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In the originally published version of this manuscript, Figure 3C. depicts an ultrametric tree showing gene family evolution and estimated spe-
cies divergence times. In the published version of this figure, some branch labels (divergence times) and pie charts were inadvertently switched.
The authors calculated the divergence times and pie charts correctly. However, an error was made in the plotting of the ultrametric tree when
the branches were rotated to be concordant with the cladogram in panel B. This single mistyped variable in the R code resulted in the branches
being rotated but the labels and pie charts were not. The correct branch labels in order of divergence are: O. basilicum: 42.7; ancestral branch
of R. officinalis & Origanum spp.: 8.6; R. officinalis: 34.1; ancestral branch of Origanum spp.: 26.6; O. vulgare: 7.6, O. majorana: 7.6.

The authors apologize for this error which, has now been corrected online.
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