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A High-Throughput Screen for Transcription Activation Domains
Reveals Their Sequence Features and Permits Prediction by
Deep Learning

Ariel Erijman, Lukasz Kozlowski, Salma Sohrabi-Jahromi, James Fishburn, Linda Warfield,
Jacob Schreiber, William S. Noble, Johannes Séding”, Steven Hahn”

The authors discovered an error in Figure 7A of thisarticle. In the lower panel, the blue and
gray line colors were switched when making the plot. The figure has since been replaced
online. The text and figure legend remain correct, and there are no changes to the
conclusions of the article. The authors apologize for the error.

"Correspondence: soeding@mpibpc.mpg.de (J.S.), shahn@fredhutch.org (S.H.).



1duosnuey Joyiny 1duosnuepy Joyiny 1duosnuepy Joyiny

1duosnuey Joyiny

Erijman et al. Page 2

>

£ 15
GE) 5
= 1.0+- WGP TN E——— -
L2
L .
g 0.5
=) 0 human
< 0.0- fly
10-2 N yeast
()
=
¢ 107t
a
0 S — e S —
i 1 20 30 40 50
Minimum length of predicted AD
Figure 7A.

Properties of Predicted AD Regions (corrected)
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Figure 7A.

Properties of Predicted AD Regions (original)
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