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Abstract

Introduction: LncRNA CCAT1 promotes inflammatory responses, which

contribute to tuberculosis. Therefore, CCAT1 may participate in tuberculosis.

Therefore, we analyzed the involvement of CCAT1 in tuberculosis.

Methods: Plasma samples were donated by a total of 200 patients with newly

developed tuberculosis (N‐TB), 102 patients with recurrent tuberculosis

(R‐TB), and 102 healthy controls on the day of admission. Plasma samples

were also collected from N‐TB and R‐TB patients every month after the in-

itiation of treatment for a total of 6 months. CCAT1 expression in these

samples was detected by quantitative reverse transcription polymerase chain

reaction. Levels of IFN‐γ, IL‐1β, iNOS, TNF‐α, and IL‐10 in plasma were

determined by enzyme‐linked immunosorbent assay. N‐TB and R‐TB patients

were monitored for 2 months to analyze their survival.

Results: On the day of admission, the highest levels of CCAT1, IFN‐γ, IL‐1β,
iNOS, and TNF‐α were detected in N‐TB patients, followed by R‐TB patients

and controls, while the lowest levels of plasma IL‐10 were detected in N‐TB
patients, followed by R‐TB patients and controls. Across R‐TB and N‐TB
patients, CCAT1 was inversely correlated with IL‐10 but not closely correlated

with other inflammatory factors. During the treatment, plasma CCAT1 levels

decreased in both N‐TB and R‐TB patients. High CCAT1 levels were closely

correlated with high mortality rates of both N‐TB and R‐TB patients.

Conclusion: CCAT1 is overexpressed in tuberculosis patients and predicts

their survival. Its function in tuberculosis may be related to IL‐10.
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1 | INTRODUCTION

As a common clinical disorder caused by the infection of
Mycobacterium tuberculosis, tuberculosis (TB) mainly
affects the lungs, while damages of other organs caused

by TB are also observed.1,2 The incidence of TB varies
greatly across countries. It is estimated that TB only
affects about 2.7 out of 100,000 people in the United
States, while the incidence rate is as high as 100 out of
100,000 people in many places of China.3,4 In 2015, about

Immun Inflamm Dis. 2022;10:218–224.218 | wileyonlinelibrary.com/journal/iid3

This is an open access article under the terms of the Creative Commons Attribution License, which permits use, distribution and reproduction in any medium, provided

the original work is properly cited.

© 2021 The Authors. Immunity, Inflammation and Disease published by John Wiley & Sons Ltd.

https://orcid.org/0000-0001-9373-5943
mailto:taoshengyeshenzhen@163.com


10.4 million new TB cases were diagnosed. Therefore, TB
remains a heavy burden of public health.5 TB patients are
usually treated with antibiotics, such as isoniazid and
rifampicin.6,7 However, TB‐caused deaths, which are
mainly related to infections of multidrug‐resistant strains
and delayed treatment, are still common.8

M. tuberculosis can evade the host immune response,
causing inflammation in the lungs.9,10 Currently, in-
flammation in TB is irresolvable. Therefore, inhibiting
inflammation response is still a key for the treatment of
TB.9,10 However, the mechanisms that mediate the in-
flammation in TB have not been fully elucidated.9,10

Previous studies have characterized a considerable
number of lncRNAs with altered expression in TB.11,12

Some lncRNAs participate in TB‐related inflammation to
affect TB progression.13,14 However, the function of most
lncRNAs in TB is unclear. LncRNA CCAT1 promotes
inflammatory responses,15 which contribute to tubercu-
losis, suggesting that CCAT1 may participate in TB.
Therefore, we analyzed the involvement of CCAT1 in TB.

2 | MATERIALS AND METHODS

2.1 | Patients

The present study enrolled a total of 200 patients with
newly developed tuberculosis (N‐TB; 110 males and
90 females; 38.1 ± 8.8 years), 102 patients with recurrent
tuberculosis (R‐TB; 55 males and 47 females; 37.7 ±
8.9 years), and 102 healthy controls (55 males and
47 females; 37.8 ± 9.0 years). All these patients were ad-
mitted to The Third people's Hospital of Shenzhen from
March 2017 to March 2021. No significant differences in
age and gender were observed among these three groups.
Tuberculosis patients were diagnosed through the de-
tection of bacterial infection, clinical manifestations, and
imaging analysis. All patients were Mtb type. All healthy
controls received routine physiological examinations and
had normal physiological functions. Patients and con-
trols were excluded if they had other infections, such as
fungus and viruses, metabolic diseases, cancers, and
other severe diseases. Pregnant women were excluded.
Ethics approval was obtained from our hospital.
Informed consent was provided by all participants.

2.2 | Plasma samples, treatment, and
survival analysis

All patients were treated with soniazid INH combined with
rifampin, pyrazinamide, and ethambutol with various do-
sages. On the day of admission, peripheral blood samples

(5ml) were extracted from all participants under fasting
conditions. The same amount of peripheral blood was also
extracted from both N‐TB and R‐TB patients every month
for a total of 6 months after the initiation of therapy. Blood
samples were used to prepare plasma samples. After the
admission of patients, a 2‐month follow‐up study was per-
formed to monitor patients' survival. The 200 N‐TB and 102
R‐TB were divided into high and low CCAT1 levels groups
with the median CCAT1 level as the cut‐off. Survival curves
were plotted and compared by logrank test.

2.3 | RNA sample preparations and
analysis

Total RNAs were isolated using EZ Tissue/Cell Total
RNA Miniprep Kit from 5 × 106 in vitro cultured cells or
30mg samples from patients. After cell lysis, RNA sam-
ples were purified using columns and treated with DNase
included in the kit to remove DNA contamination.
Before the subsequent assays, RNA integrity and con-
centrations were analyzed using Bioanalyzer. Only sam-
ples with concentration higher than 2000 ng/μl and RIN
value higher than 8.5 were used in the preparation of
cDNAs.

2.4 | Gene expression analysis with
reverse transcriptions and quantitative
polymerase chain reactions

cDNA samples were prepared by reverse transcriptions
(RTs) using GoScript™ Reverse Transcriptase kit (Pro-
mega). In brief, 5 µg total RNA samples were mixed with
0.5 µl primer and nuclease‐free water in a 5 µl system,
incubated at 70°C for 5min and placed on ice for at least
5 min. After that, the mixture was combined with 15 µl
solution containing 4.0 µl GoScript™ 5X Reaction Buffer,
2.0 µl MgCl2, 1.0 µl PCR Nucleotide Mix 2, 20 U re-
combinant RNasin® Ribonuclease Inhibitor, and 1.0 µl
GoScript™ Reverse Transcriptase and incubated at 25°C
for 5 min, 42°C for 30 min, and 70°C for 15 min to
synthesize cDNA samples. CCAT1 expression was de-
termined using qPCRs using cDNA templates with 18S
rRNA as the internal control. Ct values were normalized
to the internal controls using the 2 C‐ΔΔ t method.

2.5 | Enzyme‐linked immunosorbent
assay

Plasma levels of IFN‐γ, IL‐1β, iNOS, TNF‐α, and IL‐10 were
determined using Human IFN‐γ ELISA Kit (ab46025;
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Abcam), Human IL‐1β ELISA Kit (ab46052; Abcam),
Human iNOS ELISA Kit (ab253217; Abcam), Human
TNF‐α ELISA Kit (ab181421; Abcam), and Human IL‐10
ELISA Kit (ab46034; Abcam), respectively, following the
manufacturer's instructions.

2.6 | Statistical analysis

Differences among more than two groups were analyzed
using analysis of variance Tukey's test. The 200 N‐TB and
102 R‐TB were divided into high and low CCAT1 levels
groups with the median CCAT1 level on the day of ad-
mission as the cut‐off value. Survival curves were plotted
and compared by logrank test. p< 0.05 was statistically
significant.

3 | RESULTS

3.1 | Plasma levels of CCAT1, IFN‐γ,
IL‐1β, iNOS, TNF‐α, and IL10 in patients
and controls

Plasma samples from 200 N‐TB patients, 102 R‐TB
patients, and 102 controls were subjected to both

quantitative RT polymerase chain reaction (RT‐qPCR)
and enzyme‐linked immunosorbent assay to de-
termine plasma levels of CCAT1, IFN‐γ, IL‐1β, iNOS,
TNF‐α, and IL‐10. On the day of admission, the
highest levels of CCAT1 (Figure 1A, p < 0.05),
IFN‐γ (Figure 1B, p < 0.05), IL‐1β (Figure 1C,
p < 0.05), iNOS (Figure 1D, p < 0.05), and TNF‐α
(Figure 1E, p < 0.05) were detected in N‐TB patients,
followed by R‐TB patients and controls, while the
lowest levels of plasma IL‐10 were detected in N‐TB
patients, followed by R‐TB patients and controls
(Figure 1F, p < 0.05).

3.2 | CCAT1 was inversely correlated
with IL‐10 but not closely correlated with
other inflammatory factors

Pearson's correlation coefficient was performed to
determine the correlations of CCAT1 with IFN‐γ
(Figure 2A), IL‐1β (Figure 2B), iNOS (Figure 2C),
TNF‐α (Figure 2D), and IL‐10 (Figure 2E) across both
N‐TB and R‐TB plasma samples. CCAT1 was inversely
correlated with IL‐10 (Figure 2F) across R‐TB and
N‐TB patients but not closely correlated with other
inflammatory factors.

FIGURE 1 Plasma levels of CCAT1, IFN‐γ, IL‐1β, iNOS, TNF‐α, and IL10 in patients and controls. Plasma samples from 200 newly
developed tuberculosis (N‐TB) patients, 102 recurrent tuberculosis (R‐TB) patients, and 102 controls were subjected to both quantitative
reverse transcription polymerase chain reaction and enzyme‐linked immunosorbent assay to determine plasma levels of CCAT1 (A), IFN‐γ
(B), IL‐1β (C), iNOS (D), TNF‐α (E), and IL‐10 (F). *p< 0.05
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3.3 | Plasma CCAT1 levels decreased in
both N‐TB and R‐TB patients during
treatment

Plasma CCAT1 levels in both N‐TB and R‐TB
patients were measured every month for a total of
6 months. Because some patients died during the
follow‐up, 200, 193, 188, 185, 183, 181, and 178 pa-
tients were included in N‐TB group at pretreatment,
and 1, 2, 3, 4, 5, and 6 months after the initiation of
treatment, respectively. Similarly, 102, 99, 97, 95, 93,
91, and 90 patients were included in the R‐TB group at
pretreatment and 1, 2, 3, 4, 5, and 6 months after the
initiation of treatment, respectively. RNA isolation
and RT‐qPCRs analysis showed that plasma CCAT1
levels decreased in both N‐TB (Figure 3A, p < 0.05)
and R‐TB (Figure 3B, p < 0.05) patients during the
treatment.

3.4 | High CCAT1 levels were closely
correlated with high mortality rates of
both N‐TB and R‐TB patients

A 2‐month follow‐up study was performed to analyze the
prognostic value of CCAT1 for both N‐TB and R‐TB. The
200 N‐TB and 102 R‐TB were divided into high and low
CCAT1 level groups with the median CCAT1 levels on
the day of admission as the cut‐off values. In the N‐TB
group, 22 deaths were observed, and the causes of death
were bacterial infection (n= 6), cerebral vascular dis-
eases (n= 4), hepatic failure (4), renal failure (3), cardi-
ovascular diseases (n= 3), and autoimmune (n= 2). In
the R‐TB group, 10 deaths were observed, and the causes
of death were bacterial infection (n= 3), cerebral vas-
cular diseases (n= 2), hepatic failure (2), cardiovascular
diseases (n= 2), and AIDS (n= 1). Survival curves were
plotted and compared by logrank test. No significant

FIGURE 2 CCAT1 was inversely correlated with IL‐10 but not closely correlated with other inflammatory factors. Pearson's correlation
coefficient was performed to determine the correlations between CCAT1 and IFN‐γ (A), IL‐1β (B), iNOS (C), TNF‐α (D), and IL‐10 (E)
across both newly developed tuberculosis (N‐TB) and recurrent tuberculosis (R‐TB) plasma samples
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differences in causes of death were observed between
high and low CCAT1 level groups in both N‐TB and R‐TB
(data not shown). Association analysis also showed that
CCAT1 was not closely associated with age, gender,
smoking and drinking habit, infections, and other clin-
ical factors in both N‐TB and R‐TB patients (data not
shown). It was observed that high CCAT1 levels were
closely correlated with the high mortality rate of both
N‐TB (Figure 4A) and R‐TB (Figure 4B) patients.

4 | DISCUSSION

The present study explored the role of CCAT1 in TB.
We showed that CCAT1 is overexpressed in TB patients
and predicts survival. Its function in tuberculosis may be
related to IL‐10.

A recent study reported CCAT1 as a proinflammatory
factor in inflammatory bowel disease. It was observed
that CCAT1 expression was altered in inflammatory

FIGURE 3 Plasma CCAT1 levels decreased
in both newly developed tuberculosis (N‐TB)
and recurrent tuberculosis (R‐TB) patients
during treatment. CCAT1 levels in plasm
samples from both N‐TB (A) and R‐TB (B)
patients were measured every month for a total
of 6 months through RNA isolation and
quantitative reverse transcription polymerase
chain reactions analysis. *p< 0.05

FIGURE 4 High CCAT1 levels were closely correlated with a high mortality rate for both newly developed tuberculosis (N‐TB) and
recurrent tuberculosis (R‐TB) patients. A 2‐month follow‐up study was performed to analyze the prognostic value of CCAT1 for both N‐TB
(A) and R‐TB (B). The 200 N‐TB and 102 R‐TB patients were divided into high and low CCAT1 level groups with the median CCAT1 level as
the cut‐off values. Survival curves were plotted and compared by logrank test.
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bowel disease, and CCAT1 overexpression downregulates
miR‐185‐3p to destroy the intestinal barrier, thereby
promoting disease progression.15 TB is also an in-
flammatory disease. In the present study, we observed
CCAT1 upregulation in both N‐TB and R‐TB patients.
Interestingly, higher plasma CCAT1 levels were observed
in N‐TB patients than in R‐TB patients. TB recurrence
after cure is common.1,2 The differential expression of
CCAT1 in N‐TB and R‐TB patients may be caused by
existing antibodies in R‐TB patients, which may suppress
CCAT1 expression. However, there is no evidence to
support the involvement of antibodies in CCAT1
expression. Future studies are needed to explore this
possibility. Plasma CCAT1 levels decreased continuously
with the treatment of TB. Therefore, CCAT1 expression
may reflect the treatment outcomes of TB. Interestingly,
on Month 6 (Figure 3), CCAT1 expression levels in both
N‐RB and R‐TB groups were even lower than that in the
control group (Figure 1A). In this study, all patients were
treated with soniazid INH combined with rifampin,
pyrazinamide, and ethambutol. These chemicals may
have inhibitory effects on CCAT1.

It is estimated that more than 10% of TB patients will
die of TB within 2 months of admission.8 In this study,
we showed that high plasma CCAT1 levels on the day of
admission were closely correlated with the worse survi-
val of both N‐TB and R‐TB patients. Therefore, measur-
ing CCAT1 expression levels on the day of admission
may help to identify patients with a high mortality risk,
thereby assisting the design of treatment strategies to
improve patients' survival.

The progression of TB is closely correlated with var-
ious inflammatory factors.16–18 Among them, TNF‐α and
IL‐10 are characterized as major factors influencing this
disease.16 In this study, we observed altered expression of
IFN‐γ, IL‐1β, iNOS, TNF‐α, and IL‐10 in TB, while CCAT1
was only correlated with IL‐10 but not other inflammatory
factors. Therefore, CCAT1 may participate in TB mainly
by interacting with IL‐10. However, there are no previous
studies on the interaction between CCAT1 and IL‐10.
Therefore, this speculation needs to be further validated.

In conclusion, CCAT1 is overexpressed in TB and
may participate in TB by regulating IL‐10. Moreover,
CCAT1 expression may predict the treatment outcomes
and survival of TB patients.

ACKNOWLEDGMENT
The authors thank the financial support Shenzhen
Science and technology innovation Commission (Project
No. JCYJ20180228162336873).

CONFLICT OF INTERESTS
The authors declare that there are no conflict of interests.

ETHICS STATEMENT
All patients signed written informed consent. All proce-
dures were approved by the Ethics Committee of The
Third People's Hospital of Shenzhen and operated in
keeping with the standards set out in the Announcement
of Helsinki and Laboratory Guidelines of Research in
China.

AUTHOR CONTRIBUTIONS
Study concepts, literature research, clinical studies, data
analysis, experimental studies, manuscript writing and
review: Taosheng Ye. Study design, literature research,
experimental studies and manuscript editing: Taosheng Ye
and Jiaohong Zhang. Definition of intellectual content,
clinical studies, data acquisition and statistical analysis:
Xuan Zeng. Data acquisition, manuscript preparation,
and data analysis: Yuxiang Xu. Data acquisition and
statistical analysis: Jinpei Li. All authors have read and
approved the submission of the manuscript.

DATA AVAILABILITY STATEMENT
The data that support the findings of this study are
available on request from the corresponding author. The
data are not publicly available due to their containing
information that could compromise the privacy of
research participants.

ORCID
Taosheng Ye https://orcid.org/0000-0001-9373-5943

REFERENCES
1. Reid MJA, Arinaminpathy N, Bloom A, et al. Building a

tuberculosis‐free world: The Lancet Commission on tubercu-
losis. Lancet. 2019;393(10178):1331‐1384.

2. Harding E. WHO global progress report on tuberculosis
elimination. Lancet Respir Med. 2020;8(1):19.

3. LoBue PA, Mermin JH. Latent tuberculosis infection: the final
frontier of tuberculosis elimination in the USA. Lancet Infect
Dis. 2017;17(10):e327‐e333.

4. Xiao Y, He L, Chen Y, et al. The influence of meteorological
factors on tuberculosis incidence in Southwest China from
2006 to 2015. Sci Rep. 2018;8(1):10053.

5. Churchyard G, Kim P, Shah NS, et al. What we know about
tuberculosis transmission: an overview. J Infect Dis. 2017;
216(suppl_6):S629‐s635.

6. Rabahi MF, Silva Júnior J, Ferreira ACG, Tannus‐Silva DGS,
Conde MB. Tuberculosis treatment. J Bras Pneumol. 2017;
43(6):472‐486.

7. Tiberi S, du Plessis N, Walzl G, et al. Tuberculosis: progress
and advances in development of new drugs, treatment regi-
mens, and host‐directed therapies. Lancet Infect Dis. 2018;
18(7):e183‐e198.

8. Pai M, Correa N, Mistry N, Jha P. Reducing global tuberculosis
deaths‐time for India to step up. Lancet. 2017;389(10075):
1174‐1176.

YE ET AL. | 223

https://orcid.org/0000-0001-9373-5943


9. Piergallini TJ, Turner J. Tuberculosis in the elderly: why in-
flammation matters. Exp Geront. 2018;105:32‐39.

10. Benmerzoug S, Bounab B, Rose S, et al. Sterile lung
inflammation induced by silica exacerbates Mycobacterium
tuberculosis infection via STING‐dependent type 2 immunity.
Cell Rep. 2019;27(9):2649‐2664.e5.

11. Fu Y, Xu X, Xue J, Duan W, Yi Z. Deregulated lncRNAs in B
cells from patients with active tuberculosis. PLoS One. 2017;
12(1):e0170712.

12. Chen ZL, Wei LL, Shi LY, et al. Screening and identification of
lncRNAs as potential biomarkers for pulmonary tuberculosis.
Sci Rep. 2017;7(1):16751.

13. Tamgue O, Chia JE, Brombacher F. Triptolide modulates
the expression of inflammation‐associated lncRNA‐PACER
and lincRNA‐p21 in Mycobacterium tuberculosis‐infected
monocyte‐derived macrophages. Front Pharmacol. 2021;12:
618462.

14. Sun Q, Shen X, Ma J, Lou H, Sha W. LncRNA NEAT1 parti-
cipates in inflammatory response in macrophages infected by
Mycobacterium tuberculosis through targeted regulation of
miR‐377‐3p. Microb Pathog. 2021;150:104674.

15. Ma D, Cao Y, Wang Z, et al. CCAT1 lncRNA promotes in-
flammatory bowel disease malignancy by destroying intestinal

barrier via downregulating miR‐185‐3p. Inflamm Bowel Dis.
2019;25(5):862‐874.

16. Marino S, Myers A, Flynn JL, Kirschner DE. TNF and IL‐10
are major factors in modulation of the phagocytic cell en-
vironment in lung and lymph node in tuberculosis: a next‐
generation two‐compartmental model. J Theor Biol. 2010;
265(4):586‐598.

17. Cavalcanti YV, Brelaz MC, Neves JK, Ferraz JC, Pereira VR.
Role of TNF‐alpha, IFN‐gamma, and IL‐10 in the development
of pulmonary tuberculosis. Pulm Med. 2012;2012:745483.

18. Lyadova IV, Tsiganov EN, Kapina MA, et al. In mice,
tuberculosis progression is associated with intensive in-
flammatory response and the accumulation of Gr‐1 cells in the
lungs. PLoS One. 2010;5(5):e10469.

How to cite this article: Ye T, Zhang J, Zeng X,
Xu Y, Li J. LncRNA CCAT1 is overexpressed in
tuberculosis patients and predicts their survival.
Immun Inflamm Dis. 2022;10:218‐224.
doi:10.1002/iid3.565

224 | YE ET AL.

https://doi.org/10.1002/iid3.565



