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On page 4891, the color scale in Figure 2 and the color key in the figure legend were incorrect. The
corrected Figure 2 and legend are shown below. The errors have been corrected in the published article.
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Figure 2. Classification of post-PV/ET AML accord- = = H m .
ing to their mutational landscape. Heat map based ]
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(blue), long-term (orange), and intermediate (green)

transformation.
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