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Corrigendum
RNAIndel: discovering somatic coding indels from
tumor RNA-Seq data

Kohei Hagiwara, Liang Ding, Michael N. Edmonson, Stephen V. Rice, Scott Newman,
John Easton, Juncheng Dai, Soheil Meshinchi, Rhonda E. Ries, Michael Rusch and
Jinghui Zhang

Bioinformatics (2019) doi: 10.1093/bioinformatics/btz753 Corrected version:
In the above paper, Table 4 has been corrected as follows.
TPR Median #FP/Sample
Original:
Mutect2 RNAIndel Mutect2 RNAIndel
NSCLC PON + - 4+ - 4+ — + -
TPR #False Positives (n=90) s 0.464 0.485 0.887 0.887 50 94 5 6
m 0.603 0.603 0.941 0.941 16 26 7 7
NSCLC Mutect2 RNAIndel Mutect2 ~ RNAlndel
(n=90)
PON + - + - + -+ -

0.464 0.485 0.887 0.887 94 50 6 5
m 0.603 0.603 0.941 0941 26 16 7 7

“

©The Author(s) 2020. Published by Oxford University Press. All rights reserved. For permissions, please e-mail: journals.permissions@oup.com 4231


https://academic.oup.com/

