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On page 384 of the originally published version of this
manuscript, the sentence

“This creates an effect size metric ranging from −1 to 1
with 1 and −1 denoting perfect association with no noise (i.e.
perfect positive and negative association) and 0 denoting no
relationship considering the error present”

should have read

“This creates an unstandardized effect size metric
ranging from −∞ to ∞ with values farther from 0 denot-
ing larger effect sizes (i.e., greater contrast relative to
noise) and 0 denoting no relationship considering the error
present.”

These details have been corrected only in this corrigendum
to preserve the published version of record.
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