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In the originally published version of this article, there was a typographical error in Figure 1 

of the manuscript related to the two Dorea species. Dorea longicatena was mislabeled as 

Dorea sp. CAG:317 (and vice versa). The correction has now been made online. This error 

does not affect the conclusions of the paper. The authors apologize for any confusion that 

this error may have caused.
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Figure 1. 
Relative Abundances of Species among the Different Liver Fibrosis Groups (corrected)
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