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Quantitative 3D imaging of the cranial
microvascular environment at single-cell resolution
Alexandra N. Rindone 1,2, Xiaonan Liu 3,4, Stephanie Farhat 5,6,7, Alexander Perdomo-Pantoja 8,

Timothy F. Witham 8, Daniel L. Coutu 5,6,7, Mei Wan 3 & Warren L. Grayson 1,2,9,10,11✉

Vascularization is critical for skull development, maintenance, and healing. Yet, there remains

a significant knowledge gap in the relationship of blood vessels to cranial skeletal progenitors

during these processes. Here, we introduce a quantitative 3D imaging platform to enable the

visualization and analysis of high-resolution data sets (>100 GB) throughout the entire

murine calvarium. Using this technique, we provide single-cell resolution 3D maps of vessel

phenotypes and skeletal progenitors in the frontoparietal cranial bones. Through these high-

resolution data sets, we demonstrate that CD31hiEmcnhi vessels are spatially correlated with

both Osterix+ and Gli1+ skeletal progenitors during postnatal growth, healing, and stimu-

lated remodeling, and are concentrated at transcortical canals and osteogenic fronts. Inter-

estingly, we find that this relationship is weakened in mice with a conditional knockout of

PDGF-BB in TRAP+ osteoclasts, suggesting a potential role for osteoclasts in maintaining the

native cranial microvascular environment. Our findings provide a foundational framework for

understanding how blood vessels and skeletal progenitors spatially interact in cranial bone,

and will enable more targeted studies into the mechanisms of skull disease pathologies and

treatments. Additionally, our technique can be readily adapted to study numerous cell types

and investigate other elusive phenomena in cranial bone biology.
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Vascularization is essential for the development, growth,
and maintenance of craniofacial bone. Blood vessels
provide oxygen and essential nutrients, support hemato-

poiesis, and transport hormones to and from the bone1. During
development, vessels provide a template for mineralization during
intramembranous and endochondral ossification of craniofacial
bones2, and vascular abnormalities have been linked to cranio-
facial syndromes such as mandibular hypoplasia3, hemifacial
microsomia4, cleft palate5, and craniosynostosis6. Furthermore,
angiogenesis is necessary for bone formation during distraction
osteogenesis7 and defect healing8 in the skull. However, there
remains a significant knowledge gap in the relationship between
blood vessels and osteoprogenitors during craniofacial bone
growth, remodeling, and healing.

The distribution of craniofacial vessel subtypes and their spatial
relationship to skeletal progenitors remain poorly understood due
to a lack of adequate imaging technologies. Methods used in long
bone involve slicing the tissue into thick sections (~100 μm) along
its long axis, enabling visualization of cellular structures
throughout the different anatomical regions of the bone. How-
ever, these techniques are difficult to adapt to craniofacial bone
due to its irregular, curved geometry. As an alternative to tissue
sectioning, intravital microscopy has been used to evaluate the
microvascular environment in the calvarium. Using this method,
studies have demonstrated that the majority of osteoblasts reside
in close proximity (<10 μm) to vessels within marrow cavities9

and that vessels deep within the marrow space exhibit less blood
flow and oxygen tension than those near the endosteum10,11, an
active site of bone remodeling. However, due to the inherent
limitations of intravital microscopy, these studies were confined
to imaging small regions (mm2 areas) and their results could not
be extrapolated to different regions of the calvarium.

Recent developments in optical tissue clearing and light-sheet
microscopy are a promising avenue for characterizing the
microvascular environment of large, irregularly shaped tissues
such as the skull. Using these techniques, one can image bones in
3D at single-cell resolution12,13, providing a means of assessing
cellular microenvironments within different anatomical regions
of bone. However, the specific methods employed by these studies
are limited to using endogenous fluorescence for labeling cellular
structures and would not be capable of visualizing different vessel
and cell types simultaneously. Furthermore, there remains a lack
of quantitative methods to assess the 3D spatial relationships of
cellular structures in large light-sheet imaging data sets (>100
GB). These shortcomings impair the otherwise powerful ability of
light-sheet imaging to study the relationship between vessel
phenotypes and skeletal progenitors in the skull.

In this study, we have developed a 3D imaging platform to
comprehensively study the microvascular environment in cranial
bone. Our method enables quantitative characterization of blood
vessels and bone cells in the murine calvarium by combining
whole-mount immunostaining, optical tissue clearing, light-sheet
microscopy, and advanced 3D image analysis. Using this platform,
we provide single-cell resolution 3D maps of vessel subtypes and
skeletal progenitors in the frontoparietal bones of the calvarium.
Then, we study how the spatial distribution of vessel phenotypes
and skeletal progenitors in the calvarium vary during postnatal
bone growth, alterations in bone remodeling, and healing. Our
findings provide a foundational framework that will progress our
knowledge of craniofacial bone biology and inform the develop-
ment of therapies to treat skull abnormalities and injuries.

Results
Quantitative 3D light-sheet imaging of murine calvaria. To
visualize vessel phenotypes and skeletal progenitors in the murine

calvarium, we developed and optimized an imaging pipeline com-
prised of whole-mount immunostaining, optical tissue clearing, and
light-sheet imaging (Supplementary Fig. 1a). We adapted a staining
regimen used in long-bone sections14 to achieve adequate antibody
penetration and labeling of up to three molecular markers: CD31 and
Emcn for vessels and Osterix or Gli1 for skeletal progenitor sub-
populations. Osterix is a marker for skeletal progenitors that are
restricted to the osteoblast lineage15, while Gli1 marks less-
differentiated skeletal stem cells16,17. To achieve high-quality visua-
lization of each marker, we used fluorophores spanning the red to the
infrared spectrum, as ultraviolet and green dyes resulted in high levels
of background and light scattering during imaging. We cleared the
calvaria by removing the blood prior to staining and incubating in a
graded series of 2,2-thiodiethanol (TDE) following staining. This
method did not require us to decalcify bone to achieve adequate bone
tissue clearing and maintained the geometry of the calvarium (Sup-
plementary Fig. 1B, C). Following clearing, we imaged calvaria using
light-sheet microscopy, which allowed us to rapidly acquire high-
resolution data and minimize photo-bleaching through the duration
of the scan (~5 h per sample). Our resulting images captured the 3D
distribution of different vessel phenotypes and skeletal progenitors in
the calvarium with high axial and lateral resolution (Fig. 1A–D and
Supplementary Video 1).

To analyze vessel phenotypes and skeletal progenitors, we
developed a quantitative pipeline to enable 3D spatial characteriza-
tion of high-resolution datasets (~500 GB raw, ~200 GB compressed,
Supplementary Fig. 2A). We applied the spots and surfaces modules
in Imaris software to segment blood vessels and skeletal progenitors,
and then performed a series of masking and filtering algorithms to
denote three-vessel phenotypes: CD31hiEmcn− arteries and arter-
ioles, CD31hiEmcnhi capillaries, and CD31loEmcnhi capillaries and
sinusoids18,19 (Supplementary Fig. 2B–D). CD31loEmcnlo sinusoids
were not segmented due to their low signal-to-noise ratio. We
exported the spots and surfaces statistics into GraphPad Prism and
XiT software14 to analyze vessel volume, skeletal progenitor number,
and vessel-skeletal progenitor spatial distances (Supplementary
Fig. 2E). The resulting analysis provides a comprehensive character-
ization of the spatial coupling between vessels and skeletal
progenitors by reflecting the native 3D environment across large
tissue volumes (cm3).

3D map of calvarial vessels and skeletal progenitors. Using our
imaging pipeline, we generated high-resolution 3D maps of vessel
phenotypes, Osterix+ skeletal progenitors, and Gli1+ skeletal
progenitors in the parietal and posterior frontal bones of juvenile
4-weeks-old mice. Vessels were located in the periosteum, dura
mater, transcortical canals, marrow cavities, and osteogenic fronts
adjacent to the sutures (Fig. 2A–D and Supplementary Fig. 3A,
B). Marrow vessels in the parietal and frontal bones were
observed near the sutures, while only periosteal and meningeal
vessels were observed at the center of each bone. Vessel pheno-
types were also differentially distributed in the calvarium: Most
CD31hiEmcn− arteries and arterioles were present in the peri-
osteum and dura mater, while CD31loEmcnhi/lo sinusoids were
restricted to the marrow cavities. CD31hiEmcnhi capillaries were
present in the periosteum, dura mater, marrow cavities, and
osteogenic fronts, connecting CD31hiEmcn− periosteal arterioles
to CD31loEmcnhi sinusoids. Expression of CD31 and Emcn in
CD31hiEmcnhi capillaries was most intense at the transcortical
canals—the regions that enable arterioles in the periosteum and
dura mater to connect to venous sinusoids.

Similar to vessel phenotypes, skeletal progenitors varied in
their spatial distribution. Osterix+ osteoprogenitors were pre-
valent in the periosteum and dura mater, osteogenic fronts nearby
sutures, transcortical canals, and marrow cavities of the parietal
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and frontal bones (Fig. 2A, C). Gli1+ progenitors—a marker for
less-differentiated skeletal stem cells16,17—were concentrated at
the sutures, transcortical canals, and marrow cavities adjacent to
transcortical canals, but they were mostly absent from the
periosteum and dura mater (Fig. 2B, D). Interestingly, expression
of Gli1 was visibly more intense at the transcortical canals
compared to the sutures.

To determine whether skeletal progenitors exhibited a
preferential spatial relationship to specific vessel phenotypes, we
quantified the distribution of Osterix+ and Gli1+ progenitors
relative to each vessel type. We found that both progenitor
populations were preferentially associated with CD31hiEmcnhi

vessels compared to other vessel phenotypes (Fig. 2E). This
relationship was most apparent at the transcortical canals, where
we observed the highest protein expression of CD31 and Emcn in
vessels and Osterix or Gli1 in skeletal progenitors.

Postnatal growth shifts the distribution of vessel phenotypes
and Osterix+ progenitors. Next, we compared the calvaria of
juvenile (4-weeks-old) and adult (12-weeks-old) mice to deter-
mine how vessel phenotype and skeletal progenitor distribution
change following postnatal growth. In adult mice, there were
fewer CD31hiEmcn− periosteal and meningeal vessels and visible
increases in CD31loEmcnlo sinusoids (not quantified due to low
fluorescence intensity, Fig. 3A–F, I). These changes were corro-
borated by microCT data, which showed greater development of
bone marrow cavities in adult calvaria (Fig. 3K–M). There were
no significant changes in the volume of CD31hiEmcnhi or
CD31loEmcnhi sinusoids, although fewer CD31hiEmcnhi vessels
were observed in the periosteum and dura mater (Fig. 3A–F, I).
Additionally, the total vessel volume remained the same
(Fig. 3H).

Along with changes in vessel phenotypes, the numbers of
Osterix+ and Gli1+ skeletal progenitors decreased in adult

calvaria, and their distribution was mainly restricted to
the sutures, transcortical canals, and bone marrow cavities
(Fig. 3A–F, G). While a decrease in progenitors was observed
in different regions of the calvarium, the most significant decline
occurred in the parietal bones (Supplementary Fig. 4A). More-
over, Osterix+ cells were mostly absent in the periosteum and
dura mater of adult calvaria (Fig. 3A–C). These results correlated
with differences in vessel-progenitor relationships: The fraction of
Osterix+ cells within 5 μm of the nearest vessel in adult versus
juvenile calvaria was significantly higher for CD31hiEmcnhi and
CD31loEmcnhi vessels and lower for CD31hiEmcn− vessels
(Fig. 3J). These trends held across different regions of the
calvarium (Supplementary Fig. 4B). There were no significant
changes in the relationship of Gli1+ cells to vessel phenotypes
between juvenile and adult calvaria (Fig. 3J). Nonetheless, both
progenitor cell types maintained a preferential spatial association
with CD31hiEmcnhi vessels at 4 and 12 weeks of age.

PTH stimulates Osterix+ progenitor proliferation, but does
not alter vessel phenotype distribution. To provide insight on
how vessel phenotypes and skeletal progenitors interact during
calvarial bone remodeling, we administered a parathyroid hor-
mone analog (PTH 1–34) daily for 1 month, a regimen previously
shown to increase osteoblast number and bone mineral deposi-
tion in murine long bone20. We found that PTH administration
did not significantly change the fractional volume for each vessel
phenotype or total vessel volume; although, there were areas of
increased Emcn signal intensity in sinusoids near the transcortical
canals (Fig. 4A–D, G–J, K, L). Furthermore, we observed
increased marrow cavities and CD31loEmcnlo sinusoids in the
parietal bone with PTH administration—a finding complemented
by decreased bone volume to total volume percentage (BV/TV)
and increased bone surface area (SA) (Fig. 4O–Q).

A
Emcn (AF555)                    Osterix (AF647+)                    CD31 (AF800+)   

B i

C i D i

ii

iviii

ii ii

Fig. 1 3D light-sheet imaging of the murine calvarium at single-cell resolution. A Maximum intensity projection (MIP) of vessels and Osterix+ skeletal
progenitors in the parietal and posterior frontal bones of the calvarium. B Images from the boxed region in A demonstrating the high resolution and signal
quality obtained in each channel (i–iv). The dyes used for each channel are designated above (A) and (B): AF555 for Endomucin (i), AF647 plus for Osterix
(ii), and AF800 plus for CD31 (iii). C, D Sagittal (C) and frontal (D) 40-μm-thick optical sections demonstrating the location of vessels and Osterix+ cells
along the thickness of the calvarium. Boxed regions from (Ci) and (Di) are shown in Cii and Dii. Similar results were achieved for all the calvaria imaged in
this study (n= 45 calvaria). Scale bars: 1000 μm (A, Di), 800 μm (Ci), 300 μm (Cii), 100 μm (Bi–iv, Dii). Colors: Red: Endomucin (Emcn), Gray: Osterix,
Green: CD31.

NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-021-26455-w ARTICLE

NATURE COMMUNICATIONS |         (2021) 12:6219 | https://doi.org/10.1038/s41467-021-26455-w |www.nature.com/naturecommunications 3

www.nature.com/naturecommunications
www.nature.com/naturecommunications


Despite a lack of significant change in vessel phenotypes, we
found differences in the skeletal progenitor populations with PTH
administration. PTH significantly increased the total number of
Osterix+ progenitors, especially in the periosteum and dura
mater (Fig. 4A–F, M). By contrast, PTH did not increase the
number of Gli1+ progenitors (Fig. 4G–J, M). However, there
were some changes in Gli1+ progenitor distribution. Cells
moderately expressing Gli1 expanded in the marrow cavities
adjacent to transcortical canals—particularly near vessels with
high Emcn expression—and in periosteal and transcortical canals
nearby the coronal suture (Fig. 4J). Both Osterix+ and Gli1+
progenitors remained preferentially associated with
CD31hiEmcnhi vessels following PTH administration, but the
fraction of Osterix+ cells within 5 μm of a CD31hiEmcnhi vessel
was significantly reduced compared to the control (Fig. 4N).

Loss of preosteoclast PDGF-BB secretion decreases the spatial
affinity of skeletal progenitors to CD31hiEmcnhi vessels.
Preosteoclast-derived PDGF-BB is required for angiogenesis with
coupled osteogenesis during normal bone homeostasis and in disease

conditions21,22. To determine the phenotypic changes in calvarial
blood vessels and skeletal progenitors in response to decreased bone
remodeling activity, we used Trap+ osteoclast lineage-specific con-
ditional Pdgfb deletion mice (PdgfbcKO) by crossing Trap-Cre mice
with Pdgfb-floxed mice. In the calvaria of 4-weeks-old mice, we found
that CD31hiEmcnhi fractional volume and total vessel volume
decreased, while fractional CD31hiEmcn− vessel volume increased in
PdgfbcKO mice relative to Pdgfb-floxed (WT) mice (Fig. 5A–H, K–L).
While we did not find any statistical differences in the number of
Osterix+ or Gli1+ cells, we found that the preferential association of
these cells to CD31hiEmcnhi vessels was significantly reduced in
PdgfbcKO calvaria (Fig. 5I–J, M). This effect was most apparent at the
transcortical canals and osteogenic fronts, where the concentration of
Osterix+ and Gli1+ cells was visibly lower in PdgfbcKO versus WT
calvaria (Fig. 5C, D, G–H). We also observed alterations in bone
microarchitecture: There was less bone marrow cavity development
in the frontal bones of PdgfbcKO calvaria, as demonstrated by a
higher BV/TV percentage and lower bone SA (Fig. 5N–P). To
determine whether osteoclasts resided in close proximity to these
regions, we stained for Vpp3—a marker known to exclusively stain
osteoclasts in bone23. Most osteoclasts were found adjacent to
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CD31hiEmcnhi and CD31loEmcnhi vessels in the marrow cavities and
within proximity to the transcortical canals (Supplementary
Fig. 5A–C).

CD31hiEmcnhi vessels and Gli1+ progenitors infiltrate into
calvarial defect following injury. In addition to remodeling, we

investigated the contribution of vessel phenotypes and skeletal pro-
genitors to calvarial bone healing. We created 1-mm subcritical-sized
defects in the parietal bone of adult mice and evaluated healing at 21-
and 56-days following fracture (PFD21, PFD56; PFD: post-fracture
day). At PFD21, defects were highly vascularized, and the majority of
vessels were CD31hiEmcnhi (Fig. 6A, B, E, F, L, N). Gli1+ cells were
highly concentrated across the entire defect region, while Osterix+
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types maintain a preferential relationship with CD31hiEmcnhi vessels in 12-weeks-old mice. Osterix+ cells demonstrate a higher spatial affinity to
CD31hiEmcnhi vessels in 12-weeks-old versus 4-weeks-old calvaria. K, LMicroCT 3D volume projections of calvaria at 4 weeks (K) and 12 weeks (L) of age.
M MicroCT quantification of bone volume to total volume (BV/TV) percentage and bone volume (BV) in the parietal and posterior frontal bones of 4- and
12-weeks-old mice (n= 4). Data are mean ± SD. Statistics were performed using a two-way ANOVA with Bonferroni post-hoc test (G–J) or two-tailed t-
test (H, M). ***p < 0.001, **p < 0.01, *p < 0.05 where designated or between CD31hiEmcnhi and CD31hiEmcn− vessels in J; +++p < 0.001 between
CD31loEmcnhi and CD31hiEmcn− vessels (J). Exact p-values for two-tailed t-tests: H p= 0.3321, M p= 0.0213 (top left), 0.0005 (top right), 0.0001
(bottom left), 0.0005 (bottom right). Scale bars: 1000 μm (A, B, D, E, K, L); 700 μm (C); 300 µm (C, inset); 200 μm (F). Colors: Red: Endomucin (Emcn),
Gray: Osterix (A–C) or Gli1 (D–F), Green: CD31.
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cells resided in regions of active bone formation (Fig. 6A, B, E, F and
Supplementary Fig. 6A). In addition, there was a substantial expan-
sion of Osterix+ and Gli1+ cells in the periosteum extending from
the defect to nearby sutures (Fig. 6A, B, E, F, I, J). This effect was
unique to the periosteum, as there were few Osterix+ and Gli1+ cells
detected in the dura mater—the only layer that remained uninjured
following the creation of the defect (Fig. 6I, J). By PFD56, total vessel
volume, fractional CD31hiEmcnhi volume, Osterix+ cell number,
and Gli1+ cell number decreased in the defect relative to PFD21, but
the vessel and Gli1+ cell density remained higher relative to the

surrounding uninjured bone (Fig. 6C, D, G, H, L–N). Furthermore,
there was no significant change in defect bone volume, suggesting
that most healing happened within the first 3 weeks of injury (Fig. 6O
and Supplementary Fig. 6A, B). Nevertheless, both Osterix+ and
Gli1+ progenitors remained preferentially associated with
CD31hiEmcnhi vessels at PFD21 and PFD56 (Fig. 6K).

Since there was a significant expansion of skeletal progenitors
around the defect region, we evaluated whether there was a systemic
response to injury. We quantified skeletal progenitors in
the ipsilateral and contralateral sides of the parietal bone
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Fig. 4 PTH administration increases the number of Osterix+ progenitors, but does not significantly affect Gli1+ progenitor number or CD31hiEmcnhi

vessel volume. A–DMIP of calvarial vessels (A–D) and Osterix+ progenitors (A–D, A’–D’) in 12-weeks-old mice with (B, B’, D, D’) or without (A, A’, C, C’)
4 weeks of PTH administration. Increased Osterix+ cells are present within the periosteum and dura mater of PTH-treated calvaria (yellow arrows). E–J
40-μm-thick sagittal sections demonstrating the expansion of Osterix+ progenitors in the periosteum and dura mater (yellow arrows) in PTH-treated
calvaria (E) compared to the control (F). G–J MIP of calvarial vessels (G–J) and Gli1+ skeletal progenitors (G–J, G’–J’) in control (G, G’, I, I’) and PTH-
treated (H, H’, J, J’) groups. More Gli1+ cells are observable in the marrow cavities nearby the transcortical canals (white arrows), as well as in the
transcortical canals (white arrowheads) and periosteum (yellow arrows) nearby the sutures in PTH-treated calvaria. Results were replicated in 3 calvaria
for each experimental group and staining combination (12 total calvaria). K–M Total vessel volume (K), fractional vessel phenotype volume (L), and
skeletal progenitor number (M) in control and PTH-treated calvaria (n= 3 for M; n= 6 for K, L). N Plots representing the spatial correlation of Osterix+
and Gli1+ progenitors to vessel phenotypes (n= 3). Both cell types maintain a preferential relationship with CD31hiEmcnhi vessels following PTH
treatment, but fewer Osterix+ cells are associated with CD31hiEmcnhi vessels compared to control calvaria. O MicroCT quantification of bone volume
(BV), bone volume to tissue volume (BV/TV) percentage, and bone surface area (SA) in the parietal and posterior frontal bones of control and PTH-
treated calvaria (n= 4). P, Q MicroCT 3D volume projections of control (P) and PTH-treated calvaria (Q). Data are mean ± SD. Statistics were performed
using a two-way ANOVA with Bonferroni post-hoc test (L–N) or two-tailed t-test (K, O). ***p < 0.001, **p < 0.01, *p < 0.05 where designated or between
CD31hiEmcnhi and CD31hiEmcn− vessels in N; +++p < 0.001 between CD31loEmcnhi and CD31hiEmcn− vessels (N). Exact p-values for two-tailed t-tests:
K p= 0.7493, O p= 0.7771 (top left), 0.2299 (top right), 0.0021 (middle left), 0.7862 (middle right), 0.0021 (bottom left), 0.2111 (bottom right).
Scale bars: 1000 μm (A, B, G, H, P, Q); 700 μm (E, F); 300 μm (I, J); 200 μm (C, D). Colors: Red: Endomucin (Emcn), Gray: Osterix (A–F) or Gli1 (G–J),
Green: CD31.
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and compared them to the number of progenitors in uninjured adult
mice. Surprisingly, there were elevated levels of Gli1+ cells in both
the ipsilateral and contralateral sides of the injured calvaria at PFD21
compared to the uninjured calvaria (Supplementary Fig. 6D–S).
Most of this expansion occurred in the periosteum, especially in the
regions near the sutures (Supplementary Fig. 5D, G, J, M). By PFD56,
Gli1+ and Osterix+ cell number significantly decreased to levels
comparable to the uninjured calvaria (Supplementary Fig. 6P–S).

However, alterations in bone surface topography and regions of
excess mineral formation remained at PFD56 (Supplementary
Fig. 6A–C).

Discussion
Intimate spatial interactions between blood vessels and skeletal
progenitors are essential for proper bone growth, remodeling, and
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Fig. 5 Knocking out PDGF-BB expression in TRAP+ osteoclasts decreases CD31hiEmcnhi vasculature and their association with Osterix+ and Gli1+
skeletal progenitors. A–H MIP of vessels (A–H), Osterix+ progenitors (A–D, A'–D'), and Gli1+ progenitors (E–H, E'–H') from the calvaria of 4-weeks-old
WT and PdgfbcKO mice. Protein expression of CD31 and Emcn in vessels and Osterix or Gli1 in skeletal progenitors is markedly reduced in PdgfbcKO calvaria
at the transcortical canals (arrowheads) and osteogenic fronts nearby the sutures. Results were replicated in 4 WT calvaria and 3 PdgfbcKO calvaria for
each staining combination (14 total calvaria). I Spatial distribution of Osterix+ and Gli1+ cells relative to each vessel phenotype in WT and PdgfbcKO

calvaria (WT: n= 4 Osterix, n= 4 Gli1; PdgfbcKO: n= 3 Osterix, n= 3 Gli1). J Fraction of Osterix+ and Gli1+ progenitors within 5 μm of their nearest vessel
in WT and PdgfbcKO calvaria (WT: n= 4 Osterix, n= 4 Gli1; PdgfbcKO: n= 3 Osterix, n= 3 Gli1). Significantly fewer Osterix+ cells are associated with
CD31hiEmcnhi vessels in PdgfbcKO calvaria compared to the WT control. K–M Total vessel volume (K), fractional vessel phenotype volume (L), and skeletal
progenitor number (M) in the calvaria of WT versus PdgfbcKO mice (n= 8 for WT and n= 6 for PdgfbcKO in K–L;M: n is the same as in I and J). NMicroCT
quantification of bone volume (BV), bone volume to tissue volume (BV/TV) percentage, and bone surface area (SA) in the parietal and posterior frontal
bones of WT and PdgfbcKO calvaria (WT: n= 6; PdgfbcKO: n= 5). O, P MicroCT 3D volume projections of WT (O) and PdgfbcKO calvaria (P). Data are
mean ± SD. Statistics were performed using a two-way ANOVA with Bonferroni post-hoc test (I, J, L, M) or two-tailed t-test (K, N). ***p < 0.001,
**p < 0.01, *p < 0.05 where designated or between CD31hiEmcnhi and CD31hiEmcn− vessels in l; +++p < 0.001 between CD31loEmcnhi and CD31hiEmcn−

vessels (I). Exact p-values for two-tailed t-tests: K p= 0.0112, N p= 0.2565 (top left), 0.0736 (bottom left), 0.2183 (top middle), 0.0152 (bottom middle),
0.6635 (top right), 0.0151 (bottom right). Scale bars: 1000 μm (A, B, E, F, O, P); 300 μm (C, D, G, H). Colors: Red: Endomucin (Emcn), Gray: Osterix (A–D)
or Gli1 (E–H), Green: CD31.
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Fig. 6 CD31hiEmcnhi vessels and skeletal progenitors expand and infiltrate into subcritical-sized defects during healing. A–H Blood vessels (A–H),
Osterix+ progenitors (A–D, A'–D'), and Gli1+ progenitors (E–H, E'–H') inside and around 1-mm parietal bone defects at PFD21 (A, B, E, F) and PFD56 (C,
D, G, H). The dotted circle marks the defect region. I, J Expansion of Osterix+ and Gli1+ progenitors in the periosteum (yellow arrows) nearby the defect
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that remained intact following defect injury. Results were replicated in 3 calvaria for each timepoint and staining combination (12 total calvaria). K Spatial
relationship of skeletal progenitors to different vessel phenotypes at PFD21 and PFD56 (n= 3). L–N Fractional vessel phenotype volume (L), skeletal
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K; +++p < 0.001 between CD31loEmcnhi and CD31hiEmcn− vessels. Exact p-values for two-tailed t-tests: N p= 0.0094, O p= 0.5660. Scale bars: 500 μm
(I, J); 300 μm (A, C, E, G); 200 μm (B, D, F, H). Colors: Red: Endomucin (Emcn), Gray: Osterix (A–D, I, J) or Gli1 (E–H), Green: CD31.
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healing, but it remains unclear how these relationships manifest
in craniofacial bones. In this study, we provide a foundational
framework for understanding how distinct vessel phenotypes and
skeletal progenitors spatially interact in the calvarium (Fig. 7).

In long bone, recent studies have discovered distinct capillary
subtypes—characterized by their expression of CD31 and endomucin
(Emcn)—that exhibit divergent spatial relationships to active sites of
bone growth and remodeling15,24. CD31hiEmcnhi vessels are spatially
associated with Osterix+ osteoprogenitors, provide signaling cues to
support osteoprogenitors and perivascular cells, and are abundant in
the primary spongiosa, periosteum, and endosteum of the long
bone15,21. By contrast, CD31loEmcnlo vessels comprise the sinusoids
of the diaphyseal bone marrow, where there are low numbers of
osteoprogenitors15. CD31hiEmcnhi vessels couple angiogenesis to
osteogenesis in long bone through Notch signaling and secretion
of pro-angiogenic factors and are necessary for maintaining
bone mass in adulthood24,25. Further, it has been shown that a
conditional knockout of PDGF-BB in TRAP+ osteoclasts reduces
CD31hiEmcnhi vessels in the periosteum and bone marrow and
disrupts angiogenic–osteogenic coupling21. Collectively, these studies
demonstrate the necessity of maintaining CD31hiEmcnhi vessels to
support proper growth and remodeling in long bone.

Our study sought to characterize the distribution of vessel
subtypes in the calvarium and determine whether a similar pre-
ferential spatial relationship between CD31hiEmcnhi vessels and
skeletal progenitors exists in the cranial bone. First, we developed
a quantitative 3D light-sheet imaging platform that illustrates the
calvarial microvascular environment at a scale and resolution
superior to other techniques. The most widely used imaging
modalities used to study calvarial vasculature—immunohis-
tochemistry and intravital microscopy—only allow for visualiza-
tion of small regions and do not reflect the distinct 3D
microenvironments in different regions of the calvarium. Recent
advances in light-sheet imaging have enabled visualization of
bone vasculature and cells over larger volumes, but these methods
rely on endogenous fluorescence and do not allow for simulta-
neous visualization of multiple cellular markers12,13. Our light-
sheet imaging platform overcomes these limitations by combining
whole-mount immunostaining with an optical clearing reagent
compatible with a wide range of antibodies and fluorophores—
including endogenous fluorescent proteins14,26,27—and enables
the study of spatial interactions between a variety of cell types.
Even though our method requires long immunostaining incu-
bations (2–3 weeks), our platform does not require decalcification

Blood Vessel Volume Frac�on Number of Cells 

CD31hiEmcn- CD31hiEmcnhi CD31loEmcnhi Osterix+ Gli1+ 

Adulthood ↓ - - ↓↓↓ ↓↓ 

PTH Administra�on - - - ↑↑ - 

Pdg�cKO in  
Trap+ Osteoclasts ↑↑ ↓↓↓ - - - 

Healing 
(Early compared to late stage) ↓↓ ↑↑ - ↑↑ ↑↑↑ 

A 

B 

Fig. 7 Schematic representing the spatial distribution and prevalence of vessels and skeletal progenitors in the calvarium. A Illustration showing the
relative locations of the vessel and skeletal progenitor subtypes in the parietal bones from 4-weeks-old mice, as derived from Fig. 2. B Table demonstrating
how the fractional volume of vessel subtypes and number of skeletal progenitors change during postnatal growth, alterations to remodeling, and healing.
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or complex clearing processes—both of which generally take at
least 1 week to perform12,28. Furthermore, our semi-automated
quantitative pipeline allows for high-throughput and consistent
analysis of large data sets (>100 GB)—a challenging feat due to
the advanced computational requirements for processing 3D
light-sheet images. Our versatile imaging platform can be readily
adapted to unveil other elusive biological phenomena in cranial
bone biology that have been difficult to study with established
techniques.

Using our imaging method, we present high-resolution 3D
maps that illustrate the regional diversity in vessel phenotypes
and skeletal progenitor populations. Prior to this report, studies
have been limited to showing vessels and cells in small regions of
the calvarium, and it was unclear how these structures are dis-
tributed through the entire volume. Our experiments demon-
strate that most arteries and arterioles—high in CD31 and
negative in Emcn expression19—are present in the periosteum
and dura mater, while CD31hiEmcnhi capillaries connect arter-
ioles to bone marrow sinusoids via transcortical canals. Trans-
cortical vessels and marrow sinusoids are primarily located near
the sutures during adolescence, but they further develop toward
the center of the frontal and parietal bones during cranial
maturation. We also show that skeletal progenitors are con-
centrated at select regions near CD31hiEmcnhi vessels—particu-
larly at the transcortical canals and osteogenic fronts—and that
Osterix+ osteoprogenitors are prevalent in the periosteal layers
during active periods of bone growth. These regional differences
reflect the importance of characterizing the microvascular
environment throughout the calvarium as opposed to select areas
of interest.

Our study is the first to demonstrate that Gli1+ skeletal stem
cells exhibit an intimate spatial relationship with CD31hiEmcnhi

vessels in bone. Previous studies have shown that Gli1+ skeletal
stem cells mainly reside in the calvarial sutures16,29,30, and
reported that they are not associated with vasculature16. However,
our results suggest that a subset of these cells is associated with
CD31hiEmcnhi vasculature—particularly near the transcortical
canals and marrow cavities, where there were also high con-
centrations of Osterix+ progenitors. Additionally, the Gli1 pro-
tein expression was brighter and more concentrated at the
transcortical canals compared to the sutures. The discrepancy
between this finding and earlier reports highlights the advantages
intrinsic to using our established method to visualize these cells:
Prior studies primarily used transgenic reporter mice to label
skeletal stem cells—a method less sensitive to differences in
protein expression levels compared to antibody staining31.
Additionally, these studies used thin tissue sections to char-
acterize Gli1+ cell distribution, making it difficult to capture the
transcortical canals in calvarial bone32.

Our results also demonstrate key differences in the relationship
between Osterix+ osteoprogenitors and CD31hiEmcnhi vessels in
the calvarium compared to the long bone. While we found that
Osterix+ osteoprogenitors are preferentially associated with
CD31hiEmcnhi vessels, the volume of these vessels was not
directly correlated with the total number of Osterix+ cells. In our
experiments evaluating postnatal growth, we found that Osterix+
cell number was higher in the calvaria of juvenile mice compared
to adult mice, yet CD31hiEmcnhi volume remained the same in
both groups. Similarly, when exploring stimulated remodeling via
PTH administration, we found that the number of Osterix+ cell
was greater in PTH-treated versus non-PTH-treated mice, with-
out concomitant changes in the volume of CD31hiEmcnhi vessels.
These findings differ from those observed in long bone, where
increases of CD31hiEmcnhi vessels lead to higher Osterix+
osteoprogenitor numbers and bone mineral deposition33,34. The
distinct niches that are present in long bone versus the calvarium

may account for this discrepancy. In instances when Osterix+
cells were elevated in the calvarium, much of the increase
occurred in the periosteum and dura mater, where CD31hiEmcnhi

vessels appeared to have a less direct spatial relationship with
osteoprogenitors. By contrast, most studies in long bone have
evaluated vessels in the metaphyseal region adjacent to the
growth plates—an anatomical feature that is not present in cal-
varial bone. These differences demonstrate the necessity in
studying angiogenic-osteogenic coupling in cranial bone sepa-
rately from other bone types.

Additionally, we found that osteoclast signaling may be
important for maintaining the spatial relationship of
CD31hiEmcnhi vessels and skeletal progenitors in the calvarium.
When we employed a mouse model where PDGF-BB is con-
ditionally knocked out in TRAP+ osteoclasts, the percentage of
Osterix+ and Gli1+ progenitors in close proximity (<5 μm) to
CD31hiEmcnhi vessels significantly decreased despite the total
number of each cell type remaining the same. These data are
similar to trends observed in long bone, where the loss of TRAP+
cell-secreted PDGF-BB reduces the number of CD31hiEmcnhi

vessels and migration of periosteal skeletal progenitors to the
cortical bone surface21,35. In the calvarium, loss of this spatial
coupling was most apparent at the transcortical canals. Other
studies have shown that osteoclasts are important for maintaining
the structure and function of these canals as channels for
vascular-mediated nutrient and immune cell transport32,36. Fur-
thermore, a recent study has demonstrated that vessel-associated
osteoclasts at the primary spongiosa are critical for maintaining
CD31hiEmcnhi vessel homeostasis in the metaphysis23. Given the
strong association of osteoclasts to CD31hiEmcnhi vessels in the
bone marrow and transcortical canals, our experimental obser-
vations suggest that osteoclasts support a regenerative niche for
cranial bone growth and remodeling.

With regards to bone healing, our study provides insights into
the contributions of vessel phenotypes and skeletal progenitors to
cranial bone regeneration. While studies have documented spatial
relationships between blood vessels and osteoblasts during cal-
varial healing37,38, it has remained unclear whether specific vessel
phenotypes are involved with this process. We found that the
majority of vessels present at the early stages of healing (PFD21)
were high in CD31 and Emcn expression—the stage at which
most bone mineral deposition also took place. Furthermore,
CD31hiEmcnhi vessels were most associated with Gli1+ and
Osterix+ cells within the defects at early and later stages of
healing, despite the fact that CD31hiEmcnhi vessels had regressed
at PFD56. Provided that little bone formed between PFD21 and
PFD56, our data suggest that CD31hiEmcnhi vessels may be cri-
tical in driving calvarial defect healing.

We also found that Gli1+ cells systemically expanded follow-
ing injury—an observation that has not been previously docu-
mented. Other studies have suggested that cranial skeletal stem
cells—including Gli1+ cells—migrate from the sutures to the
surrounding bone following injury16,39,40. Furthermore, studies
have shown that stem cells in the periosteum expand and con-
tribute to calvarial defect healing41,42. However, these studies only
evaluated regions near the site of injury, and it was unknown
whether skeletal progenitors expanded in non-injured areas of the
calvarium. In our experiments, Gli1+ cells proliferated in
the periosteum over and around the defect site, as well as nearby
the sagittal and coronal sutures. At PFD56, we observed excess
mineral deposits along the superficial cortical surface of the
uninjured bone, suggesting that this systemic response con-
tributed to bone mineral deposition outside of the defect region.
These observations provide a rationale for future studies to
evaluate the effects of this systemic healing response to determine
how it impacts calvarial structure and function.
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Our work provides an essential foundation for studying cal-
varial bone that will enable others to build upon our findings and
progress the field of craniofacial bone biology. While we have
provided detailed insight into the spatial coupling of skeletal
progenitors to vessel phenotypes, there still remains significant
knowledge gaps in how other cell types, such as neurons and
immune cells, contribute to angiogenic-osteogenic coupling
during calvarial growth, healing, and remodeling. Our versatile
and inexpensive platform can be readily adapted to observe these
different cell types and systematically study a variety of biological
processes in the calvarium. Harnessing the powerful capabilities
of our quantitative 3D imaging approach will broaden our
understanding of craniofacial bone biology and accelerate the
development of effective treatments for debilitating craniofacial
bone injuries and disorders.

Methods
Materials. All essential antibodies, reagents, animal drugs and materials, instru-
ments and hardware, and software used in this study are provided in Supple-
mentary Table 1.

Study approval. All animal experiments were approved by the Johns Hopkins
University Institutional Animal Care and Use Committee (Protocol No.
MO18M188). Animals were housed and cared for in Johns Hopkins’ Research
Animal Resources central housing facilities.

Experimental animals. We purchased the following mouse strains from Jackson
Laboratories: C57BL/6J (Stock No. 000664) and Pdgfbfl/fl (Stock No. 017622). We
obtained Trap-cre mice from J.J. Windle (Virginia Commonwealth University,
Richmond, VA, USA). Trap-cre Pdgfbfl/fl mice were generated using a previously
published protocol21. Briefly, hemizygous Trap-cremice were crossed with Pdgfbfl/fl

mice to produce Trap-cre Pdgfbfl/fl offspring (referred to as PdgfbcKO in the Main
section). Pdgfbflfl mice were used as a control and referred to as WT in the Main
section. Mice genotype was confirmed by performing PCR on DNA isolated from
mouse toes using primers designated previously21.

Murine calvarial harvest. To harvest calvaria, we perfused the vasculature with
heparinized saline (10 U/mL in 1X PBS) to remove the blood in calvarial bone prior
to fixation. Mice were heavily anesthetized with ketamine (100 mg/kg) and xylazine
(20 mg/kg) and subcutaneously injected with 200 U heparin to prevent premature
clotting. An initial incision was made near the xiphoid process, and the chest was
then cut open along the lateral edges of the rib cage to provide access to the heart.
Heparinized saline was perfused into the left ventricle via a blunt 20 G needle at a
rate of 10 mL/min. The right atrium was opened just prior to perfusion to enable
open circulation. Following perfusion, calvaria were harvested—taking special care
to preserve the periosteum and dura mater—and were fixed in 4% methanol-free
paraformaldehyde overnight at 4 °C. Fixed calvaria were washed with PBS three
times prior to staining.

PTH administration. We administered PTH daily for 1 month to determine the
effects of stimulated bone remodeling on calvarial vessels and skeletal progenitors.
40 μg/kg pTH (1–34) was injected subcutaneously into male 8-weeks-old C57BL/6J
mice 5 days/week for 4 weeks. Mice were harvested at 12 weeks of age on the day
following the last PTH dose. 12-weeks-old male C57BL/6J mice without PTH
treatment were used as the control for quantitative comparisons.

Calvarial defect procedure. We created a subcritical 1-mm sized defect in the
parietal bone to characterize the response by vessel phenotypes and skeletal pro-
genitors during calvarial healing. 8-weeks-old male C57BL/6J mice were weighed
and anesthetized via a single intraperitoneal injection using ketamine (100 mg/kg)
and xylazine (10 mg/kg). The paw-pitch test was performed to determine the level
of sedation. Then, mice were placed on a stereotaxic frame to fix the head.
Buprenorphine SR (1 mg/kg) was injected subcutaneously to provide sustained
analgesia following the procedure. To access the parietal bone, the skin was shaved,
treated with alcohol and betadine, and draped under sterile conditions. Sterile
gloves and masks were used by all surgical personnel, and all the surgical proce-
dures were performed under an operating microscope by a single surgeon. A mid-
sagittal incision was made over the center of calvarium. Following identification of
anatomical landmarks, a 1-mm defect was created ~1–2 mm away from the sagittal
suture using a microsurgical drill and 1 mm carbide inverted bone burr. Special
precaution was taken to preserve the underlying dura mater. Following defect
creation, the skin incision was closed using 6-0 nylon monofilament sutures. Mice
were monitored daily up to 1 week following surgery for any neurological deficit,
infection, pain, or distress. After 21- and 56-days following surgery, all mice were

euthanized and calvaria were harvested according to the same procedure
described above.

Whole-mount immunostaining and optical clearing. To enable 3D light-sheet
imaging of calvaria, we performed whole-mount immunostaining to label blood
vessel phenotypes and skeletal progenitors and optically cleared the calvaria fol-
lowing staining. First, samples were blocked overnight at 4 °C using a solution
comprised of 10% V/V normal donkey serum in wash buffer (0.1 M Tris, 0.15M
NaCl, 0.05% V/V Tween-20, 20% V/V dimethylsulfoxide, pH 7.5), and then using a
biotin blocking kit for 8 h at room temperature to mask endogenous biotin.
Samples were stained with primary antibodies for CD31, Emcn, and Osterix or Gli1
for 7 days, fluorophore- and biotin-conjugated secondary antibodies for 7 days, and
a streptavidin conjugate for 5 days to enable signal amplification of Emcn. All
antibodies and conjugates were diluted in the same buffer used for blocking.
Calvaria were washed five times over a 24 h period between antibody and strep-
tavidin incubation steps. Following staining, samples were cleared using a graded
series of 2,2-thiodiethanol (TDE in TBS-Tween; 25%, 50%, 75%, 90%, 100% × 2).
Each clearing step was performed for 2 h at room temperature or overnight at 4 °C.
Calvaria were stored in 100% TDE at 4 °C prior to imaging.

Light-sheet imaging. We imaged calvaria using a custom light-sheet imaging
protocol that enabled us to achieve adequate signal intensity and quality
throughout the entire volume. Calvaria were mounted and immersed into a glass
imaging chamber containing 100% TDE. The chamber was loaded into a LaVision
Biotec Ultramicroscope II that was pre-aligned to match the refractive index of
TDE. Whole calvarial samples were imaged using three separate acquisitions: (1) a
3 × 1 tile using double-sided illumination at the center of the sample, (2) a 3 × 2 tile
using left-sided illumination at the left portion of the sample, and (3) a 3 × 2 tile
using right-sided illumination at the right portion of the sample. Calvaria with
defects were imaged in a single acquisition using a 2 × 2 tile region and single-sided
illumination. Tiles were overlapped by 15% within each acquisition and 30–35%
along the x axis between different acquisitions to facilitate stitching. The following
hardware and settings were used for all scans: ×2.5 zoom with a ×2 dipping cap (×5
magnification, 1.3 μm x–y pixel size), 5.5 Megapixel sCMOS camera, 20 ms
exposure time, 0.154 numerical aperture, and 2.5 μm z step size. Based upon the
assumption that the light-sheet followed a Gaussian beam profile, the estimated
light-sheet width was 2.3–3.2 μm at the center of each tile and 284.2 μm at the
horizontal edges of each tile for all scans43,44. Different channels were imaged using
561, 640, and 785 nm lasers and 620/60, 680/30, and 845/55 filters, respectively.
Laser powers were optimized for each antibody and held constant between scans.

Image processing and analysis. We performed all image processing and analysis
using Imaris 9.5 software and a Dell Precision 7820 Tower workstation. The
workstation was equipped with a Dual Intel Xeon Gold 6240 processor, 384 GB
DDR4 SDRAM (2666MHz speed), 512 GB and 1 TB SATA SSDs, NVIDIA
Quadro RTX5000 graphics card (16 GB GDDR6 memory), and Windows 10 Pro
for Workstations. All data were stored and analyzed using Samsung T5 2TB
External SSDs connected via USB 3.2 or USB 3.2 Type-C ports.

To pre-process the images for analysis, we converted LaVision Biotec raw
OME-TIFF files to the Imaris file format (.ims) for each individual tile using Imaris
File Converter 9.5. Tiles were manually aligned along the x–y axes and stitched into
one 3D image using Imaris Stitcher 9.5.

Following image pre-processing, we implemented a custom analysis pipeline in
Imaris 9.5 to enable us to characterize vessel phenotypes and skeletal progenitors.
First, a pre-defined VOI containing six distinct rectangular regions was positioned
for each dataset, with the VOI dimensions remaining constant across all datasets.
The sagittal and interfrontal sutures were avoided due to their lower signal quality.
Following VOI specification, CD31hi and Emcnhi vessels were segmented using the
Surfaces module with a 10 μm radius for background subtraction and 104 μm3

volume filter to eliminate subcellular-sized segments. Osterix+ and Gli1+ cells
were segmented using the Spots module using a pre-measured spot size in the axial
and lateral dimensions (5 μm lateral, 15 μm axial for Gli1+ cells; 6 μm lateral, 18
μm axial for Osterix+ cells). Thresholds were optimized for each experimental
group to minimize the background in the segmented objects. Following this initial
segmentation, images were down-sampled by a factor of two in each dimension to
facilitate a second round of segmentation for vessel phenotypes. In the down-
sampled data sets, binary masks for CD31- and Emcn-segmented vessels were
created and re-segmented using the “Split Objects” Surfaces function (10 μm
seeding point diameter). CD31hiEmcn− and CD31hiEmcnhi vessels were
segmented using the CD31 mask and filtered based upon the absence or presence
of masked Emcn signal within each object, respectively. CD31loEmcnhi vessels were
segmented based upon the Emcn mask and filtered to remove objects co-localized
with masked CD31 signal. During all segmentation steps, “shortest distance
calculation” was activated to enable measurements of individual cells to their
nearest vessel. Cells touching their nearest vessel were designated as 0 μm away
from the vessel.

To quantify vasculature and skeletal progenitors in our defect model, we applied
the same approach using modified VOIs. A VOI with a 1 mm × 1mm x–y area was
placed in the defect region to calculate vessel volume and skeletal progenitor
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number within the defects. Additionally, to assess the systemic response to injury,
an expanded VOI with a 2.3 mm × 3.6 mm x–y area was positioned in the
ipsilateral and contralateral parietal bone approximately 1 mm away from the
sagittal suture. The z-dimension of all VOIs spanned the full thickness of the
calvarial bone.

Once all image segmentation was complete, we exported Surface and Spots
statistics for vessel phenotypes and skeletal progenitors, respectively, to enable data
analysis in third party software. XiT software14 was used to plot the spatial distance
of individual Osterix+ or Gli1+ cells relative to each vessel phenotype in 3D.
GraphPad Prism and Microsoft Excel were used to plot and analyze vessel volume,
cell number, and vessel-cell distance measurements.

MicroCT scanning. We used μCT to analyze changes in bone microstructure
between different experimental groups. Prior to scanning, TDE was gradually
removed from the calvaria by washing in 50% TDE and then PBS several times at
room temperature. Calvaria were scanned using a Bruker Skyscan 1275 μCT with a
1 mm aluminum filter, 65 keV source voltage, 0.3° step rotation, and 9 μm
voxel size.

To analyze calvarial microstructure, we implemented a custom analysis pipeline
in CTAN and CTVOL software. Scans were re-sliced along the transverse plane to
provide a uniform scan orientation among all data sets. In the re-sliced scans, a
rectangular VOI was selected at the mid-point of the parietal and posterior frontal
bones with dimensions of 4.95 mm × 3.6 mm × 0.9 mm and 3.6 mm × 3.6 mm ×
0.45 mm, respectively (first two dimensions along transverse plane; latter two
dimensions along sagittal plane). For Trap-cre Pdgfbfl/fl mice and their WT
littermates, the VOI dimensions were reduced to 4.05 mm × 2.7 mm × 0.9 mm in
the parietal bone and 2.7 mm × 2.7 mm × 0.45 mm in the posterior frontal bone.
Calvarial bone was segmented using a pre-defined threshold that remained
constant across all scans. The shrink wrap function was subsequently performed to
reduce the VOI to the boundaries of the tissue volume. 3D analysis was performed
on the final segmented structure to assess bone volume (BV), bone volume/tissue
volume (BV/TV), and bone surface area to volume ratio (SA/V).

For our calvarial defect experiments, we quantified newly formed bone in the
defects using Mimics 14 software. Bone was segmented using a pre-defined
threshold that was held constant among all datasets. Cylindrical VOIs with a 1 mm
diameter were placed within the defect and in the contralateral parietal bone to
allow for quantification of defect/contralateral bone volume.

Statistics. We used GraphPad Prism 5 software to perform all statistical analyses.
All measurements were performed on distinct samples for each type of analysis.
Statistical comparisons were performed using a two-tailed t-test, one-way ANOVA
with Tukey’s post-hoc test, or two-way ANOVA with Bonferroni’s post-hoc test.
Statistical tests performed and sample sizes for each dataset is designated in the
figure captions. All p-values <0.05 were considered statistically significant.

Reporting summary. Further information on research design is available in the Nature
Research Reporting Summary linked to this article.

Data availability
The data supporting the findings from this study are available within the article file and
its supplementary information. Source data are provided with this paper. The 3D
microscopy data generated in this study have been deposited in the BioImage Archive
database under accession code S-BIAD171. Any remaining raw data will be available
from the corresponding author upon reasonable request. Source data are provided with
this paper.

Received: 18 December 2020; Accepted: 5 October 2021;

References
1. Filipowska, J., Tomaszewski, K. A., Niedźwiedzki, Ł., Walocha, J. A. &

Niedźwiedzki, T. The role of vasculature in bone development, regeneration
and proper systemic functioning. Angiogenesis https://doi.org/10.1007/s10456-
017-9541-1 (2017).

2. Percival, C. J. & Richtsmeier, J. T. Angiogenesis and intramembranous
osteogenesis. Dev. Dyn. https://doi.org/10.1002/dvdy.23992 (2013).

3. Wiszniak, S. et al. Neural crest cell-derived VEGF promotes embryonic jaw
extension. Proc. Natl Acad. Sci. USA https://doi.org/10.1073/pnas.1419368112
(2015).

4. Robinson, L. K., Hoyme, H. E., Edwards, D. K. & Jones, K. L. Vascular
pathogenesis of unilateral craniofacial defects. J. Pediatr. https://doi.org/
10.1016/S0022-3476(87)80074-4 (1987).

5. Hill, C. et al. Cranial neural crest deletion of VEGFa causes cleft palate with
aberrant vascular and bone development. Cell Tissue Res. https://doi.org/
10.1007/s00441-015-2150-7 (2015).

6. Copeland, A. E. et al. Clinical significance of venous anomalies in syndromic
craniosynostosis. Plast. Reconstr. Surg. https://doi.org/10.1097/
GOX.0000000000001613 (2018).

7. Fang, T. D. et al. Angiogenesis is required for successful bone induction during
distraction osteogenesis. J. Bone Miner. Res. https://doi.org/10.1359/
JBMR.050301 (2005).

8. Hyzy, S. L. et al. Inhibition of angiogenesis impairs bone healing in an in vivo
murine rapid resynostosis model. J. Biomed. Mater. Res. https://doi.org/
10.1002/jbm.a.36137 (2017).

9. Lo Celso, C. et al. Live-animal tracking of individual haematopoietic stem/
progenitor cells in their niche. Nature 457, 92–96 (2009).

10. Spencer, J. A. et al. Direct measurement of local oxygen concentration in the
bone marrow of live animals. Nature https://doi.org/10.1038/nature13034
(2014).

11. Bixel, M. G. et al. Flow dynamics and HSPC homing in bone marrow
microvessels. Cell Rep. 18, 1804–1816 (2017).

12. Greenbaum, A. et al. Bone CLARITY: Clearing, imaging, and computational
analysis of osteoprogenitors within intact bone marrow. Sci. Transl. Med. 9,
eaah6518 (2017).

13. Jing, D. et al. Tissue clearing of both hard and soft tissue organs with
the pegasos method. Cell Res. https://doi.org/10.1038/s41422-018-0049-z
(2018).

14. Coutu, D. L., Kokkaliaris, K. D., Kunz, L. & Schroeder, T. Multicolor
quantitative confocal imaging cytometry. Nat. Methods 15, 39–46 (2017).

15. Kusumbe, A. P., Ramasamy, S. K. & Adams, R. H. Coupling of angiogenesis
and osteogenesis by a specific vessel subtype in bone. Nature 507, 323–328
(2014).

16. Zhao, H. et al. The suture provides a niche for mesenchymal stem cells of
craniofacial bones. Nat. Cell Biol. https://doi.org/10.1038/ncb3139 (2015).

17. Shi, Y. et al. Gli1 identifies osteogenic progenitors for bone formation and
fracture repair. Nat. Commun. https://doi.org/10.1038/s41467-017-02171-2
(2017).

18. Kusumbe, A. P. et al. Age-dependent modulation of vascular niches for
haematopoietic stem cells. Nature https://doi.org/10.1038/nature17638 (2016).

19. Coutu, D. L., Kokkaliaris, K. D., Kunz, L. & Schroeder, T. Three-dimensional
map of nonhematopoietic bone and bone-marrow cells and molecules. Nat.
Biotechnol. 35, 1202–1210 (2017).

20. Li, C. et al. Disruption of LRP6 in osteoblasts blunts the bone anabolic activity
of PTH. J. Bone Miner. Res. https://doi.org/10.1002/jbmr.1962 (2013).

21. Xie, H. et al. PDGF-BB secreted by preosteoclasts induces angiogenesis during
coupling with osteogenesis. Nat. Med. 20, 1270–1278 (2014).

22. Su, W. et al. Angiogenesis stimulated by elevated PDGF-BB in subchondral
bone contributes to osteoarthritis development. JCI Insight https://doi.org/
10.1172/jci.insight.135446 (2020).

23. Romeo, S. G. et al. Endothelial proteolytic activity and interaction with non-
resorbing osteoclasts mediate bone elongation. Nat. Cell Biol. https://doi.org/
10.1038/s41556-019-0304-7 (2019).

24. Ramasamy, S. K., Kusumbe, A. P., Wang, L. & Adams, R. H. Endothelial
Notch activity promotes angiogenesis and osteogenesis in bone. Nature 507,
376–380 (2014).

25. Ramasamy, S. K. et al. Blood flow controls bone vascular function and
osteogenesis. Nat. Commun. 7, 13601 (2016).

26. Aoyagi, Y., Kawakami, R., Osanai, H., Hibi, T. & Nemoto, T. A rapid
optical clearing protocol using 2,2′-thiodiethanol for microscopic observation
of fixed mouse brain. PLoS ONE https://doi.org/10.1371/journal.pone.0116280
(2015).

27. Costantini, I. et al. A versatile clearing agent for multi-modal brain imaging.
Sci. Rep. https://doi.org/10.1038/srep09808 (2015).

28. Matsumoto, K. et al. Advanced CUBIC tissue clearing for whole-organ cell
profiling. Nat. Protoc. https://doi.org/10.1038/s41596-019-0240-9 (2019).

29. Luo, W. et al. Investigation of postnatal craniofacial bone development with
tissue clearing-based three-dimensional imaging. Stem Cell Dev. https://
doi.org/10.1089/scd.2019.0104 (2019).

30. Guo, Y. et al. BMP-IHH-mediated interplay between mesenchymal stem cells
and osteoclasts supports calvarial bone homeostasis and repair. Bone Res.
https://doi.org/10.1038/s41413-018-0031-x (2018).

31. Swenson, E. S., Price, J. G., Brazelton, T. & Krause, D. S. Limitations of green
fluorescent protein as a cell lineage marker. Stem Cell https://doi.org/10.1634/
stemcells.2007-0241 (2007).

32. Grüneboom, A. et al. A network of trans-cortical capillaries as mainstay for
blood circulation in long bones. Nat. Metab. https://doi.org/10.1038/s42255-
018-0016-5 (2019).

33. Yang, M. et al. MiR-497∼195 cluster regulates angiogenesis during coupling
with osteogenesis by maintaining endothelial Notch and HIF-1α activity. Nat.
Commun. 8, 16003 (2017).

34. Sivaraj, K. K. et al. YAP1 and TAZ negatively control bone angiogenesis by
limiting hypoxia-inducible factor signaling in endothelial cells. Elife https://
doi.org/10.7554/eLife.50770 (2020).

ARTICLE NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-021-26455-w

12 NATURE COMMUNICATIONS |         (2021) 12:6219 | https://doi.org/10.1038/s41467-021-26455-w |www.nature.com/naturecommunications

https://www.ebi.ac.uk/biostudies/BioImages/studies/S-BIAD171
https://www.ebi.ac.uk/biostudies/BioImages/studies/S-BIAD171
https://doi.org/10.1007/s10456-017-9541-1
https://doi.org/10.1007/s10456-017-9541-1
https://doi.org/10.1002/dvdy.23992
https://doi.org/10.1073/pnas.1419368112
https://doi.org/10.1016/S0022-3476(87)80074-4
https://doi.org/10.1016/S0022-3476(87)80074-4
https://doi.org/10.1007/s00441-015-2150-7
https://doi.org/10.1007/s00441-015-2150-7
https://doi.org/10.1097/GOX.0000000000001613
https://doi.org/10.1097/GOX.0000000000001613
https://doi.org/10.1359/JBMR.050301
https://doi.org/10.1359/JBMR.050301
https://doi.org/10.1002/jbm.a.36137
https://doi.org/10.1002/jbm.a.36137
https://doi.org/10.1038/nature13034
https://doi.org/10.1038/s41422-018-0049-z
https://doi.org/10.1038/ncb3139
https://doi.org/10.1038/s41467-017-02171-2
https://doi.org/10.1038/nature17638
https://doi.org/10.1002/jbmr.1962
https://doi.org/10.1172/jci.insight.135446
https://doi.org/10.1172/jci.insight.135446
https://doi.org/10.1038/s41556-019-0304-7
https://doi.org/10.1038/s41556-019-0304-7
https://doi.org/10.1371/journal.pone.0116280
https://doi.org/10.1038/srep09808
https://doi.org/10.1038/s41596-019-0240-9
https://doi.org/10.1089/scd.2019.0104
https://doi.org/10.1089/scd.2019.0104
https://doi.org/10.1038/s41413-018-0031-x
https://doi.org/10.1634/stemcells.2007-0241
https://doi.org/10.1634/stemcells.2007-0241
https://doi.org/10.1038/s42255-018-0016-5
https://doi.org/10.1038/s42255-018-0016-5
https://doi.org/10.7554/eLife.50770
https://doi.org/10.7554/eLife.50770
www.nature.com/naturecommunications


35. Gao, B. et al. Macrophage-lineage TRAP+ cells recruit periosteum-derived
cells for periosteal osteogenesis and regeneration. J. Clin. Invest. https://
doi.org/10.1172/JCI98857 (2019).

36. Herisson, F. et al. Direct vascular channels connect skull bone marrow and the
brain surface enabling myeloid cell migration. Nat. Neurosci. https://doi.org/
10.1038/s41593-018-0213-2 (2018).

37. Huang, C. et al. Spatiotemporal analyses of osteogenesis and angiogenesis via
intravital imaging in cranial bone defect repair. J. Bone Miner. Res. https://
doi.org/10.1002/jbmr.2460 (2015).

38. Khosravi, N. et al. Intravital imaging for tracking of angiogenesis and cellular
events around surgical bone implants. Tissue Eng. https://doi.org/10.1089/
ten.tec.2018.0252 (2018).

39. Maruyama, T., Jeong, J., Sheu, T. J. & Hsu, W. Stem cells of the suture
mesenchyme in craniofacial bone development, repair and regeneration. Nat.
Commun. https://doi.org/10.1038/ncomms10526 (2016).

40. Wilk, K. et al. Postnatal calvarial skeletal stem cells expressing prx1 reside
exclusively in the calvarial sutures and are required for bone regeneration.
Stem Cell Rep. https://doi.org/10.1016/j.stemcr.2017.03.002 (2017).

41. Park, D., Spencer, J. A., Lin, C. P. & Scadden, D. T. Sequential in vivo imaging of
osteogenic stem/progenitor cells during fracture repair. JoVE 87, e51289 (2014).

42. Ortinau, L. C. et al. Identification of functionally distinct Mx1+αSMA+
periosteal skeletal stem cells. Cell Stem Cell https://doi.org/10.1016/
j.stem.2019.11.003 (2019).

43. Novotny, L. & Hecht, B. In Principles of Nano-Optics 45–88 (Cambridge
University Press, 2006).

44. Paschotta, R. Gaussian Beams, Explained by RP Photonics Encyclopedia; Laser
Beam, Fundamental Transverse Modes. https://www.rp-photonics.com/
gaussian_beams.html. Accessed 10 August 2021.

Acknowledgements
We are appreciative of several individuals for their assistance with this study: Yuan Cai
(light-sheet microscope training and alignment), Dr. Scot Kuo and Dr. Hoku West-Foyle
(image software training and general advice), Jasmine Hu (staining protocol training),
Shawna R. Synder (schematic illustration in Fig. 7a), and Dr. Jennifer Elisseeff (review of
the manuscript). We also thank the JHU Integrated Imaging Center and JHU SOM
Microscope Facility for providing the equipment and software necessary to carry out this
work. This work was supported by the National Science Foundation Graduate Research
Fellowship (A.N.R.), NIH National Institute for Dental and Craniofacial Research Grant
No. 5 F31 DE029109-02 (A.N.R.) and 5 R01 DE027957-02 (W.L.G.), ARCS Foundation
Metropolitan Washington Chapter (A.N.R.), and NIH Shared Instrumentation Grant
No. 1S10OD020152-01A1 (Integrated Imaging Center).

Author contributions
A.N.R., M.W. and W.L.G. conceived the study. A.N.R. performed all mouse harvests,
PTH injections, staining, light-sheet imaging, data analysis, and manuscript writing. X.L.
performed the microCT scans and bred the Trap-cre Pdgfbfl/fl mice. S.F.H. and D.L.C.
helped design the staining and image analysis protocols. A.P.-P. and A.N.R. performed
the calvarial defect procedures. M.W., T.F.W. and W.L.G. provided key materials and
support. All authors reviewed the manuscript and discussed the work.

Competing interests
The authors declare no competing interests.

Additional information
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s41467-021-26455-w.

Correspondence and requests for materials should be addressed to Warren L. Grayson.

Peer review information Nature Communications thanks Guoyuan Yang, and the other,
anonymous, reviewer(s) for their contribution to the peer review of this work. Peer
reviewer reports are available.

Reprints and permission information is available at http://www.nature.com/reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

© The Author(s) 2021

NATURE COMMUNICATIONS | https://doi.org/10.1038/s41467-021-26455-w ARTICLE

NATURE COMMUNICATIONS |         (2021) 12:6219 | https://doi.org/10.1038/s41467-021-26455-w |www.nature.com/naturecommunications 13

https://doi.org/10.1172/JCI98857
https://doi.org/10.1172/JCI98857
https://doi.org/10.1038/s41593-018-0213-2
https://doi.org/10.1038/s41593-018-0213-2
https://doi.org/10.1002/jbmr.2460
https://doi.org/10.1002/jbmr.2460
https://doi.org/10.1089/ten.tec.2018.0252
https://doi.org/10.1089/ten.tec.2018.0252
https://doi.org/10.1038/ncomms10526
https://doi.org/10.1016/j.stemcr.2017.03.002
https://doi.org/10.1016/j.stem.2019.11.003
https://doi.org/10.1016/j.stem.2019.11.003
https://www.rp-photonics.com/gaussian_beams.html
https://www.rp-photonics.com/gaussian_beams.html
https://doi.org/10.1038/s41467-021-26455-w
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/naturecommunications
www.nature.com/naturecommunications

	Quantitative 3D imaging of the cranial microvascular environment at single-cell resolution
	Results
	Quantitative 3D light-sheet imaging of murine calvaria
	3D map of calvarial vessels and skeletal progenitors
	Postnatal growth shifts the distribution of vessel phenotypes and Osterix+ progenitors
	PTH stimulates Osterix+ progenitor proliferation, but does not alter vessel phenotype distribution
	Loss of preosteoclast PDGF-BB secretion decreases the spatial affinity of skeletal progenitors to CD31hiEmcnhi vessels
	CD31hiEmcnhi vessels and Gli1+ progenitors infiltrate into calvarial defect following injury

	Discussion
	Methods
	Materials
	Study approval
	Experimental animals
	Murine calvarial harvest
	PTH administration
	Calvarial defect procedure
	Whole-mount immunostaining and optical clearing
	Light-sheet imaging
	Image processing and analysis
	MicroCT scanning
	Statistics

	Reporting summary
	Data availability
	References
	Acknowledgements
	Author contributions
	Competing interests
	Additional information


