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Erratum: Ultralow-input single-tube linked-read library method enables short-read second-
generation sequencing systems to routinely generate highly accurate and economical long-
range sequencing information
Zhoutao Chen, Long Pham, Tsai-Chin Wu, Guoya Mo, Yu Xia, Peter L. Chang, Devin Porter, Tan Phan,
Huu Che, Hao Tran, Vikas Bansal, Justin Shaffer, Pedro Belda-Ferre, Greg Humphrey, Rob Knight,
Pavel Pevzner, Son Pham, Yong Wang, and Ming Lei

Supplemental Table S8 was inadvertently excluded from the initial publication of this article. Please note that
Supplemental Table S8 has now been published online in the Revised Supplemental Material.
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