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W) Check for updates

Human
SARS-CoV-2 has evolved to reduce
CG dinucleotide in its open reading
frames

Yong Wang, Jun-Ming Mao, Guang-Dong Wang, Zhi-Peng Luo, LiuYang, QinYao &
Ke-Ping Chen

Correction to: Scientific Reports https://doi.org/10.1038/s41598-020-69342-y, published online 23 July 2020

The original version of this Article incorrectly stated that coronaviruses have the largest of all reported RNA
genomes. This statement has now been corrected for accuracy. In the Introduction,

"Coronaviruses have the largest RNA genomes among all viruses."
now reads
"Coronaviruses have some of the largest RNA genomes among all viruses."

The original Article has been corrected.
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