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Long non-coding RNA LINC01106 regulates colorectal cancer cell proliferation and

apoptosis through the STAT3 pathway
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Abstract: Objective To investigate the expression of LINC01106 in colorectal cancer and its role in regulating the proliferation
and apoptosis of colorectal cancer cells. Methods We analyzed the data of LINC01106 expression levels in tumor tissues and
normal tissues of patients with colorectal cancer in TCGA database and explored the association of LINC01106 expression level
with the prognosis of the patients. Colorectal cancer SW480 cell lines with LINC01106 knockdown or overexpression were
established, and their proliferation and apoptosis relative to the parental cells were evaluated using CCK-8 assay and flow
cytometry, respectively. The expressions of p-STAT3, STAT3, and Bcl-2 in the cells were detected by immunoblotting. Nude
mouse models bearing xenografts of SW480 cells with LINC01106 knockdown or naive SW480 cells were established to
observe the effect of LINC01106 knockdown on the growth of SW480 cells in vivo. Results Analysis of the data from TCGA
database showed that the expression level of LINC01106 was significantly higher in colorectal cancer tissues than in normal
tissues, and LINC01106 expression level was significantly related to the prognosis of the patients (P<0.05). Knockdown of
LINC01106 significantly inhibited the proliferation and promoted apoptosis of SW480 cells (P<0.05), while LINC01106
overexpression significantly promoted proliferation of the cells. LINC01106 knockdown in SW-480 cells obviously lowered the
expressions of p- STAT3 and Bcl-2 and suppressed the growth of the xenograft in nude mice. Conclusion LINC01106 is
significantly up-regulated in colorectal cancer tissue and is related to the prognosis of the patients. LINC01106 can regulate the
proliferation and apoptosis of SW480 cells through STAT3/Bcl-2 signaling and may serve as a potential marker for the
diagnosis and prognostic evaluation of colorectal cancer.
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Fig.1 Relationship between expression of LINC01106 and prognosis of patients

with colorectal cancer. A: Expressions of LINC01106 in colorectal cancer tissue and

normal tissue; B: Kaplan-Meier survival curves of patients with high and low
expressions of LINC01106. *P<0.05 for comparison between tumor group and

normal group.
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