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Nucleotide sequence accession numbers. The nucleotide sequences
of vac4 and cagA genes have been deposited in the GenBank database

under accession no. AJ390591 to AJ390744 and AJ269852 to
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Volume 36, no. 9, p. 2597-2603, 1998. Page 2598, column 2: The following paragraph should be inserted at the end of Materials
and Methods.

Nucleotide sequence accession numbers. The nucleotide sequences
of vacA4 have been deposited in the GenBank database under accession
no. AJ390591 to AJ390744.
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Volume 37, no. 7, p. 2306-2311, 1999. Page 2307, column 1; The following paragraph should be inserted at the end of Materials
and Methods.

Nucleotide sequence accession numbers. The nucleotide sequences
of vacA have been deposited in the GenBank database under accession
no. AJ269852 to AJ269897.
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