidation of the histamine-producing population 
in each disease condition is undoubtedly of importance. In 
particular, recent studies shed light on histamine-produc-
ing myeloid lineage cells that are responsible for various 
pathological processes as well as physiological homeo-
stasis (Figure 4). Further studies are needed to clarify the 
regulatory mechanism of Hdc gene induction in these my-
eloid lineage cells. For these purposes, the Hdc-BAC-GFP 
mouse will serve as a valuable experimental tool to dissect 
the upstream signals and clarify putative cis-regulatory 
element(s) that activate Hdc gene expression. Additionally, 
the Hdc-BAC-GFP mouse would be useful to detect his-
tamine-producing cell population both in physiological 
and disease conditions. By identifying these cellular and 
molecular mechanisms, we can begin to understand the 
etiological basis and open new therapeutic avenues to cir-
cumvent allergic and inflammatory diseases.



448  |      Genes to Cells MORIGUCHI and TAKAI

ACKNOWLEDGMENTS
This work was supported by Grant-in-Aid for Scientific 
Research (C) from JSPS and on Innovative Areas from 
MEXT (grant 19K07388 and grant 18H05041).

ORCID
Takashi Moriguchi   https://orcid.
org/0000-0002-5341-8932 

REFERENCES
Ai, W., Liu, Y., Langlois, M., & Wang, T. C. (2004). Kruppel-like factor 

4 (KLF4) represses histidine decarboxylase gene expression through 
an upstream Sp1 site and downstream gastrin responsive elements. 
The Journal of Biological Chemistry, 279, 8684–8693. https://doi.
org/10.1074/jbc.M3082​78200

Ai, W., Zheng, H., Yang, X., Liu, Y., & Wang, T. C. (2007). Tip60 func-
tions as a potential corepressor of KLF4 in regulation of HDC pro-
moter activity. Nucleic Acids Research, 35, 6137–6149. https://doi.
org/10.1093/nar/gkm656

Anderson, R., Glover, A., & Rabson, A. R. (1977). The in vitro effects 
of histamine and metiamide on neutrophil motility and their rela-
tionship to intracellular cyclic nucleotide levels. The Journal of 
Immunology, 118, 1690–1696.

Azuma, Y., Shinohara, M., Wang, P. L., Hidaka, A., & Ohura, K. (2001). 
Histamine inhibits chemotaxis, phagocytosis, superoxide anion pro-
duction, and the production of TNFalpha and IL-12 by macrophages 
via H2-receptors. International Immunopharmacology, 1, 1867–
1875. https://doi.org/10.1016/S1567​-5769(01)00112​-6

Bissonnette, E. Y. (1996). Histamine inhibits tumor necrosis factor 
alpha release by mast cells through H2 and H3 receptors. American 
Journal of Respiratory Cell and Molecular Biology, 14, 620–626. 
https://doi.org/10.1165/ajrcmb.14.6.8652190

Branco, A. C. C. C., Yoshikawa, F. S. Y., Pietrobon, A. J., & Sato, M. N. 
(2018). Role of histamine in modulating the immune response and 
inflammation. Mediators of Inflammation, 2018, 9524075. https://
doi.org/10.1155/2018/9524075

Chen, J., Hong, T., Ding, S., Deng, L., Abudupataer, M., Zhang, W., … 
Yang, X. (2017). Aggravated myocardial infarction-induced cardiac 
remodeling and heart failure in histamine-deficient mice. Scientific 
Reports, 7, 44007. https://doi.org/10.1038/srep4​4007

Chen, X., Deng, H., Churchill, M. J., Luchsinger, L. L., Du, X., Chu, 
T. H., … Wang, T. C. (2017). Bone marrow myeloid cells regu-
late myeloid-biased hematopoietic stem cells via a histamine-de-
pendent feedback loop. Cell Stem Cell, 21, 747–760. https://doi.
org/10.1016/j.stem.2017.11.003

Clejan, S., Japa, S., Clemetson, C., Hasabnis, S. S., David, O., & Talano, 
J. V. (2002). Blood histamine is associated with coronary artery dis-
ease, cardiac events and severity of inflammation and atheroscle-
rosis. Journal of Cellular and Molecular Medicine, 6, 583–592. 
https://doi.org/10.1111/j.1582-4934.2002.tb004​56.x

Cowden, J. M., Yu, F., Banie, H., Farahani, M., Ling, P., Nguyen, S., & 
Dunford, P. J. (2014). The histamine H4 receptor mediates inflam-
mation and Th17 responses in preclinical models of arthritis. Annals 
of the Rheumatic Diseases, 73, 600–608. https://doi.org/10.1136/
annrh​eumdi​s-2013-203832

Dimitriadou, V., Rouleau, A., Tuong, M. D. T., Newlands, G. J. F., 
Miller, H. R. P., Luffau, G., … Garbarg, M. (1994). Functional rela-
tionship between mast cells and C-sensitive nerve fibres evidenced 

by histamine H3-receptor modulation in rat lung and spleen. Clinical 
Science, 87, 151–163. https://doi.org/10.1042/cs087​0151

Flavell, R. A., Sanjabi, S., Wrzesinski, S. H., & Licona-Limon, P. 
(2010). The polarization of immune cells in the tumour environment 
by TGFβ. Nature Reviews Immunology, 10, 554–567. https://doi.
org/10.1038/nri2808

Fridlender, Z. G., Sun, J., Kim, S., Kapoor, V., Cheng, G., Ling, L., … 
Albelda, S. M. (2009). Polarization of tumor-associated neutrophil 
phenotype by TGF-beta: "N1" versus "N2" TAN. Cancer Cell, 16, 
183–194. https://doi.org/10.1016/j.ccr.2009.06.017

Gilfillan, A. M., & Tkaczyk, C. (2006). Integrated signalling pathways 
for mast-cell activation. Nature Reviews Immunology, 6, 218–230. 
https://doi.org/10.1038/nri1782

Haas, H. L., Sergeeva, O. A., & Selbach, O. (2008). Histamine in the 
nervous system. Physiological Reviews, 88, 1183–1241. https://doi.
org/10.1152/physr​ev.00043.2007

Hattori, M., Yamazaki, M., Ohashi, W., Tanaka, S., Hattori, K., 
Todoroki, K., … Hattori, Y. (2016). Critical role of endogenous 
histamine in promoting end-organ tissue injury in sepsis. Intensive 
Care Medicine Experimental, 4, 36. https://doi.org/10.1186/s4063​
5-016-0109-y

Hirasawa, N. (2019). Expression of histidine decarboxylase and its roles 
in inflammation. International Journal of Molecular Sciences, 20, 
376. https://doi.org/10.3390/ijms2​0020376

Hirasawa, N., Torigoe, M., Kano, K., & Ohuchi, K. (2006). Involvement of 
Sp1 in lipopolysaccharide-induced expression of HDC mRNA in RAW 
264 cells. Biochemical and Biophysical Research Communications, 
349, 833–837. https://doi.org/10.1016/j.bbrc.2006.08.104

Hori, Y., Nihei, Y., Kurokawa, Y., Kuramasu, A., Makabe-Kobayashi, Y., 
Terui, T., … Ohtsu, H. (2002). Accelerated clearance of Escherichia 
coli in experimental peritonitis of histamine-deficient mice. The 
Journal of Immunology, 169, 1978–1983. https://doi.org/10.4049/
jimmu​nol.169.4.1978

Kollb-Sielecka, M., Demolis, P., Emmerich, J., Markey, G., Salmonson, 
T., & Haas, M. (2017). The European Medicines Agency review 
of pitolisant for treatment of narcolepsy: Summary of the scientific 
assessment by the Committee for Medicinal Products for Human 
Use. Sleep Medicine, 33, 125–129. https://doi.org/10.1016/j.
sleep.2017.01.002

Krementsov, D. N., Wall, E. H., Martin, R. A., Subramanian, M., 
Noubade, R., Rio, R. D., … Teuscher, C. (2013). Histamine H(3) 
receptor integrates peripheral inflammatory signals in the neuro-
genic control of immune responses and autoimmune disease sus-
ceptibility. PLoS ONE, 8, e62743. https://doi.org/10.1371/journ​
al.pone.0062743

Kuramasu, A., Saito, H., Suzuki, S., Watanabe, T., & Ohtsu, H. (1998). 
Mast cell-/basophil-specific transcriptional regulation of human 
L-histidine decarboxylase gene by CpG methylation in the promoter 
region. The Journal of Biological Chemistry, 273, 31607–31614. 
https://doi.org/10.1074/jbc.273.47.31607

Li, Y., Liu, B., Harmacek, L., Long, Z., Liang, J., Lukin, K., … Huang, 
H. (2018). The transcription factors GATA2 and microphthal-
mia-associated transcription factor regulate Hdc gene expression 
in mast cells and are required for IgE/mast cell-mediated anaphy-
laxis. Journal of Allergy and Clinical Immunology, 142, 1173–1184. 
https://doi.org/10.1016/j.jaci.2017.10.043

Lichtenstein, L. M., & Gillespie, E. (1973). Inhibition of histamine re-
lease by histamine controlled by H2 receptor. Nature, 244, 287–288. 
https://doi.org/10.1038/244287a0

https://orcid.org/0000-0002-5341-8932
https://orcid.org/0000-0002-5341-8932
https://orcid.org/0000-0002-5341-8932
https://doi.org/10.1074/jbc.M308278200
https://doi.org/10.1074/jbc.M308278200
https://doi.org/10.1093/nar/gkm656
https://doi.org/10.1093/nar/gkm656
https://doi.org/10.1016/S1567-5769(01)00112-6
https://doi.org/10.1165/ajrcmb.14.6.8652190
https://doi.org/10.1155/2018/9524075
https://doi.org/10.1155/2018/9524075
https://doi.org/10.1038/srep44007
https://doi.org/10.1016/j.stem.2017.11.003
https://doi.org/10.1016/j.stem.2017.11.003
https://doi.org/10.1111/j.1582-4934.2002.tb00456.x
https://doi.org/10.1136/annrheumdis-2013-203832
https://doi.org/10.1136/annrheumdis-2013-203832
https://doi.org/10.1042/cs0870151
https://doi.org/10.1038/nri2808
https://doi.org/10.1038/nri2808
https://doi.org/10.1016/j.ccr.2009.06.017
https://doi.org/10.1038/nri1782
https://doi.org/10.1152/physrev.00043.2007
https://doi.org/10.1152/physrev.00043.2007
https://doi.org/10.1186/s40635-016-0109-y
https://doi.org/10.1186/s40635-016-0109-y
https://doi.org/10.3390/ijms20020376
https://doi.org/10.1016/j.bbrc.2006.08.104
https://doi.org/10.4049/jimmunol.169.4.1978
https://doi.org/10.4049/jimmunol.169.4.1978
https://doi.org/10.1016/j.sleep.2017.01.002
https://doi.org/10.1016/j.sleep.2017.01.002
https://doi.org/10.1371/journal.pone.0062743
https://doi.org/10.1371/journal.pone.0062743
https://doi.org/10.1074/jbc.273.47.31607
https://doi.org/10.1016/j.jaci.2017.10.043
https://doi.org/10.1038/244287a0


      |  449Genes to CellsMORIGUCHI and TAKAI

Mantovani, A., Sozzani, S., Locati, M., Allavena, P., & Sica, A. (2002). 
Macrophage polarization: Tumor-associated macrophages as a para-
digm for polarized M2 mononuclear phagocytes. Trends in Immunology, 
23, 549–555. https://doi.org/10.1016/s1471​-4906(02)02302​-5

Masini, E., Blandina, P., Brunelleschi, S., & Mannaioni, P. F. (1982). 
Evidence for H2-receptor-mediated inhibition of histamine release 
from isolated rat mast cells. Agents and Actions, 12, 85–88. https://
doi.org/10.1007/BF019​65111

Neugebauer, E., Lorenz, W., Rixen, D., Stinner, B., Sauer, S., & Dietz, 
W. (1996). Histamine release in sepsis: A prospective, controlled, 
clinical study. Critical Care Medicine, 24, 1670–1677. https://doi.
org/10.1097/00003​246-19961​0000-00012

Nishimura, K., Okamoto, M., Shibue, R., Mizuta, T., Shibayama, T., 
Yoshino, T., … Igarashi, K. (2020). KLF4 is required for suppres-
sion of histamine synthesis by polyamines during bone marrow-de-
rived mast cell differentiation. PLoS ONE, 15, e0229744. https://
doi.org/10.1371/journ​al.pone.0229744

Noguchi, K., Ishida, J., Kim, J.-D., Muromachi, N., Kako, K., Mizukami, 
H., … Fukamizu, A. (2020). Histamine receptor agonist alleviates 
severe cardiorenal damages by eliciting anti-inflammatory pro-
gramming. Proceedings of the National Academy of Sciences of the 
United States of America, 117, 3150–3156. https://doi.org/10.1073/
pnas.19091​24117

Singer, M., Deutschman, C. S., Seymour, C. W., Shankar-Hari, 
M., Annane, D., Bauer, M., … Angus, D. C. (2016). The Third 
International Consensus definitions for sepsis and septic shock (sep-
sis-3). Journal of the American Medical Association, 315, 801–810. 
https://doi.org/10.1001/jama.2016.0287

Suzuki-Ishigaki, S., Numayama-Tsuruta, K., Kuramasu, A., Sakurai, E., 
Makabe, Y., Shimura, S., … Ohtsu, H. (2000). The mouse l-histi-
dine decarboxylase gene: Structure and transcriptional regulation by 
CpG methylation in the promoter region. Nucleic Acids Research, 
28, 2627–2633. https://doi.org/10.1093/nar/28.14.2627

Takai, J., Ohtsu, H., Sato, A., Uemura, S., Fujimura, T., Yamamoto, M., 
& Moriguchi, T. (2019). Lipopolysaccharide-induced expansion of 
histidine decarboxylase-expressing Ly6G+ myeloid cells identified 
by exploiting histidine decarboxylase BAC-GFP transgenic mice. 
Scientific Reports, 9, 15603. https://doi.org/10.1038/s4159​8-019-
51716​-6

Tanaka, S., Hamada, K., Yamada, N., Sugita, Y., Tonai, S., Hunyady, B., 
… Nagy, A. (2002). Gastric acid secretion in L-histidine decarbox-
ylase-deficient mice. Gastroenterology, 122, 145–155. https://doi.
org/10.1053/gast.2002.30312

Teuscher, C., Subramanian, M., Noubade, R., Gao, J. F., Offner, H., 
Zachary, J. F., & Blankenhorn, E. P. (2007). Central histamine H3 
receptor signaling negatively regulates susceptibility to autoimmune 
inflammatory disease of the CNS. Proceedings of the National 
Academy of Sciences of the United States of America, 104, 10146–
10151. https://doi.org/10.1073/pnas.07022​91104

Tiligade, E., & Ennis, M. (2020). Histamine pharmacology: From Sir 
Henry Dale to the 21st century. The British Journal of Pharmacology, 
177, 469–489. https://doi.org/10.1111/bph.14524

Walter, M., Kottke, T., & Stark, H. (2011). The histamine H₄ re-
ceptor: Targeting inflammatory disorders. The European 
Journal of Pharmacology, 668, 1–5. https://doi.org/10.1016/j.
ejphar.2011.06.029

Wang, S. R., & Zweiman, B. (1978). Histamine suppression of human 
lymphocyte responses to mitogens. Cellular Immunology, 36, 28–
36. https://doi.org/10.1016/0008-8749(78)90247​-2

Yang, X. D., Ai, W., Asfaha, S., Bhagat, G., Friedman, R. A., Jin, G., 
… Wang, T. C. (2011). Histamine deficiency promotes inflamma-
tion-associated carcinogenesis through reduced myeloid matura-
tion and accumulation of CD11b+Ly6G+ immature myeloid cells. 
Nature Medicine, 17, 87–95. https://doi.org/10.1038/nm.2278

Zdravkovic, V., Pantovic, S., Rosic, G., Tomic-Lucic, A., Zdravkovic, 
N., Colic, M., … Rosic, M. (2011). Histamine blood concentra-
tion in ischemic heart disease patients. Journal of Biomedicine and 
Biotechnology, 2011, 315709. https://doi.org/10.1155/2011/315709

How to cite this article: Moriguchi T, Takai J. 
Histamine and histidine decarboxylase: 
Immunomodulatory functions and regulatory 
mechanisms. Genes Cells. 2020;25:443–449. https://doi.
org/10.1111/gtc.12774

https://doi.org/10.1016/s1471-4906(02)02302-5
https://doi.org/10.1007/BF01965111
https://doi.org/10.1007/BF01965111
https://doi.org/10.1097/00003246-199610000-00012
https://doi.org/10.1097/00003246-199610000-00012
https://doi.org/10.1371/journal.pone.0229744
https://doi.org/10.1371/journal.pone.0229744
https://doi.org/10.1073/pnas.1909124117
https://doi.org/10.1073/pnas.1909124117
https://doi.org/10.1001/jama.2016.0287
https://doi.org/10.1093/nar/28.14.2627
https://doi.org/10.1038/s41598-019-51716-6
https://doi.org/10.1038/s41598-019-51716-6
https://doi.org/10.1053/gast.2002.30312
https://doi.org/10.1053/gast.2002.30312
https://doi.org/10.1073/pnas.0702291104
https://doi.org/10.1111/bph.14524
https://doi.org/10.1016/j.ejphar.2011.06.029
https://doi.org/10.1016/j.ejphar.2011.06.029
https://doi.org/10.1016/0008-8749(78)90247-2
https://doi.org/10.1038/nm.2278
https://doi.org/10.1155/2011/315709
https://doi.org/10.1111/gtc.12774
https://doi.org/10.1111/gtc.12774

