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ABSTRACT
Camellia octopetala is a native oil tree species in the south of China and is also a unique natural
Chinese woody edible oil species. In the study, the complete plastid genome was assembled and anno-
tated, the genome full-length is 156,615bp, contains a large single-copy (LSC) region with 86,273bp, a
small single-copy (SSC) region with 18,410bp, two invert repeats (IR) regions with 25,966bp. The plas-
tid genome contains 135 genes, 90 protein-coding genes, 37 tRNA genes, and 8 rRNA genes.
Phylogenetic analysis shows C. octopetala sister to C. crapnelliana and embedded in Camellia.
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Camellia octopetala belongs to Camellia genus which con-
tains about 120 species all over the world (eFloras 2008).
China is a Camellia hot spot which contains 97 species (76
endemic) and mainly distributed in Yunan Province, Guangxi
Province, Guangdong Province, Sichuan Province of China.

Camellia octopetala is an evergreen microphanerophyte
which is mostly discovered in the understory of the forest
with high air humidity, south of China. The species is an eco-
nomic species which is known for its high oil content of its
seeds, similar with the C. oleifera (Zhang et al. 2017).

Figure 1. Phylogenetic analysis of 20 species of Theaceae based on plastid genome sequences by RAxML, bootstrap support value near the branch.
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Here, we present the study which was assembled and charac-
terized the plastid genome of C. octopelata as a resource for
evolution and breeding research.

The plant sample of C. octopetala was collected from
Fujian province, China (Youxi, Sanming: 118�1503200E,
26�2200700N) and dried into silica gel immediately. The vou-
cher specimen is deposited at the Herbarium of College of
Forestry, Fujian Agriculture and Forestry University (specimen
code FJFC04028). DNA extraction from fresh leaf tissue and
randomly interrupted using the Covaris ultrasonic breaker for
library construction. The 350 bp library was prepared with a
NEBNextVR Ultra TM DNA Library Prep Kit for Illumina (NEB,
Ipswich, MA, USA). Genome was sequenced by PE150 by
Illumina Novaseq platform, approximately 10GB data gener-
ated. Raw data quality trimmed by NGSQC with default
parameters. Complete plastid genome of C. octopetala was
assembled by SPAdes 3.9.0 (Bankevich et al. 2012) and
MITObim v1.8 (Hahn et al. 2013) with default parameters.
Assembled chloroplast genome annotation by DOGMA
(Wyman et al., 2004) and CpGAVAS (Liu et al. 2012). The
annotation result was drawn with OGDRAW (http://ogdraw.
mpimp-golm.mpg.de/) (Lohse et al. 2013).

The complete plastid genome sequence of C. octopetala
(GenBank accession MN095258) was 156,615 bp in length
with a large single-copy (LSC) region of 86,273 bp, a small
single-copy (SSC) region of 18,410 bp, and a pair of inverted
repeats (IR) regions of 25,966 bp. Complete chloroplast gen-
ome contains 135 genes. There were 90 protein-coding
genes, 37 tRNA genes, and 8 rRNA genes. The complete gen-
ome GC content was 37.3%. To study the phylogenetic rela-
tionship of C. octopetala with other members of Theaceae, 19
species (five species of Camellia, two species of Polyspora,
one species of Tutcheria, two species of Pyrenaria, one spe-
cies of Apterosperma, two species of Schima, one species of
Franklinia, two species of Gordonia, three species of
Stewartia) of Theaceae (Yu et al. 2017), all are from NCBI
GenBank. The sequences were aligned by MAFFT v7.307
(Katoh and Standley 2013) and phylogenetic tree constructed
by RAxML (Stamatakis et al. 2008) (Figure 1). Camellia
octopetala, sister to C. crapnelliana, and genus Camellia is
monophyletic group embedded in Theaceae with strong
bootstrap support.
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