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Dynamic Transcriptional Responses to Injury of Regenerative
and Non-regenerative Cardiomyocytes Revealed by Single-
Nucleus RNA Sequencing

Miao Cui, Zhaoning Wang, Kenian Chen, Akansha M. Shah, Wei Tan, Lauren Duan, Efrain
Sanchez-Ortiz, Hui Li, Lin Xu, Ning Liu, Rhonda Bassel-Duby, Eric N. Olson”

Due to a Cell Press Production error, Figures 2B and 2C in the originally published version
of this article were incorrectly labeled. In Figure 2B, the protein names cTnT and Xirp2, as
well as TUNEL staining and the merged channel, were incorrectly labeled as their channel
color. In Figure 2C, Cd44, Xirp2, cTnT, and the merged channel were similarly mislabeled.
The figure has now been corrected online. The journal regrets the error and apologizes to the
authors and readers for any inconvenience or confusion.
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Figure2.
Identification of the Hypertrophic Response of CM5 Cardiomyocytes following Injury

(corrected)
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