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Reply: Exposure of human fallopian
tube epithelium to elevated
testosterone results in alteration of
cilia gene expression and beating

Sir,
We thank Drs Saridogan, Ertan Kervancioglu and Djahanbakhch

(Saridogan et al., 2021) for their comments and critiques on our paper
(Jackson-Bey et al., 2020).

Regarding the argument that we required a thin layer of tissue, this is
indeed critical to obtain high-resolution microscopy since the cilia need
to be close to the objective to obtain a high-resolution video. We agree
that the epithelium is not completely free of stroma. By microscopy, you
can focus on cells bearing cilia, and reveal the columnar structure while
recording cilia moving. Stroma could represent an issue in the quantita-
tive PCR (qPCR), but since we are only considering cilia genes, in this
specific paper, any contamination of stromal cell mRNA should not alter
those transcripts. For future qPCR experiments, we are indeed including
a stroma control. We also included immunohistochemistry (IHC) images
to confirm key changes in the ciliated cells, such as FOXJ1.

The ‘superficial secretion’ is not reliably reported by a single, repre-
sentative IHC picture. It is important to keep in mind that this is from
one patient and there is significant variability. In each assay, we include
multiple patient samples to account for the variability, but due to publi-
cation limitations, we show one image.

The tissues were fixed in 4%, there is indeed a typo in the IHC
method session. For Fig. 6, we calculated folds, but we had four differ-
ent patients and for each patient we calculate fold and then averaged
them. Therefore, the control, being 1 for each patient will give a mean
¼ 1 and SEM¼ 0; for the high testosterone condition folds are also
calculated for each patient and the mean is 0.75, so <1, also, in this
case, the four measurements do not give the same value and therefore
SEM is not equal to zero, which is reported in the paper.

We will keep all these critiques in consideration for future studies.
Note: All schematics found in the paper were created using

BioRender.com.
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Tia Jackson-Bey1, José Colina2, Brett C. Isenberg3,
Jonathan Coppeta3, Margrit Urbanek4, J. Julie Kim4,

Teresa K. Woodruff4, Joanna E. Burdette2, and Angela Russo2,*
1Division of Reproductive Endocrinology and Infertility, Department of

Obstetrics and Gynecology, College of Medicine, University of Illinois at
Chicago, Chicago, IL, USA

2Department of Pharmaceutical Biosciences, University of Illinois at
Chicago, Chicago, IL, USA

3Biological microsystems, Charles Stark Draper Laboratory, Cambridge,
MA, USA

4Division of Endocrinology, Metabolism, and Molecular Medicine,
Department of Medicine, Feinberg School of Medicine, Northwestern

University, Chicago, IL, USA

*Correspondence address. Department of Pharmaceutical Sciences
and Center for Biomolecular Sciences (M/C 870) Molecular

Biology Research Building (MBRB), 900 S. Ashland Ave, Chicago,
IL 60607-7173, USA. Tel: 11-312-996-0073; Fax: 11-312-996-7107;

E-mail: russoa@uic.edu

doi:10.1093/humrep/deab022
Advance Access Publication on February 12, 2021

ICSI does not improve
reproductive outcomes in
autologous ovarian response cycles
with non-male factor subfertility:
a need for clarification

Sir,
We read with great interest the article written by Supramaniam and

colleagues and just published in Human Reproduction (Supramaniam
et al., 2020). This paper based on the retrospective analysis of the
whole HFEA database from 1991 to 2016 clearly shows that ICSI
does not improve reproductive outcomes in autologous ovarian re-
sponse cycles with non-male factor subfertility. We would like to con-
gratulate the authors for such a relevant piece of work, raising once
again the issue of ICSI overuse in non-male factor infertility.

Although we do not question the relevance of the statistical ap-
proach used by the authors, we would like to point out some inconsis-
tencies that we found in the results presented and which might
deserve clarification. More specifically, the numbers presented for the
IVF group in the abstract, results section and table III are not consis-
tent. While the number of IVF cycles included for all autologous ovar-
ian response categories is 272 433 in the abstract and in the results
section, the number of live births reported in this group is 84 725,
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