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Plastid
phylogenomics resolves ambiguous
relationships within the orchid
family and provides a solid
timeframe for biogeography
and macroevolution

Maria Alejandra Serna-Sanchez, Oscar A. Pérez-Escobar, Diego Bogarin,

Maria Fernanda Torres-Jimenez, Astrid Catalina Alvarez-Yela, Juliana E. Arcila-Galvis,
Climbie F. Hall, Fabio de Barros, Fabio Pinheiro, Steven Dodsworth, Mark W. Chase,
Alexandre Antonelli & Tatiana Arias

Correction to: Scientific Reports https://doi.org/10.1038/s41598-021-83664-5, published online 25 March 2021

The original version of this Article contained an error in Figure 1 where the image showing "Paphiopedilum
villosum" was incorrectly labelled as "Apostasia shenzhenica".

The original Figure 1 and accompanying legend appear below.

The original Article has been corrected.
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Figure 1. Maximum Likelihood phylogeny of the orchid family inferred from 78 coding plastid genes. Likelihood
bootstrap support values (LBS) <85% at nodes are highlighted in red together with their corresponding subtending
branches. Orchid genera, tribes and subfamilies are indicated in the phylogeny together with photographs of selected
representative species per subfamily. (Inset): Bar plot showing the frequency of LBS values at branches as computed by

bin intervals of 5 units. Photos: O. Pérez-Escobar & D. Bogarin.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International

License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the
Creative Commons licence, and indicate if changes were made. The images or other third party material in this
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the
material. If material is not included in the article’s Creative Commons licence and your intended use is not
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.
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