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[Abstract] Veillonella species, known as the early colonizer of oral biofilm, are prevalent in oral microbiota. Seven Veillo-
nella species have been isolated from oral cavity. Their distribution varies not only with different people but also with different
sites in the oral cavity. Oral Veillonella are associated with oral diseases. They contribute to the adhesion of Streptococcus
mutans and consume the lactate generated by streptococci. Veillonella species play an important role in the occurrence and
development of periodontal diseases by providing adhesion sites for Porphyromonas gingivalis and boosting immune responses.
The production of lipopolysaccharide and H,S is related to other oral diseases, such as pulpitis, periapical periodontitis, and
halitosis. Several studies have been conducted on the relationship between FVeillonella and oral diseases and the interaction
between Feillonella and other pathological microorganisms, but limited knowledge is available at the molecular level. This
article reviews the research progress in the relationship between JVeillonella and oral infectious diseases, such as dental caries
and periodontal diseases.
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TR R K AR B0 A A AILIR AT A Sl =5 SR BRTAT Y
IR, V. disparflV. atypicae: 1 A ER Eh 0 5 41 B
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Fig 1 The internaction between S. mutans, S. gordonii and Veillonella
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Fig 2 The internaction between V. atypica, S. gordonii and P. gingivalis
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