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Publisher Correction: Genomic epidemiology reveals multiple introductions of 
SARS-CoV-2 from mainland Europe into Scotland
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Correction to: Nature Microbiology https://doi.org/10.1038/s41564-020-00838-z, published online 21 December 2020.

In the PDF version of this Article originally published, authors Ana da Silva Filipe, James G. Shepherd, Thomas Williams and Joseph 
Hughes were mistakenly affiliated with the London School of Hygiene and Tropical Medicine; instead, they should have been listed as 
equally contributing authors. Also, Matthew T. G. Holden, David L. Robertson, Kate Templeton and Emma C. Thomson were incorrectly 
listed as equally contributing authors; they should have been jointly supervising authors. These errors have been corrected.

*A list of authors and their affiliations appears online.
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