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Comparison
of traditional and new generation
DNA markers declares high genetic
diversity and differentiated
population structure of wild
almond species

Karim Sorkheh, Mehrana Koohi Dehkordi, Sezai Ercisli, Attila Hegedus & Julia Halasz

Retraction of: Scientific Reports https://doi.org/10.1038/s41598-017-06084-4, published online 20 July 2017
The Editors have retracted this article.

After publication concerns were raised that there were anomalies in Supplementary Figures 1 and 2. However,
the authors were unable to provide higher resolution images to allow the veracity of these data to be confirmed.
Additionally the graph showing the genetic diversity of the wild almond species, which is a part of Figures 1, 2,
3 and 5, appears to be a duplication of a graph showing the genetic diversity of the liquorice species in Figure 2
in Hakimi et al.!, of the barley species in Figure 2 in Rouhain et al.%, and of olive species in Figures 1 and 2 in
Khaleghi et al.®.

The Editors therefore no longer have confidence in the validity of the results and conclusions reported in this
article.

All authors agree with the retraction.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International

License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the
Creative Commons licence, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.
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