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identifies novel candidate genes that modify
chronic obstructive pulmonary disease

susceptibility

Shannon Bruse'f, Michael Moreau?, Yana Bromberg®", Jun-Ho Jang'#, Nan Wang?, Hongseok Ha?,
Maria Picchi', Yong Lin', Raymond J. Langley', Clifford Qualls®, Julia Klesney-Tait®, Joseph Zabner®,
Shuguang Leng', Jenny Mao*, Steven A. Belinsky', Jinchuan Xing® and Toru Nyunoya'#"

Correction to: Human Genomics (2016) 10:1
https://doi.org/10.1186/s40246-015-0058-7

Following the publication of the original article [1], the
authors identified an error in the author names of Julia
Klesney-Tait.

The incorrect author name is: Julia Klensney-Tait.

The correct author names is: Julia Klesney-Tait.

The original article [1] has been updated.

Author details

"Lovelace Respiratory Research Institute, 2425 Ridgecrest Drive SE, Albuquer-
que, NM 87108, USA. 2Departmem of Genetics, Rutgers, The State University
of New Jersey, 145 Bevier Road, Piscataway, NJ 08854, USA. *Department

of Biochemistry and Microbiology, Rutgers, The State University of New Jersey,
Piscataway, NJ, USA. “Department of Internal Medicine, University of New
Mexico and New Mexico VA Health Care System, Albuquerque, NM, USA. 5Bio-
medical Research Institute of New Mexico, Albuquerque, NM, USA. ®Depart-
ment of Medicine, University of lowa, lowa City, IA, USA.

Published online: 30 December 2021

The original article can be found online at https://doi.org/10.1186/540246-
015-0058-7.

*Correspondence: xing@biology.rutgers.edu; nyunoya.toru@gmail.com
fShannon Bruse, Michael Moreau, and Yana Bromberg: Equal contributors
2 Department of Genetics, Rutgers, The State University of New Jersey,
145 Bevier Road, Piscataway, NJ 08854, USA

* Department of Internal Medicine, University of New Mexico and New
Mexico VA Health Care System, Albuguerque, NM, USA

Full list of author information is available at the end of the article

B BMC

Reference
1. Bruse et al. Human Genomics (2016) 10:1

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

©The Author(s) 2021. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or

other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this
licence, visit http://creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativeco
mmons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
https://doi.org/10.1186/s40246-015-0058-7
http://crossmark.crossref.org/dialog/?doi=10.1186/s40246-021-00373-w&domain=pdf
https://doi.org/10.1186/s40246-015-0058-7
https://doi.org/10.1186/s40246-015-0058-7

	Correction to: Whole exome sequencing identifies novel candidate genes that modify chronic obstructive pulmonary disease susceptibility
	Correction to: Human Genomics (2016) 10:1 https:​doi.​org​10.​1186​s40246-​015-​0058-7
	References


