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Corrigendum: Updated classification of norovirus genogroups 
and genotypes

Preeti Chhabra1,*, Miranda de Graaf2, Gabriel I. Parra3, Martin Chi-Wai Chan4, Kim Green5, Vito Martella6, Qiuhong Wang7, 

Peter A. White8, Kazuhiko Katayama9, Harry Vennema10, Marion P. G. Koopmans2 and Jan Vinjé1

Journal of General Virology 2020;100:1393-1406, doi: 10.1099/jgv.0.001318

The genotypes referred to in this article were stated incorrectly. The genotype number 49 should have been stated as 48 and the 
number 27 should have been stated as 26. These errors occurred in the 'Abstract' section on page 1, in the ‘Discussion’ section 
on page 11, and within Fig. 5 on page 12.

The sentence in the 'Abstract' should have read:

‘Using previously described 2× standard deviation (sd) criteria to group sequences into separate clusters, we expanded the number 
of genogroups to 10 (GI-GX) and the number of genotypes to 48 (9 GI, 26 GII, 3 GIII, 2 GIV, 2 GV, 2 GVI and 1 genotype each 
for GVII, GVIII, GIX [formerly GII.15] and GX).’

The sentence in the 'Discussion' section on page 11 should have read:

‘Viruses in these ten genogroups can be further divided into 48 confirmed capsid genotypes based on amino acids of the complete 
VP1 and 60 confirmed P-types based on partial nucleotide sequences of RdRp regions.’

Fig. 5 on page 12 erroneously stated ‘27+2T’. This should have been stated as ‘26+2T’.

The authors apologise for any inconvenience.
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