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Correction to: Genome-wide sequencing as
a first-tier screening test for short tandem
repeat expansions
Indhu-Shree Rajan-Babu1,2*, Junran J. Peng1, Readman Chiu3, IMAGINE Study1, CAUSES Study1, Chenkai Li3,4,
Arezoo Mohajeri1, Egor Dolzhenko5, Michael A. Eberle5, Inanc Birol1,3 and Jan M. Friedman1

Correction to: Genome Med 13, 126 (2021)
https://doi.org/10.1186/s13073-021-00932-9

It was highlighted that in the original article [1] the list
of the authors belonging in the IMAGINE and CAUSES
Study were erroneously interchanged. The original
article has been updated.
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