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The authors have recently noticed that the published version of description, interpretation, or the original conclusions of the manu-
this article contained errors in Fig. 4i and Fig. 7d. These inadvertent script. The authors apologize for any inconvenience caused by these
errors were made during figure preparation. The corrected Fig. 4 unintentional errors.
and Fig. 7 are presented below. These corrections do not change the
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Fig. 4. circPICALM binds to and sponges miR-1265. a. RIP assay for circPICALM and PICALM mRNA fold changes in BC cells using anti-Ago2 or IgG antibodies. IgG was used as a nega-
tive control. b. Schematic illustration of the predicted binding sites between circPICALM and seven candidate miRNAs. c. and d. RNA pull-down assay with circPICALM or oligo
probes, validated by gel electrophoresis and RT-PCR. e. Relative levels of seven candidate miRNAs in cell lysate pulled down by oligo or circPICALM probes were detected by RT-PCR.
f. A dual-luciferase reporter assay in HEK-293T cells to prove the interaction between circPICALM and miR-1265. Wild-type or mutant circPICALM sequences were cloned into psi-
CHECK-2 plasmids. Rluc intensity was normalized to firefly luciferase activity. g. Part of wild-type and mutant circPICALM sequences for the dual-luciferase reporter assay and the
binding site for miR-1265. h. Biotin-labelled miR-1265 probe capture in circPICALM overexpression T24 and UM-UC-3 cells. The RNA abundance was measured by RT-PCR and nor-
malized to input. i. Colocalization of miR-1265 and circPICALM in UM-UC-3 cells, demonstrated by FISH. Probe for miR-1265 was labelled by FAM and probe for circPICALM was
labelled by cy3. Scale bar, 10 ium. (Data are presented as the mean & SD, n = 3. Unpaired, two-tailed student’s t test, *p<0.05, **p<0.01)
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Fig. 7. STEAP4 decreases the pFAK/FAK ratio and influences EMT. a. Co-IP using anti-Flag antibody or IgG in wild-type BC cells or cells stably expressing STEAP4-3 x Flag. Proteins
immunoprecipitated were detected by western blotting with anti-FAK and anti-Flag antibodies. b. and c. Western blotting showed FAK and its phosphorylation form in T24 and
UM-UC-3 cells when silencing or overexpressing STEAP4. d. FAK Inhibitor 14 could eliminate the pro-metastasis effect of STEAP4 silencing, indicated by migration and Matrigel
invasion assays. Scale bar, 100p.m. e. Western blotting illustrated EMT markers expression in BC cells transfected with STEAP4 siRNAs. f. Model we propose that circPICALM sponges
miR-1265 to influence the metastasis of BC. STEAP4 is a direct miR-1265 target and exerts its function on EMT through binding and inhibiting the phosphorylation of FAK. (Data are
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presented as the mean + SD, n = 3. Unpaired, two-tailed student’s t test, *p<0.05, **p<0.01)
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