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Volume 38, no. 3, p. 1191–1195, 2000. Page 1192, column 1, paragraph 3, line 7: The sequence for PI4P2 should read
“59-TTGCATCAAGAATGAGTCCT-39.”

Page 1192, column 1, paragraph 3, lines 10 and 11: The sequence for PI4S2 should read “59-GTGTCTGATCCCATA
AGCAGC-39.”
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Volume 37, no. 1, p. 99–102, 1999. Page 99, column 2, paragraph 2, lines 8 to 10: The sequences for forward primer NG1 and
reverse primer NG2 should read “59-ACCGACCACAAGGGGG-39” and “59-GGTTGTAAACCTCTTTCGA-39,” respectively.
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